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nucleo-tide 
sequence 


SEQ ID 
NO: of 
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Me 
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sequence 
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codon; /—possible nucleotide deletion; \=possible 
nucleotide insertion) 














LENPHDSNLSGLFPLIDLDFSP*VLS 

CWASHTMENCS*LRSKRQITLWCS 

RMAE\LVYCLSWKCSHLKRHDFPM 

GKYQTPTCIDKGNMLYLSKLLGIES 

QCLGAEMGIPIKAMQSFTTSGRPKN 

EHSRNFVIIWKVLI 


899 


6396 


A 


930 


1030 


1384 


LIALRKMGRNAQAQICIIT\SDG*NPS 
PLKTESTLKTYTQFSLYPWGEKFERT 
PSLMGQKNFRTVCQLSQMGAIGFQ/ 
HIQEWDGERKST\ITKKN*KDGEISW 
LECVMNNWTCTPDSMKK 


900 


6397 


A 


931 


1 


225 




901 


6398 


A 


932 


2 


167 




902 


6399 


A 


933 


1 


3339 


PASVHPSVRPTVQRKGLQAGRTSTR 

GTEARRGAKSAADPCGPGQGTVAA 

AMQSCARAWGLRLGRGVGGGRRL 

AGGSGPCWAPRSRDSSSGGGDSAA 

AGASRLLERLLPRHDDFARRHIGPG 

DKDQREMLQTLGL A SIDELIEKT VP 

ANIRLKRPLKMEDPVCENEILATLH 

AISSKNQIWRSYIGMGYYNCSVPQT 

ILRNLLENSGWITQYTPYQPEVSQG 

RLESLLNYQTMVCDITGLDMANAS 

LLDEGTAAAEALQLCYRHNKRRKF 

LVDPR\CHPQTIAVVQTRAKYTGVL 

TELKLPCEMDFSGKDVSGVLFQYP 

DTEGKVEDFTELVERAHQSGSLAC 

CATDLLALCILRPPGEFGVDIALGSS 

QRJFGVPLGYGGPHAAFFAVRESLV 

RMMPGRMVGVTRDATGK\EVY\RL 

AP*KPREQHIRRDKATSNICTAQAL 

LANMAA\MFAI\YHGSHG\LGHIA\R 

RVHNATLILSEGLKRAGHQLQHDLF 

FDTLKIQCGCSVKEVLGRA AQRQIN 

FRLFEDGTLGISLDETVNEKDLDDL 

L WIFG CES S AEL V AES MGEECRGIP 

G S V FKRTSPFLTHQ VFN S YH SETNI V 

RYMKKLENKDISLVHSMIPLGSCTM 

KLNSSSELAPITWKEFAMHPFVPLD 

QAQGYQQLFRELEKDLCELTGHDQ 

VCFQPNSGAQGEYAGLATIRAYLN 

QKGEGHRTVCLIPKSAHGTNPASAH 

MAGMKIQPVEVDKYGNIDAVHLK 

AMVDKHKENLAAIMITYPSTNGVF 

EENISDVCDLIHQHGGQVYLDGAN 

MNAQVGICRPGDFGSDVSHLNLHK 

TFC1PHGGGGPGMGPIGVKKHLAPF 

LPNHPVISLKRNEDACPVGTVSAAP 

WGSSSILPISWAYIKMMGGKGLKQ 

ATETAILNANYMAKRLETHYRJLFR 

GARGYVGHEFILDTRPFKKSANIEA 

VDVAKRLQDYGFHAPTMSWPVAG 

TLMVEPTESEDKAELDRFCDAMISI 

RQE\IADIEEG\RIDP\RVNPLKNVLH 

TPLTCVTSSHWDRPYSREVAAFPLP 

FVKPENKFWPTIA\RIDDIYGDQHL\ 

VCTCPPM\EVYESPFS\EQKRAVFLV 

LCSLSFKGIDFDGLSPEAFDKQERFH 
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NO: of 
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sequence 


Me 
tho 
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09/770,160 


Nucleotide 
location of 
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for nprttirlp 

sequence 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














LPTPSLK 


903 


6400 


A 


934 


2 


287 




904 


6401 


A 


935 


36 


427 




905 


6402 


A 


936 


247 


1183 


CCWESPVDPQPLRQISG1ALFCSFKE 

PPLLLGVLHPNTKLRQGRKGCLKIN 

LLGPES\MAHIGGCDVYWGQQMGR 

VVKLENG*NRRPLPGFGSGPLAKPE 

DDEPCVWGDPLGIRGRGPKWGLLF 

VGRLHTRGLF*R*NPWETVKVKLLL 

SSETPPGGRNMSFWNDLTVTPGW 

KEDLISPNPKQQNGQRRKLPAFWV 

MGGHKMTGRLLEV*YCDPGK*KFY 

WTQLRFPNGVQPVS*QKTLSLVAET 

S\MARIRRVYVSGPDERR\ADLFVEN 

MPGFPDNIRPSSSGGYWVGMSTIRP 

*P\GSSMLDFLSERPWD 


906 


6403 


A 


937 


179 


516 


VFSVLRAEDKICELLFCLK1KLFSA\S 

FLVFRNQLPRKNDFYSYEPPSENPPP 

ETGESVCLQLKSGAHLCRVCGCLG 

PKTCSRCHKAYYCSKEHQTLDWRJL 

GHKQACAQPGG 


907 


6404 


A 


938 


41 


274 


KRGTERKTHFGGCSIQFSDIASGKNI 
LPGLCFLTHKR\WFCSL*RQGWVSR 
WSHE*GCTRCWRLGKFLWVADRFL 
GSG 


908 


6405 


A 


939 


3 


1111 


CAPRQPAPRMAAAGARPVELGFAE 

SAPAWRLRSE\QFPSKVGGRPAWLG 

AAGLPGPQALACELCGRPLSFLLQV 

YAPL\PGR\PDA\FH\RCIFLFCCREQP 

\CCAGLARFLGIRLPRKN\DFYSYEP 

PSENPPPETGESVCLQLKSGAHLCR 

VCG\C * G PKTC SRCHKA ILL A A REH 

QTL\DWEIGDIRQ\ACAQPDHL\DHI 

NFQDHNFPFFQEF\EIVIETEDEIMP* 

GVWKKEDYSRDY*GALG*STLKGR 

TWISM\AKHE\SRED\KFFQKF*NFRL 

ALGTEQDS*YAGRG/IAPIWISGENIP 

QEKDIPDCPCGAKKI\LEFQVMPQLL 

NYLKADRLGKSIDWGILAAFTCAES 

CSLGTGYTEEFVWKQDVTDTP 


909 


6406 


A 


941 


3458 


4042 


AGMIRRPSPWPSIRPPPAVFTNSCTS 

LQEPSGGTGRVQVPSIYQAS\STQIC 

VKGPD*GRNGKGNLSFGKAGIFHFP 

WCPKCPRPSSSPISMGLLSPEVDSVE 

R\PPTFRFPLAPIYKECV*NGAG/AQ 

APDPRQKRGWPCHWNLMGVGRMP 

RVSPHLPEAWGPKHPDDRYTKGTA 

ICPRNHLPCDPRISAIGQPQG 


910 


6407 


A 


942 


226 


401 


TSGDHWNIAVAPHENSDLLLVQGH 
D YKYRYFG LI VC VL * Q AI VTPEEPQ S 
IVPRLRTR 


911 


6408 


C 


943 


211 


282 


MFYPFFNPRYFSVGFIAMNRHTD* 


912 


6409 


A 


944 


1390 


1698 


HLFPH IKAGR* YGRPCREG ILQ * KE* 

ETTGRHTCVLQGLXFQEVVVQVRN 

VFLHEALQLVKFAMQIFEVLLEKFP 

EPIVKHDLDQNTECLFFRHMEKEHS 

SKK 
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Me 
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913 


6410 


A 


945 


27 


412 


IAEGNWCVYMPDIIWVFPPQAEAEE 

DCHSDTVRADDDEENESPAXETDLQ 

AQLQMF\RAQWMFELAPGVSSSNL 

ENRPCRAARGSL\QKTSADT\KGKQ 

EQAKEEKLSIIDIVTNYIFFFWHMEIF 

TGHSK 


914 


6411 


A 


946 


24 


1489 


GGSSAAASGVSSRADAPVLAQSPAS 

AGNGRPSTPRVPGSRRHPSAPRSGP 

LPREDGCRTPGPQLLPLHGA\LLRPR 

T\LLSSAAEDKARSRH\PDTQHPSSG 

GRCKGGTESPSSAAGRPASMAEAEX 

EDCHSDTVRADDDEENESPAETDV 

QALIP\MIQAQWKLEPAPRVSSSNLE 

NRPCRAARGSLQKTSADTKGKQEQ 

AKEEKARELFLQAVEEEQNGALYE 

AIKFYRRAMQLVPDI\EFKITF\TRSP 

DGDGVGNSYIEDNDDDSKMADLLS 

YFQQQLTFQESVLKLCQ\PELESSQI 

HISVLPMEVLMYIFRWVGSSDLDLT 

SL\EQLSLVCQRIPN1LCPETPENMPV 

LALL*KFWGR\SC\IKLVSVTSPGRE 

DVF*ERP\RV\RFDGVYISKTTYIRQG 

EQSLDGFYRA\WH\QVEYYRYIRFFP 

DGHVMMLTTPEEPQSIVPRLR\TRE 

YQGLDAIPTGVTIRLSPRHRTIRTQS1 

WLLITKEKRKEKPL 


915 


6412 


A 


947 


17 


499 


DRVLLCN/PRLECNGMITAHCSPKPP 

GSK*SSCFSLPSSWDY\KHEPPYRAN 

LKNFFVETGSLYVAQAGFELLDSSN 

PPCFSLPKCWDYRPP*ATTPS/FKND 

SHFNFLLNRF/SHFVFVF*VLRLNLC 

NNIP*GLKVGEIQPSPKAETKLGVER 

GGKNYIRFSK 


916 


6413 


A 


948 


9 


296 


RPSHQCRLLPPRASLGLSELCPEDQ 
QSYIP*LGHHSAECR*S/TSGGSCPLS 
SVSSQASRAS/GPTSLTTAAPTSPRT 
GASALTEQYWSNRFLNHFAE 


917 


6414 


C 


949 


114 


383 


MQMVGVWGGLGGJKQDKVLLSSE 
GPRSRJDGG GT WRPTLKS T VRXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXSALL* 


918 


6415 


A 


950 


1896 


2251 


IGTPLCRMEIDPFLEEAVPWSSVSSQ 
ASRASWPTSLTTAAPTSPRTGASAL 
TEVGRPKT*DHKISSVSTK/TSSHCP 
G PEHTTS A VP V SRA S SCP VT VTTKL 
SKHPLQLARRVGFTLLY 


919 


6416 


A 


951 


141 


439 




920 


6417 


A 


952 


278 


1177 


RHPLAFFKASRAGPQRPLDGTLGPE 

DSRASSPMIQNSRPSLLQPQDVGDT 

VETLMLHPVIKAFLCGSISGTCSTLL 

LQ\PLDLLKTHLQTLQPSDHGSRRV 

GMLAVLFKGVRTERLLDLWKGMS 

PSIVR\VSLGVGIYFGHSLLF*SSISW 

RRPIPQTALEV\NHAGGSGSRSVAG 

VCMSPITVIKTRYESGKYGY\KSIYA 

ALRSIYHSEGHRGLFCGLTATILRD 

APLSGIYLMFYNQTKMVPHDQVDA 

TLIPITNFSCGDICWYSGPHWVTSTC 
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GMFIQNSYGRLLFHLKVSMDWPST 


921 


6418 


A 


953 


109 


376 


SLTRAKSHLGQQFPTSRTSQEENWS 
P*RGSRTPPTPHTLPCQNLRPSMPT/F 
*QVNFKQFRGAFLSG*KSSVAIRTIQ 
QSNMALMGTYAL 


922 


6419 


C 


955 


123 


329 


MISRAPLPQLSELHCDKLHVDPENX 
KLLGNVLVTVLAIHFGKEFTPEVQA 
SWQKMVTAVASALSSRYH* 


923 


6420 


A 


956 


41 


565 


APSPRRPWGHFTEED\KATI\TSLWG 
K\ VN VE\D AG G/EKTPGKGPL V VLPP 
WTPE VPLTSFGNL S\S A S A HHG QTP 
KVQGTMAKKVLTSLG\DA\TKHL\D 
DSQGAPFAQA* SELALVDKPAMWD 
PE\NFKASWGNV\LVTRFGQSHFRA 
KNFTPEGCRVSLGRKMGDLELASA 
LVPSRYH 


924 


6421 


A 


957 


1 


1000 


STRAPSPGPFPSSKLAGAYKSWCRR 

DPRTHSAGAQAAAARSVPIRCPAPT 

ASATMSHHWGYGKHNGPEHWHK 

DFPIAKGERQSPVDIDTHTAKYDPS 

LKPLSVSYDQATSLRILNN\GHAF\N 

VEFDDS\QDKAVLKGGPL\DG\TYRL 

ISVFTFHWGSF*WDKVSEAYCGIKK 

KYAAE\LTLGHWNTKYGDFGKAVQ 

EPDGLAVLGIFLKVGSAKPGLQKVV 

DVLDSIKTKGKSADFTNFDPRGLLP 

ESL\DYWTYPGSLTTPPLLECVTW\I 

VLNF\PFSVSS\EQVFEIP*TLTFNGG 

GVNPEELMVDNWRPA\QPLKNR\QI 

KASFQIRWSHSLYSK 


925 


6422 


A 


958 


3 


402 


EELTMAGIFV*PTIPIPVSL/SLFCH*V 

LTLNSGISPAGSPVLIFSTPEPKR*TS 

QGESRFHTFYLKKLGLNR*I*HPSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSSSSQ 

NRFLKPLQHSLPPPLKPLTYAPNL 


926 


6423 


A 


959 


1666 


2187 


NFPSSASPPPTDSFIAGLSSEAPSEHR 

SPSC ALDPIFFQTWL* *SFSFSSLNFI 

NMLKFVPPLNKTKPPLTLAFPYLKQL 

ASLPIQSCFFF*DKILLCHLGWSAVA 

QL*LTATSTSWAQVMFPRSWAYRH 

APPHT/LASCFYFCRDR/SLTIFPRLV 

SNSWAQVILPPRPPKMLGIQA 


927 


6424 


A 


960 


3 


695 


TQLLRRPAVFVGSAASGIRRGLWSA 

SSGHWCAPAAGRAHAPVPRLVRGL 

GAASTAAPQDAQTGPQPMPRADCI 

MRHLPYFCRGQVVRGFGRGLQASL 

GIPYTANFPEQVVDNLPADISTGIYY 

GWASVGS\GDVHKMVMSIGWNPY 

YKNTKKSMETHIMHTFKEDFYGEIL 

NGAIGDYLRPDDNFDSLQSLISAIQG 

DF\EEAKK*LDLPEHLKLKEDNFFQ 

VSKSKIMNGH 


928 


6425 


A 


961 


60 


569 


STDLEELPTLGWF*KQELIILSCPFVS 

LTYRERLPANFFKFQFRNVEYSSGR 

NKTFLCYVVEAQGKGGQVQASRG 

YLEDEHAAAHAEEAFFNTILPAFDP 

ALRYNVTWYVSSSPCAACADRIIKT 

LSKTKNLRLLILVGXRLFMWEEPEIQ 
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SEQ ID 
NO: of 
nucleotide 
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SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
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09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possi ble nucleotide deletion; \-possibIe 
nucleotide insertion) 














AALKKLKEAGCKLRIMNLV 


929 


6426 


A 


962 


62 


858 


QLRWDSGARAWPRPACLSPLPQRL 

LSHSPSMAQKEEAAVATEAASQNG 

EDLENL\DDPQKLKELIELPPFEIVTG 

ERLPANFFKFQFRNVEYSS\GRTKTL 

\LC YV V* STGARGGKVQAS WGWLE 

DE\HAACPLQKESFSFNTILPAFRPK 

PLAVTNVT/WGYVSSSPCVAACADR\ 

IVKTLSKTKNLRLLILVGRLFMWEE 

PEIQAALKKLKEA\GCKL\RIMKPQD 

FRILSWE\NFVEQ\EEGESKAFQPWE 

DIQENFLYYEEKLADILK 


930 


6427 


A 


963 


409 


747 


VILQAQGSPMGP*SLRAFPAESERC 

QKQERLEPEEGRTCAAGLRGGPR\R 

WWPLSSW\TGDLRPSPARN*ILPAA 

PMMEERKDPAPAQPPWTSYTLPQFV 

SPEVLCSPPIENSHT 


931 


6428 


A 


964 


1092 


2338 


RCYCSI*PCFHLFQLSFQILDPPVLGT 
TFL 


932 


6429 


A 


965 


146 


180 




933 


6430 


A 


966 


2 


921 




934 


6431 


A 


967 


1 


621 




935 


6432 


A 


968 


2 


152 




936 


6433 


A 


969 


157 


1203 


NNSG VMPEMPEDMEQEE VNIP* * G 

GFWVTGCHWGFLGRAVHKEFQQN 

NL/WHAVGCGFRRARPKFEQVNLL\ 

DSNAVHHIIHDFQPHVIVHCAAERR 

PDVV\ENQPDAASQLNV\DASG\NLG 

KGKAAAVWEHFSILHLGSGFCILM 

GT\NPPY\REEDIPASLN\LYGQTK\L 

DGRKGCPWRNHLGAAVLRIPIL YG 

EVEK\LEKKCCELLMFE*KCQFQQQ 

SQAKQWIHWQARGSPPHMSKDVA 

PLCARQ\LAEKRMLDP\SIKGTFHWS 

GNEQMTKYEKGMCQLPDA\FNLPS 

SHL/RDPITDSPVYLGAQRPRNAQLD 

CSKLETLGIGQRTPFRIGIKESLWPF 

L1DKRWRQTWFH 


937 


6434 


A 


970 


1 


508 


NSNRQNGPPKKGERERASN/C/YPG 

APAAQAE/APLVPLSRQNKSTVETS 

NLKMLISFPKTLLRGPQEGWWHQG 

INPGSGAATLGPGS/SPQRPQS/IAAS 

CSMARRTFFAVSSNSFFLLL/CFLCM 

GSSSGSQPSSSLKQKKHWAKSGSFS 

VGQWMKPASAIRSGVQRSPPRRAS 

S 


938 


6435 


A 


971 


21 


351 


VVSITKAPAYREVSVHNSCLRSNEG 

GKQPSHTKCLCNSNLLTTQFKTKPI 

E/CWPEKTYMGSSSGSQPSSSLKQK 

KHWAKSGSFSVGQWMKPASAIRSG 

VQ\RSPPRRASS 


939 


6436 


A 


972 


1 


1011 




940 


6437 


A 


973 


2 


94 




941 


6438 


A 


974 


661 


2244 


QYFKNPVGSTAVFEMDRLFISSGTA 
EMTSRGF\QRS\CNNPP\CSSMTGRR 
ANQIHHLTPDFS\LRELL\PPK\KAGT 
WADCVSPPCGERDRCEGWADRHR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














A\C S SP A KS PTA S S Q VI* KGFKATAF 

FSRGRSGQHVAPRLHLGLSNHTAV 

GKREYLARRFLSLYSVSSSTRSFTPF 

PQ*LRMAFVLSF*IVVCAIL*INNSN 

KIRKPCC*TVEEPGTLSPFSHHTQV 

MHLPKKKKTKKHNNKKTVL*GGT 

GVTDKEPAAQIQQAPGKVPPQDCD 

SLNNMRSRHIHCGRLC\HANKAVSS 

SKRDTAFFLPHFSPGKPGNQNSKNE 

PPKKRERERSSHC/YPAAPAAQAEA 

PLVPLSRQNRSTVETSNLKMLISFPK 

TLLRGPQEGWWHQGINPGSGAATL 

GPGSSGQRPQSMIAASCSMARRTFF 

AVSSNSFFLLLVSFAILFLALSLASSF 

KKFNQRVNSS\NCFLD/TERKAQPG 

RNCFXLCSSMGSSSGSQPSSSLKQKK 

HWAKSGSFSVGQWMKPASAIRLRG 

CRRSPPRRASS 


942 


6439 


C 


975 


597 


683 


MWFHVCLLVVIFFYFLVHMKYLKC 
KFLG* 


943 


6440 


A 


976 


224 


290 


MPIPIPMPIPAPVPFPGPGFPP/VYFPV 
PLPLP/LLFPF*PLPFP*PEVSAKPVTL 
WSRKRQRSKGEKEGRGRGTGK 


944 


6441 


A 


977 


3 


1815 


HFVPVSPEAAAAESTACGVTAKML 

SVRVAAVVVRALPRRAG\LVSRNA 

LGSSFIAARNFHASNTHLQKTGTAE 

MSSILE\ERILG\ADTSVDLE*NLGVS 

*SIGDGIAPRTWG*RNVQAEEMV\EF 

SSRLKGYVL*TLEPDNVGVVVFGN 

DKLIKEGDIVKXRTGAIVDVPWGEE 

LLGRVVDALGXNAIDGKGPIGFQRR 

VGEVGL\KAPGIIPR\ISVREPMQTGI 

KAVDSLVPIGRGQRELIIGDRQTGK 

TSIAIDTIINQKRFNDGSDEKKKLYC 

IYVAIQQKRSTVAQLWKRLTRCKM 

PWKYTIVVS\AT\ASDAAPLQYLAPY 

SGCSMGEYFR\DNGKHA\LIIYDDLI 

QNKAVA*PVKMSLLLRRPPGREAY 

PGDVFYLHSRLLERAAKMNDAFGG 

G SLTALQ V\IET\Q AGD V SATIQTD V 

NSI/TLPEQIFLETEW\FNKG\IRPAIN 

VG\LSVSRAGSPPTNPGAMKPGSQV 

PWKLELASSIREVACFLPPVSVSD\L 

DAATSTNLLESVAVPS*LEFAESQG 

PVFSPWLIEGTSCLLSYAGCKGDIFD 

KLEPSKITKLRNAFLSHVVSQHQDL 

VGALCRADGKISEQS\DAKLKEIVT\ 

NFLAGFEA 


945 


6442 


A 


978 


532 


878 


SYHFGRPRQADHLRSGVQDQPGQH 
EETPSLLKRQK\LAGHGGIYL*PQLL 
GWLRQENCLNLGGGGCSELGLHHC 
IPA WATEQDCLKKQNETKKES YS* * 
GTSCLIAFLFILKSDQK 


946 


6443 


C 


979 


36 


236 


MGPTIPDXSXFFWRKPITWMPTWE 

GTSNVGPQPLSSSKSLHSXRGHPAPI 

PTGQAGPRDSGPGASP* 


947 


6444 


C 


980 


26 


160 


MRFQSTGLGAPHCALNKCVSCLNX 
XXXXXXFLLRGPKLNPFKGG* 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


948 


6445 


A 


981 


1 


523 


FFPKGFFLGYPRVFPFPPFLNPGPGQ 

I*FSPP*K/RKLRAP*KKASSSSSSVK 

TGNTFIESTVGCAKPCALEPHHSAP/ 

PQQPAPSGPGPPGEPG*ERLCASHK 

AFISHKQSH*SPQ*PCQAGVTLSRLQ 

TTNSPRP\PVRRGCGGLEPRP*VS/PS 

QPTACSENSQGSQPSPKRTLS 


949 


6446 


A 


982 


145 


1315 


CLPPPGLGPAPSLSSSCWGPPPMPRT 

IRGIPPGS1CRLCFCPAAGLLSLVAL 

QRPASSPTRHSALLCLLRWA*PTSPS 

LPQSLGSRAQLHSPLP*QAGSPCHA 

HTCGHLGPPVV*VPLPCPRSHSHSS 

CLFPAGSQCP*QAPAGVSISCQASSS 

ASSCGPGPQGYGQTPGPIPETPRDR\ 

PCHPTPPKSKLQARGPWRAWVG*R 

TADGSCGKKP*/CGPTIPDPKSSPLA 

GLSSPFPWFWAETHHPGMP*RGKR 

DPRKCGNPQPPSPKLRKSPPTAHGD 

HPAP*FPTGKGWTPKDSWTPGPPP* 

SRRPRPLN*WTAA*PWGQNPWAWT 

PAHPRKKP*RPRGSCLSLSVSACGK 

WAPSPTSQGCCEGRCDAVPKQQGL 

AHPTVLLNKCVSCLN 


950 


6447 


A 


983 


1 


682 


PPLFFQAAGKMADIQTERAYQKAQP 

TI\FQNQGRGSCCGETGK\EKLPR\Y 

YKEHSGLGLQRHPKEAY*GPPTLTK 

KCPF\TGKCVHFEGGILSG\VVTK\M 

KMQRTIVI\RR\DYLH\YIR\KYNRLP 

RKRHKNMSV\HLSPCFQGTSRFG\DI 

VTGGAKCRPSEARQWRFNVLKGH 

QGLARHQRSSFQKFLRLGHRGRSPT 

MEIRLVPASPGKKKKKSFVPTGGAV 

DSIGGRGV 


951 


6448 


A 


984 


1 


465 




952 


6449 


A 


985 


1585 


2239 




953 


6450 


A 


986 


9 


2580 


SLPPKKCELRLLHNCWGLFSPPARQ 

SGSVAAVVAASAVSGVSGPQSPPLT 

CASSSLRSPRPARTRPVAVCVSPTPP 

RLPPRSSLRADMSGDHLHNDSQIEA 

DF\RLMDSLKHKD\KQKDENARAR 

GHKEEKDRXEESKHSNSEHKDSEKK 

HKEKEKTKHKDGSSEKHKDKHKD 

RDKEKRKEEKVRASGDAKIKKEKE 

NGFSSPPQIKDET*DDG\YFVPPKEDI 

KPLKRPRDEDDADNK/PHKKIKTED 

TKKEKKRKLEEEEDGKLKKPKNKD 

KDKKVPEPDNKKKKPKKEEEQKW 

KWWEEERYPEGIKWKFLEHKGPVF 

APPYEPLPENVKFYYDGKVMKLSP 

KAEEVATFFAKMLDHEYTTKEIFRK 

NFFKDWRKEMTNEEKNIITNLSKCD 

FTQMSQYFKAQTEARKQMSKEEKL 

KIKEEN EKLLKE YGFC1 MDNHKERI 

ANFKIEPPGLFRGRGNHPKMGMLK 

RRIMPEDIIINCSKDAKVPSPPPGHK 

WKEVRHDNKVTWLVSWTENIQGSI 

KYIMLNPSSRIKGEKDWQKYETAR 

RLKKCVDKIRNQYREDWKSKEMK 
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SEQ ID 
NO: of 
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SEQ ID 
NO: of 
peptide 
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Me 
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d 
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for peptide 
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codon; /^possible nucleotide deletion; V=possibJe 
nucleotide insertion) 














VRQRAVALYFIDKLALRAGNEKEE 

GETADTVGCCSLRVEHINLHPELDG 

QEYVVEFDFLGKDSIRYYNKVPVE 

KRVFKNLQLFMENKQPEDDLFDRL 

NTGILNKHLQDLMEGLTAKV\FR\T 

YNASITLQQQLKELTAPDENIPAKIL 

SYNRANRAVAILCNHQRAPPKTFEK 

SMMNLQT\KIDAKKEQLADARRDL 

KSAKADAKVMKDAKTAKKVVESK 

KKAVQRLEEQLMKLEVQATDREEN 

KQIALGTSKLNYLDPRITVAWCKK 

WGVPIEKIYNKTQREXKFAWGHLT 

WLDEDYEF 


954 


6451 


C 


987 


65 


235 


MQFRVKYHICSTLLSLKTKICITCIIP 
SHLFPASTIPSWGCFHLYIHIAQKHV 
ING* 


955 


6452 


A 


988 


16 


148 


SPAEQGCVCVCVCVCVCVCVCVCV 
CVCVCVCVCVCVCVCVCVCVQVG 
ACVCN/CVCVCVCVCVCVCVCVCV 
CVCVCVCVCRWVLACATCVL 


956 


6453 


A 


989 


287 


504 


LPRNFKTT YLDSEM VLESSKRG VC V 

SVCVCVCVCVCLCVCVCVCVCVCV 

/C*YLDLNHGKCTHPVSFSVRIFLA 


957 


6454 


C 


991 


201 


488 


MGSRPRFCLFTTNTLCPDTVTSSVC 
SPKTTXRRLKXTFMPRCSRKPQAVL 
TSSEMALAACSXFSRSPDDFTQYQV 
AELVWDSLQPLGQXRSHCSLR* 


958 


6455 


B 


992 


53 


302 


MTSALTQGLERIPDQLGYLVLSEGA 
GLASSGDLENDEHAASAMSELVST 
ACGLRLHRGMNVHFKRLSVVFGEH 
TLLETRVLTEX* 


959 


6456 


B 


993 


277 


573 


TSALTQGLERIPDQLGYLSSGDLEN 

DEQAASAISELVSTACGFRLHRGMN 

VPFKRLSVVFGEHTLLVTVSGQRVF 

v* 


960 


6457 


A 


994 


134 


1271 


NPGPVQVGVEGGQEEGPSSKKQAK 

TRQVCLASITEAPGPKIRFSEPLRPP 

AGCRHQMGSPTSGSASSPQTPFCPG/ 

PPSPAVCV/PPKTTGGETHQTGA*RA 

H SMPRC SRKTAG C AEQLQR WH WL 

PAHHSPGPQMTPALHLHSVPGSRA 

GLGFAPAPGSAQKSSG*RCKS*EAC 

*RDGRPDTLHLQTQVSGLT\WPQVF 

SFPSQVPSRPPPPYMVLNTDLPEPPS 

APTLAPRLPWPSTSHLCYPKGPVLP 

LWPLPSDP\SSPPFVSARPA/ALPAAP 

EHPPTDPSPAFSSPSLPFPSPLPPRAD 

RR*GWSAGPPGG/EPHRLGSRDAEP 

PAGPLAHASSLTIAVFGAGGAPYQI 

GSFRLQAPVTCLQPLRSSFCLRHWP 

LAPPLA 


961 


6458 


A 


995 


1 


422 _j 




962 


6459 


A 


996 


3 


760 


TSRGRVGTQAGEPRDLRPPPCPSSPL 

RV\AVV\CLEQPERGAWEAHN1PQP 

NGDSAVRSFG\TGTHVKLPGPAPD\ 

NPNVYXDFKTTYDQMYNDLLRKDK 

\ELFTQNGILHIAG\RNKRIKP\GPERF 
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QNCKDLFDLILT\CEERVYDRVGWK 
I*ISR\EQGDLPSPVHVVN\LDIQDNH 
EEATLG/ARFLICE\VCQCIQHTEDM\ 
ENEIDELLQEFEEKSGRTFL\HTV\CF 
ILFSFLDICF 


963 


6460 


A 


997 


425 


591 


EYLKQWNVFVFDIKNHLC/MHLHA 
HIHTQ V * THTQTHTHRHTHTHTHTP 
CHCLVHTA 


964 


6461 


C 


998 


120 


368 


MGTAHKPGYPQISTTVCIYVPDFAIL 
SPVLSFCRLIYLHTRMLQATELLLQ 
ALQNSTTKGNGRRERARDNSKMRH 
DGRAWRC* 


965 


6462 


A 


999 


2 


393 


ARGKKPNLRAFLLPLPRAWPEPQTL 

QQPRWP*TVQLPVPAIGDKALALGR 

RKSGPGPGFVVLRTVPHALSHVRSL 

FRSLLLPLSLTLCVSFSFCLSVFPSPL 

PCSDGANPWQSQSWKQEDGSSSPW 

EVSA 


966 


6463 


C 


1000 


1247 


1716 


MLRPRLRCFFSSSQTACSSDLNRSV 

GSSQARPQGSPSSFSASCRKCSSVLH 

KEGPQLLVVGQVPSFYGPSTCPFHT 

AA ADSA WPCRSRA SFK VLSHDFHR 

PLVLLAAQRLPPARFPLGRLGARSH 

TAGGAERAGVGAAQQLQRRPRWP 

GRRARAPRP* 


967 


6464 


A 


1001 


3 


630 


FCPRGQEFGEGNKLLSPRRPWGHFT 

EEDQGLLSTSLLGQG*ILEDAGRKK 

PLGKAPLVV\YPMGPQGFL*TGFGQ 

PCPSCPLPIMGQPPKVQGHMAKKW 

LTSLGEMPIKH\LDDPQGHLCPSLSE 

LHCDK\LHVDPENFKLLGKCAGD\V 

FGNPFRQRIHPWRLQASWQKMAED 

GDCKWPVPCPPDTTEASWPMNSEA 

FKDKAFILASNYK 


968 


6465 


A 


1002 


41 


625 


APSPDAHGVISQRRTKATIXTSLLGQ 
G*ILEDAGGRKPLGKAPLVVLPKW 
DPKRSFEQALGNPVPLPSAMMGQPP 
K VQGHMAKEG A *PSLGEMPIKH\LD 
DPQRAPFAPA* SELH\CDKL\HVDPE 
NFKLLG\NVLVTV\LAIHFGKEFTP/E 
RLQASWAEDG\D\*SGQCPVLQIPLK 
PLGP*IQKLSKDKAFILASNYK 


969 


6466 


A 


1003 


106 


1315 


KQSGRAPGKVVSRAFPGLNPCPGW 

K\LLTQ\VGAQVLGRLGDGLGAALG 

PGNRTHIWLFVRGLHGKSGTWWDE 

HLSEENVPFMKQLVSDEDKAQLASK 

\LWPLKDEPWP1\HPWETGSFKV\GL 

FDLKAGHVGLLWTKDGQKHVVTL 

LQVQDXCHVLKYTSKENCNGKIGNP 

VC*EGKTVSRFRKATSILEFY\RELG 

LPPK\QTVK\IFNITDNAAIKPGTPLY 

AASLFVQGQYVDVTAKTI\GKGF\Q 

SCSLKRWGXFKGQPAYRIGQTENPT 

GRPGA\VAT\GDIGRVWPGTKMPGK 

MGKHIHGQNMGLKWWRINTKPPIIX 

YVNGSVTWDIKNCLVKVK\DSKLP\ 

AYKDLGKNLPFPYIIFLMGDGRGNL 

PERFCID*KPCCQPRWRPPINICPNIL 
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WDVGRTLTIFL 


970 


6467 


A 


1004 


218 


530 


KFEGCLPPRDETRIPIWARRCAYVV 
* SKEVSL*HCNTVTPG\GKPNKT\RVI 
WGKWTXRAHGKPVAMVRAQIPEG 
NLSCLRPFGHRMRSDGCYPSRILNLT 
EKSN 


971 


6468 


A 


1005 


2 


269 


FESEDEGEEFDDWEDDYDYPEEEQ 
LSGAGYRVADKMFLRTREPALDGGF 
QMHYEKTPFDQLAFIEELFSLMVVN 
RLTEELG CDEI IDRE 


972 


6469 


A 


1006 


1 


456 


AELSELYEESSDLQMDVMPGEGDL 

PKWXEEATGTRAAIPWVPPATGAQQ 

LEEEGPMEE\EEAQPMAAPEGKRSL 

ANGPNAGEQPGQPSPGRRTSRAEDE 

A\EEFDDWEDDYDF\PREEPVKGAR 

LRFLPPS*KTPPSFWENRNTPLWGG 

LKIFY 


973 


6470 


A 


1007 


563 


771 


WSMVSLCSTAAVAPVCSRIPERTRR 
ATAS VTHFCGDLG* SPVKPLSLG YR 
SNLGGPEEGREGGRKARRK 


974 


6471 


A 


1008 


300 


391 


AVCTMSEMAELSELYEESSDLQMD 

VMPGEGDLPQMEVGSGSRELSLRPS 

RSGAQQLEEEGPMEEEEAQPMAAP 

EGKRSLANGPNAGEQPGQWAGAD 

F\ESEDEGEEFDD\WEDDY\DYPRRR 

SQLQWCPVTRVSAALEEA\DKMFL\ 

RTREPALDGRVSRCHYYEKTPFGSV 

SLLSEELFFT*LVCQSV*PEEL\GCDA 

WRG 


975 


6472 


A 


1011 


100 


270 


LRSSAVTVLVSLIHSPSSFAHHPSVD 
T*PHCLESPPGFKAIFIRGRLFTEACF 
CRIA 


976 


6473 


A 


1012 


13 


670 


RQRPKARASIPLHQPPQEACQPPAA 

ALTRPQPRP/PSALSHPAKPHSVSSA 

GSSYKNNPFASSISKHGVSSGSSSSG 

GTPVQSSVSGSLVPGIQPPSVGQATS 

RPVPSSAGKKMPGFPEVDSGSPSRR 

SKXGDSSGGTQGVAKLLTSPSLKPSA 

VSSVT\RLPPCQKERVGLCCWPAPL 

*WLHPTNPAAQSCLGP*ARTPRGLG 

AAGVSLAQRKSLSTYRA 


977 


6474 


A 


1013 


3 


578 


GIPWWTHASEAVQTEIPVVGPREW 

QSC*PRR/RLKPSAVSSVTSSTSLSK 

GASGTVLLAGSSLMASPYKSSSPKL 

SGAMSSNSLGIITPVPIPV\QCSPSAL 

TPLPKQGSPRMPSSQALPPGPST\RP 

WPQSSGWLALQPAPCSASPTRCGA 

HP YPAES AR* SPDGQC AH AHRVPLP 

SPPLGALPLPRVLVSLP 


978 


6475 


C 


1014 


426 


653 


MVTWGGGSHQRERKEGPGTRVFM 
GREALESPCSASHCRPLLGFELSNT 
NLLLWLFCYYLRLLCKQTGNPSCK 
KYI* 


979 


6476 


A 


1015 


1286 


2318 


RTVPFYPMHLMVMMKTEPKIGVCK 
NPIIIVESTKVFSLKELHCHVPREKL 
APTVST/PLGVLSISQGQCRSPSCGS/ 
GPEFCPL*AHSLGMGRHWDHPGSL 
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nucleotide insertion) 














LQPEGAPEQWGALRYSDQMPGDQ 

ADSPTGVPTALPPEPVNTVPPTTAQ 

RKPQPRAAPLTTV*RQSCKAQSTGQ 

SAPPEQQGPGSLHGRHIRSAEKRSA 

ENSRSSRRTPSSRKGAVSVHPGRPA 

RSDSXPRPKWQALPLKRSQFPWYSR 

PFPVKLRSTWKRVRKIRTQVFHAL* 

FP*GSSNQTSRETPK*QKSPNAECSR 

AQTSHETPASSYSCTLLLATACKHTI 

TVKVGGHSAQCFQNSNSAVQL 


980 


6477 


A 


1016 


315 


480 




981 


6478 


A 


1017 


1 


1845 




982 


6479 


A 


1018 


1 


447 




983 


6480 


A 


1019 


218 


544 


SGFSLSLRGSISFSL/CFKVGMCVTY 

PRCYC*S\PVP*KPLIKPGWVSELPKP 

MNWASCSRTLASFLLQAARSHPWT 

PMKMETMEQSKLRSQPCKPAAGAV 

DPRAVVHGT 


984 


6481 


A 


1020 


198 


562 


LKCGKQWSDPITSPQTESQLLGSSQ 

QQLHQQRHLQGP*K*NRDSPLCFSL 

SSCPIPKTYTNRHILLP/SSSKSLCKF 

L*PA*ISPQKMGFSFLSQSVCKFSKL 

LCSASLIKLKAFNSIQVTS 


985 


6482 


A 


1021 


72 


270 




986 


6483 


A 


1022 


545 


812 




987 


6484 


A 


1023 


477 


750 




988 


6485 


B 


1024 


537 


867 


XEQAAPCSALSLPMASCLRGHGEA 
RADPWSSTRPIDLKFKGPFTDVVTT 
NLKLRNPSDRKVCFKVKTTVPHRY 
CVRPQQWNLLTPGSTVTVSVMLQP 
FDYDPNEKSKHKFM* 


989 


6486 


A 


1025 


822 


1750 


SSAEPSPPSSPAPSQQTAAAGAPPLC 

AVSPMASASGAMAKHEQILVLDPP 

TDLKFKGDG * VFIRPEQ Y YT V *KWC 

KRSKRHGPFRP\FTDVVTTNLKLRN 

PSDRKVCFKVKTTAPRRYCVRPNS 

GIIDPGSTVTVSVMLQPFDYDPNEK 

SKHKFMVQTIFAPPNTSDMEAVV/W 

KEAKPDELMDSKLRCWFEMPNEN 

DKLNDMEPSKAVPLNASKQDXGPM 

PKPHSVSL\NDTETRKLMEECKRLQ 

G\EMMKLSEENRHLRDEGLRLRKV 

AHSDKPGSTSTASFRDNVTSPLPSLL 

VVIAA1FIGFFLGKFIL 


990 


6487 


A 


1026 


184 


282 


VIASQNIFVLSSVTGPKDRSGRQPLV 
FLKSPG * THPS * S VSRNLFSXF A * PGD 
FRKTKGCRPDLSFGPVTLLRTKIFW 
LAIT*D*CFLGYIKMGHIVEHCQQ 


991 


6488 


A 


1027 


445 


992 


HCCGRNCLQRRWGWKRVRSLLAGI 

VFVSPFFKLELQKPLPSEQITIGLML 

LPFPHFFFCCFVFCFLFVCLFF*DRV 

MLCHPGWSAVVRSQLTVTSASRVQ 

AIICLSLPSSWDYRHPPPCLAFSR/DR 

GFTILARLVLELMTS*ATTPSLFCCFI 

ADSVQQYAPSLYILRNTNPRLLLAK 

IFVA 


992 J 6489 


A 


1028 


33 | 


476 


HEDHAGPEPPRSYIPPYNATVVQKL 
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LDQGALLMGKTNLDEFAMGSGSTD 

GVFGPVKNPWSYSKQYREKRKQNP 

HSENEDSDWLITGGSSRGSAAAVSA 

FTCYAALGSDTGGSTRNPAAHCGL 

V/GFKPSYGLVSRHGLIPLVNSMDV 

PG 


993 


6490 


A 


1031 


187 


1611 


RAWERQERQRSGCSWLTRGVRGG 

GEGRTTRRKMASKEMFEDTVEERV 

INEEYKIWKKNTPFLYDLVMTHAL 

QWPSLTVQW/LSLKVTKPEGK\DMP 

LH WXLGLGTHTSD * SRIILV VARVHI 

PNDDSQFDA\SHCDSDKGEFGGFGS 

VTGKIECEIKIN\HEGEV\NRAR\YM\ 

PQNPSHPLLTKTPSCLMVLVFDYTK 

HPAKPDPSGECNPDL\RLRGHHKEG 

YGLSWNSNLSGHLLSASDDHTWCL 

WDINAGPKEGKIVDAKAIFTGHSAV 

VEDVAW\HLLHESLFG\SVADDQKL 

MDM/WDTRSQYHLPRPSSLGWDA\ 

HTA\EVNCLSFNPYSEFILATGSA\D 

KTV\ALWDLRNLRLNLHTFESHKD\ ' 

EIFQ\VHWSPHNETIFGFKCTCRR\LN 

VWDLSKIGKEQSPEDAENGPPEIULL 

IHEGHXQVKISDFSWDPPMKPWVICS 

WSEDNMMQIWQNGLKIFYNDERVR 

CHDHPKLEGKGS 


994 


6491 


A 


1032 


3 


551 


FLLAPVEVSEGSFAEIWGQITGVGLF 

LCLGESPACWERGLSKRDLMSVKA 

CGPKAHFCLGYKAGGLPGTQRGAT 

QALL*KFEGVYARRMKPDSNLG\RR 

CAYVV*SKEVSL*HCNTVTPG\GKP 

NKT\RV1WGKSKLGAHGKQWAWF 

VPKFPK AIFPA *RPFGHR\IRSDGC YP 

SRILNLTEKSN 


995 


6492 


A 


1034 


20 


867 


ALERRVRKSGDCCTDSGTMNIFDR 

KMTFDALLKFSHITPSTQQA/HMKK 

VYASFA\LCYFGAA\AGAYVNMVT 

HF\IQAGL\LSALG\SLILMIWLMATP 

HS\HETEQKRLGTSLLGFCIPYRKLG 

LGPALGSFVIAVKRQASLPTAFMGH 

SNGSFPAFTLSALLC/RRPRSYLFLGV 

GIL\MSALSLVAFCLPLG\NVFFWIPF 

WVFQA\NLYVG\LVVMCG\FVLFDT 

QLH\EKAEQGDQDYNL/WHC\IDLFL 

DF\1TVFQKNSMKDPGP*MKKDKKK 

RRRNEVTIQPFPI 


996 


6493 


A 


1035 


153 


546 


PAQETGRPRSKAHVASTWRAFPPE 

DQVVLLAGAP/LWEDEAHFWAKCG 

VEAL\TTLEVTRPACLEGK\VHGSL\ 

ARAWKSDEGQTPKWAKQGERRKK 

KTGSG*/RRPDSSYNRRFCQTLLPT\F 

GKKEGPQWPTS 


997 


6494 


A 


1038 


1 


433 




998 


6495 


A 


1039 


101 


1898 


SAAMIGGLFIYNHKGEVLISRVYRD 
DIGRNAVNDAFRVNVIHARQQVRSP 
VHQHLLRTSFFHV/IRRSNIWLGSSS 
PRQN/V STV AM VFEFL YKMCD VMA 
AYFGKIS\EENI\KNNFVVHYMELLD 
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EILEFGYPQEFRD/SGALKTFMTQQG 

IQGVQAS/AQKEGSSQFTSQVTGQIG 

WRREGIKYRRNELFLDVLESVNLL 

MSPQGQVLSAHVSGP/VWVMKNYL 

SGMPECKFGMNDKIVIEKQGKGTA/ 

G*NQARAGKQSIAIDDLHLSTQCVR 

LSXKFDSERSISFIPPDGEFELMRYRT 

TKDIILPFRVIPLVREVGRTKLEVKV 

VIKSNFKPSL\LG\QKIEVRIQPPLNT\ 

SGVQVICMKGKAKYKVAGENSFVW 

KIK\RMAGM\KNTHIISEIGFLPNKEK 

KKGGCPPLFPRNFGFKFAPSGLKVG 

\YLK\VLNPKLNYSDHDVIKWVR*\I 

GR\SGIYENSACKATRQLAQLPQPPF 

LQQVQVPLLPQTTHQVSPSPPCFAC 

PSPLQPSPEVLGLGQSNITKWDRWK 

QPLGSPGQGSSEGSCSPHPPVCSWP 

NAQALSSVTQSPGGFPFLPHPCGHS 

SG VGGL VAPHLRAPPKA SE WIPGLS 

PYSALG 


999 


6496 


A 


1040 


255 


662 


TGEGYAGTEATDITHPQLRNQQWV 

PRCKPFPICDLKIQPERNYLFFLR/QR 

VSLCHPGWSAVV*SRLTATSAFPGS 

SYSPAFSLPSSWDYRCAPPRPANFCI 

FSRD/RGFTMLARMVLIS*P\VIHPP 

WP\P\KVLGLQA 


1000 


6497 


A 


1041 


2 


297 


TLILPQHVNCPGGINAWNT1TSYIDN 
QICQGQKNLCNNTGDPEMCPENGS 
CVPDGPGL/VLRDSGSHHSIRLHSA/ 
LGDPAPKSQDFMNYIGLTIDLRSI 


1001 


6498 


B 


1042 


1 


786 


M APHDPG SLTTLVP WAAALLLALG 

VERALALPEICTQCPGSVQNLSKVA 

FYCKTTRELMLHARCCLNQKGTIL 

GILPQHVNCPGGINAWNTITSYIDN 

QICQGQKNLCNNTGDPEMCPENGS 

CVPDGPGLLQCVCADGFHGYKCM 

RQGCLSAAAPQALAGKWPPKNCHL 

PSFVDGQPQGQKEPCNNYPSIYTFV 

PVCGQICGIKMLKTELLHLKYWDIG 

PGNRNSYKFAAGNVKFAVTLENSL 

LIPQKAKRNYHMTQQFRS* 


1002 


6499 


A 


1043 


137 


1021 


GRAEAGSLASQCVALASGSPVLLG 

GPAVLISSLTLPDPAQPDMHPMSRE 

RA KF VKSG L\ YC KTDTKS* CLH A\RC 

CLNQKGT/1LWGLDLQN\CSL\EDPG 

QNFSIRHITTVII\DLQANPLTGDLAN 

TF\RGFTQLQTLILPQHVN\CPGGINA 

W\NTITSYIDNQICQG\QKNLCNN\T 

GDPRKCVPEKGILCYLNGPKVFWQ 

C\VCA\DGF\HGIQSVLPPGLVPHCL 

MFLREFWEPTHSIRL\HS\AFGGPSA* 

KAKDFHGTYIGSLPFDLKINLELSLA 

PVRGALLPRKGIFRPVGFRLKG 


1003 


6500 


B 


1044 


203 


308 


XRPLFAPVRARAVEAAGPGSGRAA 
EHSGPTGTAGCA* 


1004 


6501 


A 


1045 


78 


308 




1005 


6502 


C 


1046 


35 


259 


MQFSTHRGQKYERTPDTSGARVIER 
PYLTVIIIHNNLEGRLKEKSGKPYKF 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *HStop 
codon; /=possib!e nucleotide deletion; \=possiblc 
nucleotide insertion) 














AFYVILRCHFTDNFTTAALFVTR* 


1006 


6503 


A 


1047 


162 


1341 


PPFQLIMGEIKVSPDYNWFRGTVPL 

KKIIVDDDDSKIWSLYDAGPRSIRCP 

LIFLPPVKWNCKMSFSRQILALTWM 

GLTGLIAFAVIPVYCDHLEFCDGFR 

KLLDHLQL\DKVHLFGRFFGKGLWP 

MRFTGIPLQIS*SPIPLILCNSL\MDTS 

IFNQTWDCKQLLA*CPAFMLQKNSS 

LGUFHPGPGGPYGWAGCHLDFHG* 

DRA*ESFGVQELNLAFQGLTLELSK 

FLCGNLH*NSGTYL*TIYGMCLDPG 

GGAFQLKLKKKWYKLYPNGPKKL 

HLKTGGNFPYLCRSAEGNXLMVQIH 

LLQFHGTKYAAIDPSMVARPRSLRC 

RKAALASARRSSSVSSSPVNDELTP 

VCSLYSQWAFSTRSDRPFPFQVPSG 

LTRGPHWGLGKVGLDGHLP 


1007 


6504 


A 


1048 


321 


888 


VELSVHPPIPADPRSLLAGAMPWKL 

PISLPAE\PPCSLSCCLLPPATQHPLH 

PALPAVDGAKKNPVFSGRLPPPP/PT 

QRTSASGISALYA*DREV*AQISELW 

AMRG * VQKVGGTVQISRAGQLAA V 

TSVGNMSVYPLALMTPPPXPSPPLPP 

PPPPVGRWSVGLRDLSPAVPSSSEV 

CLWRSVLCLIPGY 


1008 


6505 


C 


1049 


137 


320 


MLKSSFTCFPTEKGPKFLEDNLKTK 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXLV* 


1009 


6506 


A 


1050 


231 


477 


GVYFIFF1GLVVFCFVLFDDGRFTVA 
QAGVQWCDLGSLQPP\PP\GSNDSP 
WPQLPE*LGITGACHHARLIFIFLLE 
TGFRPC 


1010 


6507 


C 


1052 


60 


523 


MAEAGFIHCPTENEPDLAQCFFCFK 

ELEGWEPDDDPMQRKPTIRRKNLR 

KLRRKCAVPSSSWLHGLRPLRXLPG 

PRVAAPLPGFIPWCHQPSCGPLSNV 

LGKEINIFKLDVSTVLLFCLESGTRG 

VLPVQRVLLVQLLALSLSPFFGGPF 

WRFE* 


1011 


6508 


A 


1053 


61 


208 


IFETGQRKSQEQNWSYSVTQA/GVQ 
WCDLG SPQPRPPGLK*FSHLS YMGS 


1012 


6509 


A 


1054 


198 


1011 


QTHGLQQPSQHLP/TSTLRTVTAST/ 

SMRSRHIHCGRLCHANKAVSSSKR 

DTAFFLPHFSPGKPGNQNSKNEPPK 

KRERERSSHCYPAAPAAQAEAPLVP 

LSRQNKSTVETSNLKMLISFPKTLLR 

GPQEGWWHQGINPGSGAATLGPGS 

SERPQSIEASCSMARRTFFAVSSNSF 

FLLLVSFAILFLALSLSSFKNSPRVNS 

SNCFLTERKAQPDECFLCSSMGSSS 

GSQPSSSLKQKKHWAKSGSFSVGQ 

WMKPASAIRSGVQRSPPRRASS 


1013 | 


6510 


A 


1055 


1077 


1457 


ARRPEPPHPAHRRGGGTPAQGGAG 

SPGASSDTSLRLEAPPQSIACWRSCC 

NAASWWTRSRGTCSRQTQR*GWP* 

CWRAQRGCAPALAAPQPFLAAHHG 

QRSAAASTTPGLHAGLRRSRRPPRP 

PRP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; Y=possible 
nucleotide insertion) 


1014 


6511 


A 


1056 


2583 


3580 


DRVSLLLPRLECNGAILAHCNLCLS 

GSSDSPASASQVTGITGKCHHTQLIF 

VFLVEMGFHHIAQAGLELLTS\DSPT 

LASQSAGITGVNHHAWLFFFCS/RD 

TVSLCYPGWSRVA*SRITATSA\PGL 

K*FACFSLPSSRDYRHVPPHPGNFCI 

FGRDEVSPCWPGWF*TPDLR\YPPA 

SASQSAEIIGVSHHTWPQEVFLFLNL 

FI YLRWSL/DS V AQ ARVQRRDLG SL 

QAPPPRFKPFSCLSLPSSWDYRRPPP 

HPANFFVFLVETGFYTVLARRVLIS* 

PRDLPASASQSAGITGVSHHTR/LIF/ 

NFFETGTHSVTWAAVQWYTI/GSLQ 

PRTPELK* SSHLILTSN WD YRCTPPC 

PPNLFIYLFIYFHRDEGSLCCPGWS* 

TPELK 


1015 


6512 


A 


1057 


166 


409 


WSDVVGTRHLSAASFNSHAFWNLE 
EELTLVKGQALPSRGLDCPGRPAPP 
AACPGPKWRACLWV*FPNQNPISPG 
RNFNLKT 


1016 


6513 


A 


1058 


10 


604 


ARPPKKPTSPTATTTTR*GARPATPP 

PRRPTAPIRWPCTPSTAPPRACI*AT 

AP*QPQPAPHQQTAALFWASPPPSH 

QAPWIPPFLPQPPS/LPPPPPHSPRGP 

PGAQQGGAPAEKPWRPWTAQR*D 

WTPPGAGLELGGSPGLWGHRRARE 

GGAGEGRGFPEDRTGRFYKRIFVGR 

GDSKLPGPRGSFRSFSGKFFLCF 


1017 


6514 


B 


1059 


167 


355 


MASGSNWLSGVNVVLVMAYGSLV 
FVLLFIFVKRQIMRFAMKSRRGPHV 
PVGHNAPKRSHFILK* 


1018 


6515 


A 


1060 


67 


458 




1019 


6516 


A 


1061 


164 


528 




1020 


6517 


A 


1062 


203 


364 




1021 


6518 


A 


1063 


103 


1019 


GNGRGAPGDPCAVASAEPGLTSQD 

SGVNPNNSARGREAMASGSNWLSG 

VNVPLVMAYGSL/DVCTAIYFCEEA 

NHALCNE1SKGTSCPCGTQCPQGT* 

K* EIDIRLSRVQDIK YEPQLLVADDD 

A\RLLTTGKPRGNQSC\YNYLVIGM\ 

KALGLPFRTS\EIPFHS\EGRHSPFP* 

WGKNFRSYLLXDLRNTSTAFQGCTA 

KHLIDTLFGMAMETVARYGDKGVF 

WPRMKYLRYQEALSELATAVKARI 

GELFSD1H/HVQAAKDLTQSPEVSPT 

TIQVTYLPSSQKSKRAKHFL\ELKSF 

K\DNYNTL\ESTL 


1022 


6519 


A 


1064 


1027 


1365 


PEVNRLYCLFKNKI*KALLSFQTYIC 
IYVLDVLIREKMVFKMCQVVVCV\C 
IYMCVCVCIIH*CVCVCIYIHTHTHT 
C/VCDW* AIQ* *TCPHYFFLILDQCC 
PNCTFPLMVTML 


1023 


6520 


A 


1065 


675 


819 


HRLDRAHP*RAEGNCLLPIVYLSY/G 
PLIA*TGQGTSSPCLCSL/*PRSAITHT 
PSQPGDPRQPQTVHSGELNPRVYTK 


1024 


6521 


A 


1066 


3 


603 


VDDFVQPARRRWEMLGVLPSVFLG 
LRRFVHPAKGMKQTRGDSFAFQSG 
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SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( XHUnknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














SPGVCFEGQEAEGSLSYGVGLIAAG 

FVLLSPPSQC/HDSLATQVLVCGVA 

LLWPSSGRAGTVQP*PAPENRSASP 

FCLPGH1QPVPVFTVPRSAITHTPSS 

NLGTPRQPQTVPLRGAESPGQPCPM 

SLRKLPQARPLVLYTCSCHPAVDEC 

FR 


1025 


6522 


B 


1067 


46 


1983 


MRPRKAFLLLLLLGLVQLLAVAGA 

EGPDEDSSNRENAIEDEEEEEEEDD 

DEEEDDLEVKEENGVLVLNDANFD 

NFVADKDTVLLEFYAPWCGHCKQF 

APEYEKIANILKDKDPPIPVAKIDAT 

SASVLASRFDVSGYPTIKILKKGQA 

VDYEGSRTQEEIVAKVREVSQPDW 

TPPPEVTLVLTKENFDEVVNDADIIL 

VEFYAPWCGHCKKLAPEYEKAAKE 

LSKRSPPIPLAKVDATAETDLAKRF 

DVSGYPTLKIFRKGRPYDYNGPREK 

YGIVDYMIEQSGPPSKEILTLKQVQE 

FLKDGDDVIIIGVFKGESDPAYQQY 

QDAANNLREDYKFHHTFSTEIAKFL 

KVSQGQLVVMQPEKFQSKYEPRSH 

MMDVQGSTQDSAIKDFVLKYALPL 

VGHRKVSNDAKRYTRRPLVVVYYS 

VDFSFDYRAATQFWRSKVLEVAKD 

FPEYTFAIADEEDYAGEVKDLGLSE 

SGEDVNAAILDESGKKFAMEPEEFD 

SDTLREFVTAFKKGKLKPVIKSQPV 

PKNNKGPVKVVVGKTFDSIVMDPK 

KDVLIEFYAPWCGHCKQLEPVYNS 

LAKKYKGQKGLVIAKMDATANDV 

PSDRYKVEGFPTIYFAPSGDKKNPV 

KFEGGDRDLEHLSKFIEEHATKLSR 

TKEEL* 


1026 


6523 


A 


1068 


i — 


849 




1027 


6524 


A 


1069 


74 


2705 


KKLDFFRSLPVFQADFSHWQLFRVL 

FLLHPPLVISMDSWFILVLLGSGLIC 

V S ANN ATT V APS VGITRLINS STAEP 

VKEEAKTSNPTSSLTSLSVAPTFSPN 

ITLGPTYLTTVNSSDSDNGTTRTA\S 

TNSIGITISPNGTWLPDNQFTDARTE 

PWPGNSSTAATTPETFPPSGNSDSK 

DRRDETPIIAVMVALSSLLVIVFIIIV 

LYML/RGFKKYKQAGSHSNSF\RLS 

NGPH*GMWEPQSVPLLAARSP\STNR 

\KYPTPGPWDKLEEEINRRMADDNK 

LFREEFD ALPACPIQATCE A A SKEE 

NKEK\NRYVNILPYDHSRVHLTPVE 

GVPDSDYINASFISGYQEKNKFIAA 

QGPKKETVNDFWRMIWEQNTATIV 

MVTTLKERKECKCAQYWPDQGCW 

TYGNIRVSVEDVTVLVDYTVRKFCI 

QQVGDMTNRKPQRLITQFHFTSWP 

DFGVPFTPIGMLKFLKKVKACNPQY 

AGAIVVHCSAGVGRT\STFVVIDAM 

LDMMHTERKVDVYGFESRIRTQR* 

QMVQTDMQYVFIYQALLEHYLYG 

DTELEVTSLETHLQKMYNTIPRTNT 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \— possible 
nucleotide insertion) 














NGL*EEFKKLTSIKI\QNDKMRTGNL 

PANMKKNRVLQII\P*EFTRVIIPVKR 

GEENTDYVNASFIDGYRQKDSYIAS 

QGPFS\HTMRDFWRMIWSGKSCSIV 

MLTELEERGQEKCAQYWPSDGLVS 

YGDITVELKKEEECESFTWRDLLVT 

NTRENKSRQIRQFHFHGWPEVGIPS 

DGKGMISII\AAVQ\KQQQQSGNHPI\ 

TVH\CSPGGKERTGTFCA\LSNVL\E 

RVKA\EGILDVF\QTV\KSLR*\QRPQI 

GSRQLEQY*VLAYKVVPGVILDAIP 

QINAQLQSKAANKGPVDPGGLPFNI 

LVIFLFC 


1028 


6525 


A 


1075 


734 


1151 


YRRGPGGLRWAEMSGDFPPIPLPVR 

GIHPIPLRASQ/PVL*GGQQGMGTGP 

ISQ/PGETEFQTGLSACPKPHRVPGP 

SSCTTEKPSQRLHEQMVRGG* SSMG 

GAGNGVGMESGTVQGTPSGSGWR 

PAGTGVGARNCWYLPL 


1029 


6526 


A 


1076 


118 


399 




1030 


6527 


A 


1077 


1 


214 


LLMRVSLPSEVFFCVVFETESRFVT 
Q AG VQ WHDFG *LQPPPPRFK* FSCL 
SPPSSWDYRHVPPCLANFCIF 


1031 


6528 


A 


1078 


2 


152 


ETESLYVTQAGV\QWHDLGSLQPPP 
PRFK*FSCLSLPSLTTFDTSLKSME 


1032 


6529 


A 


1079 


2 


426 




1033 


6530 


A 


1080 


1 


1716 




1034 


6531 


A 


1081 


2 


886 


VGGRGEALDGGGSGAPPSVSQTES ' 

RAGTMSAYPKSYNPFDDDGED\EG 

ARPAPWRDARDLAPDGPDAPADRQ 

QYLRQEVLRRAAATAASTSRSLAL 

MYESEKVGVDSSEELARQRGWLEA 

HREDGGTRLDQDLKISQKHINSPER 

VLGGLVN/YTFKSKPVE\PPPE\QNG 

TLTSQPNNRLKEAISTSKEQEAKYQ 

ASHPNLRKLDDTDPGPPEAWASAP 

GVLMLTPKNPHLRA\YHQKIDS\NL 

DE\LSMGLG\RLKDIALGMQTEIEEQ 

DDILD\RLTTKVDKLDVNIKSTERK 

VRQL 


1035 


6532 


A 


1082 


1549 


1712 


SNL*FFFFEMESRSVA\RL\ECSGVIS 

A\HCNLCLPGSSNSPT\SAS*VAGITG 

A\THHSRLLFVFLG\ETGF\HHVG\QA 

GL\DSLTLMIQPALASPKCLGLQAVS 

PPMPSPYSSSFFCPLNILTPHVLYPG 

LNPPSSFCSDL 


1036 


6533 


A 


1083 


2 


336 




1037 


6534 


A 


1084 


218 


1080 


PSSRMNHXLPEDMENALTGSQSSIAS 

LRNIHSJNPTQLMARMESYEGREKK 

G 1 S\D VREDFCLF VTF\DLLF\ VTLL W 

D**EFKC*MGGHLRNTFRRRR*LQY 

*LTISSIFLILFLPGQFFRF*KCLILAY 

AV\CR\LRHWWGQ*RLTTAMTSALL 

LAKVILLKLSSQGAFG\YVLPFI\SFIL 

AW\IETWFL\DFKVLPQE\AEEENR/L 

SLIVQDASERAALI\PGWSFWMGQF 

YSPPGIRRQDLEGSLKEKQGQLRKP 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














LFRNYEYYFLFKCGKTLTESHRGKK 
RQAVESPCRQ 


1038 


6535 


A 


1085 


3 


400 




1039 


6536 


B 


1086 


333 


436 


XTPVFSYGDEIGLDAAALPGQPHEG 
LLLRFPYAA* 


1040 


6537 


A 


1087 


127 


2041 


RGVWGGHVPGGSREEWSGEDQGG 

KRRGDAVAENCAEAREAGESVLGP 

RVQVGVEPPSDRKLRRVAGSAGTM 

SQDTEVDMKEVELNELEPEKQPMN 

AASGAAMSLAGAEKNGLVKEIFPQ 

KKKGGGSAEDEAEAAAAAKFTG\L 

SKEELLKVAGSPGWVRTRWALLLL 

FWLG\WL\GMLA\GAVVIIVRAPR\C 

RKL\PAQKWWHTG\AL\YRIGEPLRP 

FQGQRRGANLAGSLKGRLDYXLSSL 

KVKGLVLGPIHKNQKDDVAQTDLL 

QI\DPNFGSKEDFRSLL\HSVKTKNL 

RGILD\LTPNYRG*ELRWFSTQVDT\ 

VATKVKDALEFWLQAGVDGFQVR 

DIENLKDASSILGLSWQN/ISPKGFSE 

\DRLLIAGTNSSDLQQILSLLESNKD 

LLLTSSYLSDSGSTGEHTKSLVTQY 

LNATGN\RWCSWSLSQAR\LLTSF\L 

PAQL\LRLYQ\LMLFTL\PGTPVFQAT 

GNEMGLGCSCPLLGQPMGGSQFML 

W\DEVPAFP\DIPGGC*VANMDCGR 

GQSE\DPGSL\LSLF\RRLN\DQRSKE 

APPYCHG\DF\HAFLPLGPWTLSPIIR 

QLGTQNETFSG*CLNLGDVGLS\AG\ 

LQ A S DLP\ A S AKP WP A KADLLLSTQ 

PG\REEG\SPLELERLKLEPHE\GL\LL 

RFPYAA 


1041 


6538 


A 


1088 


652 


905 


HLLPPLTPTTTQWGRDLLLSPISQM 
RKLRHRKVKKKTRT/WPGVVDHPU 
NLSTLGGGAWRIA*GQEFETSLGNI 
ARPCLYKKKFK 


1042 


6539 


A 


1089 


3 


591 




1043 


6540 


A 


1090 


266 


1905 


LGGHTWGTAAAGVWSDWPGRSW 

AELTSENSAGLSPSWGSPQDEVPGA 

WPMLQGAVEPMQIDVDPQEDPQN 

APDVNYVVENPSLDLEEFAASYSGL 

MRIERLQFIADHCPTLRVEXALKMA 

LSFVQRTFNVDMYEEIHVRKLSEAT 

RSSLRELQNAP\DAIPESGVEPPAL\D 

TAWV*\VTRKKALLKL\EKLDTDLK 

NYKGNSIKESIRRGHDDLG\DHYL\D 

CGDLSNALK\CYF\RPRDYWTSAKH 

VINMCLNWIKGQRFTLQNWSHVLS 

YVSKAESTPEIAEQRGERDSQTQAIL 

TKLKCAAGLAELAARKYKQAAKC 

LLLASFDHCDFPELLSPSNV\AIYGG 

FC A L VTF\D\RQELQRN V I\S S S SFQ V 

VLGSWEPQV\RDIIFKFYESKYAS\C 

LRRLDEMKDNLLLDMYLAPHVRTL 

YTQICN\RALIQYFSPYVSPDMHRM 

AAAFNTTGGPPWKNELIKFILNEGLI 

SARVD\SHSKIL\YARDV\DQRRTTF* 

ESLCLMG\KEFQRRAKA\MMLRAA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in LJSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possiblc 
nucleotide insertion) 














V\LRNQIHVSYPTQRKDARGELTPA 
NSQSRMSTNM 


1044 


6541 


A 


1094 


2 


397 


SQDHVRGFLEKESAIVSRPLNPFTA 

KALSGTSPGDSDDVQPGPSVGPPSK 

DKDKVLPSFWIPSLTPEAKATKLEK 

PS/RLECVEKLIRKDMVDPVTGDKL 

TDRDIIVLQRGGTGFAGSGVKLQAE 

KSRPVMQA 


1045 


6542 


B 


1095 


30 


310 


MTRHGKNCTAGAVYTYHEKKKDT 
AASGYGTQNIRLSRDAVKDFDCCSL 
PRSCCHAYEKQRGTRREEQKELQR 
AASQDHVRGFLEKESAI* 


1046 


6543 


A 


1096 


29 


449 




1047 


6544 


A 


1097 


2 


1069 


IETRCTPRCRNSARGESLVRMTRHG 

R\N\CTAGAVYTYHEKKKDTAASGY 

GTQNIRLSRDAVKDF\DCCCLSLQP 

CHDPVVTPDGYLYEREAILE\YIL\H 

QKKXEIARQMKGLTRKA GGGTRPPK 

EQKELQR\AASQ\DHVRGFL\EKESA 

IVSRPLNPFTAK\ALSG\TSPGDSDDV 

\QPGPSVGPPSKDKDKVLPSFWIPFA 

TPRAKATK\LE\KPS RT VTC PH VKG S 

PLR\MSEPERPVHFHNR*NSS\VEPR 

GASITPQASAYVCA\VTR\DSLSKRQ 

PPVAVLRPSGAVVTLECVEVKLIRKD 

MV\DPVTG\DKLTDRDIIVLASGAVT 

GFAGSGVK\LQAEKSRP\VMQALRC 

AGGPNKPGLGP 


1048 


6545 


A 


1098 


5 


576 


SRVVEFAKMAENSGRAGKIIRDDSG 

VKGAVSHEQVIAGLQTTFGRNQRG 

LASQS/AAELGDWKLNEATALVIDT 

TGREV\DET\RKCYRMVWKEFLVEA 

NLSKEVACPAFGRTTKEQ\IQKII*DT 

*HSSFQAKGKELK*ISGKKHNI/RVL 

MGEDEKPSQPKENS\EGGLGLKAS\S 

AGVVWSPRDQGLCIFFLP 


1049 


6546 


A 


1099 


534 


1004 


RMSAGALFIWGTAAYFDRKKTEVT 

PNFQEPGFRERRKKQKLAQGEKLG 

FPK\LPD\LKDAEAVQKFFL*RNTSL 

GEEL\LAQ\GEYEKG\VD\HLTKPELP 

VCGQPTASLLQVL/QQANFFPPPV\F\ 

QMLLD*SSPTISQRIV\SAQSLAE\DD 

VGMRNKCLH 


1050 


6547 


A 


1100 


91 


942 


GLLVGVGAAAVMPGIVELPTLEEL 

KVDEVKISSAVLKAA\AHHYGA\QC 

DKP\NKE\FMLCRWEEKDP\RRCLE\ 

EGKL VNKXCALDFFK A* *NRHC AE/P 

LFLQEYWGLCIDYTRPSKLFPSTVR 

KQAGKSFDEC\VLDKL\GWVRP*PG 

ENCQKVT\KVKTDRPLPENPYH\SRP 

RPDPSP\EIRGEILQP\ATHGS\RFYFW 

TKLKMGPVAHTRSCAQTTTDENAH 

AGLHPTDSGVLSGIHQHLTKKLTYD 

DLAVILYHFLSIKIFKGEAPPLQHYP 

QSHQTTLCSPQNPG 


1051 


6548 


A 


1101 


140 


812 


GDFGDRAGAGRETEEIFHSSQQLKI 

RPWAGAGRAAEPKDWRIWGTGEW 

GSERQIPSPPVPSRSNPHFLPQAGAG 



267 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucieo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \— possible 
nucleotide insertion) 














HFVONPCKYPTPSPLORSLEELPLSP 

TVFKLLHPDPPPCKAPLTLQPVAPK 

*I*ESPPLPPMLDPRDFPSPAPHPANE 

LKKRRGNPRQWFFLSEPRLSHLQN 

GTGWGWKGKDGRGRRTGMELGLI 

PEAPVPISGPPFIHSHSQPPCYTGL 


1052 


6549 


A 


1102 


228 


860 


STAQGNLLTVFIQPRASMSGGKYW 

DSEGHLYTVPIREQGXNIYKPNNKA 

M\ADELSE\KQVYDAHTKEIDLVNP 

RPLNIFNG * P WSKIDFKD VI AEPEGT 

HRJF*RAFGKASFHHLSL*RKYWFLP 

LCWSALFGHPRWALIWGHFTSANS 

LLFLAHL/WAVVP\CIK\SFLI*GFQCI 

SR/VSYSILRSTTGLVTPLFEAVG\KI 

FQQLSASNLQKEI 


1053 


6550 


A 


1103 


825 


920 




1054 


6551 


A 


1104 


222 


1244 


RWEKKMALLCYNRGCGQRFDPET 

NSDDACTYHPGVPVFHDALKGWSC 

CKRRTTDFSDFLSIGGCTKGRHNSE 

KA\PEPVKPEVKTT\GTKELCELKPK 

FQEHIISSPLSQ*KQLKRPSPDEPMT 

NLG IKNI WPPLKQALDKLKLSSGNE 

ENKKEEDNDEIKIGTSCKNGGCSKT 

YQGLESLEEVCVYHSGVPIFHEGMK 

YWSCCRRKTSDFNTFLVAOEGCTKG 

KHMWTKKDAGKKVVPCRHDLHQT 

GGEVTISVYAKNSLPELSRVEANST 

LLNVHIVFEGEKEFDQNVKLWGVI 

DVKRSYVTMTATKIEITMRKAEPM 

QWASLELPAAKKQEKQKDDTTD 


1055 


6552 


A 


1105 


87 


313 


ISQERG*RRDKERLAQREIK/RRRER 
EK/ER* EERIDKKRE AKREKR/ERER 
KIPEEREEERKKGIFVFIWFNPMSVP 
H 


1056 


6553 


A 


1106 


37 


404 


POLSRCRSECMYVNPTVVMTSMGO 

ATWSDPHKAKTMLNRIPLGKFAGE 

SG GSP A S V VP A VP VC ALGRG GRER 

WAAASFLYAPDPRPAH\EVEHVVN 

AILFLLSDRSGMTTGSTLPVEGGFW 

AC 


1057 


6554 


A 


1107 


19 


919 


AVWWNSELFLAGRRVLVTGAGK/G 

WAAGKGGQRPAAGRGGQGTPSLSP 

LPAGIGRGTVQALHATGARVVAWS 

RTQADLDSLVRECPGIEPVCVDLGD 

WEATERALGSVGPWDLLVNNAAV 

ALL\QPFL\EVTKEAF\DRVCPSASRS 

FE\VNLRAVIQVSQIVARGF/I*ARGV 

PGAIRVNVSSQCSQRAV\TNHSVYL 

LPTKGVPLDMLDQG*WAL\ELGPH 

KLSRCRSELNASKP/TTVGD*RSMG 

PGPPWSDPHK\AKIMLNRIP\LGKFA 

EVEHVVNA\ILFLLSDRSGMTTGS\T 

LPVEGGFWAC 


1058 


6555 


B 


1111 


28 


384 


MKAAVLTLAVLFLTGSQARHFWQ 

QDEPPQSPWDRVKDLATVYVDVLK 

DSGKDSVTSTFSKLREQLGPVTQEF 

WDNLEKETEGLRQEMSKDLEEVKA 

KVQPYLDDFQKKWQEEMELYRQK 
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* 


1059 


6556 


A 


1112 


44 


1009 


GGIREGGPPRPFRMKAAVLTLAVLF 

LTGSQA\RHFWQGG*SPPRAAWDR 

V\K\DLATRVPWTVLKEQRTETYVS 

QFEGLRLG EN S * TLKLLYDN WGQR* 

PSTFQPSCAKQLGP\LTQEFWYNLE 

KETEGFRQEMSKDIAEEVKAKVQP/ 

YTLDDFQERS WQEE\MELYRQKV\E 

PLARKNFQEG\ARPESLHELARRSLS 

PLGEAVSRPRARPMWDALRT\HLAP 

YSDEMMPALGRAPLGALRENGGAR 

MGQYHAVQATEHLSTLSEKAKPALE 

D\LRQGLLPVLESFKVSFLSALEEYT 

KKLNTQLRRPPPPPYPVLRINVSKV 

EKKKKK 


1060 


6551 


A 


1113 


62 


393 


IPAKQPTPTSLKTPTEECDQHENTAS 
SPSPMTPPCT/PSTNQPSPKLPVSHSP 
NP*KPPAPKLLREMDLTFPPHFPPSV 
APTMKPLSSATTPMPRRISLSGSHSR 
RWDPFVG 


1061 


6558 


A 


1114 


3 


450 


QTQREPTMVLSPADKTNVKAAWG " 

KVGAHAGEYGAEALERXMFLSFPTT 

KTYFPHFDLSHGSAQVKGHGKKVA 

DALTNAVAHVDDMPNALSALSDLH 

AHKLRVDPVNFKLLSHCLLVTLAA 

HLPAEFTPAVHASLDKFLASVSTVL 

TSKYR 


1062 


6559 


A 


1115 


9 


675 


N S A RATD SERTH HG ARLLPDKTN V 

KAVAWGKVGAHAGEYGAEALERM 

FLSFPT\TKTYFPHFDL\SHG\SAQG* 

RAHGK\KVA\DALT\NAVA\HVD\DM 

PQTALSALSGPATAHKURVDPVQL 

SSS*SHLPCWWTLGRPTSPSEFNPW 

RLHAFPGTKFPGLLVEAPLLEPSKLP 

LKLGSLRVGHAFFAPLGLPPRALLP 

FPGTRNPVGLLNKILNWGGKKKKK 

KKIF 


1063 


6560 


B 


1116 


61 


348 


E S A LTQLLKAG G SLKKFLFHPGDT V 
PSTARIGYEQLALGVIAAGAGAIVH 
EKH PG KL A G YI S SLLTL AGFA TAMA 
AVVLCVNSFIWQTEPFLYIDT* 


1064 


6561 


A 


1117 


2 


256 


CLSCAFWAGSVVIAAGAGAIVHEK 
HPGKLAGYISSLLTLTGFATAMAAV 
VLCVNSFIWQTEPF\LYIDTVCDRSD 
PVFPTTAIVL 


1065 


6562 


A 


1118 


3 


270 


AVVLCVNSFIWQT/EPFLYIDTVCDR 
S/DALFLAVCVLKVIVSLVSLGVGL 
RNLCGQSSQPLNEEGSEKRLLGENS 
VPPSPSREQTSTAIVL 


1066 


6563 


A 


1119 


1 


642 




1067 


6564 


A 


1120 


46 


998 


AIVPSWDLDKDTISLLSPVLCIFPSPS 

SQTSLLYVFSLAGRMTQNTVIVNGV 

AMASRPTQPTHVNVHIHQESALTQL 

LKAGNGSLKKFLFHPGDTVPSTARIG 

YEQLAL\GVTQIFAGALRGVIL\GVC 

*SWGPGTVLRASGCAFWAGSVVIA 

AGAGAIVHEKHPGKLAG\YISSLLTL 
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A\GFATAMAAVVLCVNSFIWQTEPF 

LYIDTVCDRSDPVFPTTGYRWDAA 

KSRRNQWQKEECRAYM\QMLRKLF 

\TAIRALFLAVCVLKVIVSLVSLGVG 

LRNLCGQSSQPLNE/EKGSEKRLLG 

ENS\VPPS\PSREQTSTAIVL 


1068 


6565 


A 


1121 


504 


1026 


KIKRKKKRPHIPVLREIPGLLNIPCL 

WHLEWVTLSKSPSKRFCAFAVGGN 

GGESGWLGGTRP/PSPRGMHLPGSS 

SSESEPHRNCPCPGSAQPCGHQAGS 

EDPQNTGPVAS/EL*PPACWRLCGQ 

PGPL\GAPAAPLAGHPRPPWRQVGP 

GTSGSSQSWVSSCDHGGQHSGQHQ 

SWQ 


1069 


6566 


A 


1122 


461 


548 


KNLEQKMAMIH S AGEHHQG AERRS 

TWEELEGPRVTSLTLLV*RAWSSGP 

APSPT*PPSCTPPRRSS*APAGPSDAS 

PSRRPRA/SPASRQAAPKDKLPETPR 

RRIEKEP\PGPFAPGIFE/GGFTVSGG 

REQETPFAGTSGCY/RPTPPHFCWL 

GSPPRSTSSKAGGPSSSPPSPPTEAES 

STARPAKSRTMPTSGWHIGSTRPPR 

RRPSPR*RTSCTAHRRTSCSFSGTMP 

ARSRGLHSEIRRLQQHCTDLTYELT 

VKCSEQTGDGTSKSSELKKRCEELE 

AQLKVKENENAELLKELGAEKRDD 

SQCWRTPSRSREKKYLGGA 


1070 


6567 


A 


1123 


148 


197 


DPLGFL*QKRNQQEDD 


1071 


6568 


A 


1124 


1333 


2383 


RMKKEHVLHCQFSAWYPFFRGVTI 

KSVILPLPQNVKDYLLDDGTLVVSG 

RDDPPTHSQPDSDDEAEEIQWSDDE 

NT\ATLT\APEFP* SLPLKVQGS YQIP 

LGGQVSFPKV*FGS\APRDVAYWIA 

MNSSLKCKTLSDIFLLFKSSDFITRD 

FTQPFIHCTDDSPDPVCIEYELVLEK 

WCEMIPGG\EFRCFVKENKLIGISQR 

DYTQYYDHISKQK\EEIRRCIQDFFK\ 

KHIPVQIL*MKDLVFDIYR\DSRG\K 

VWLIDF\NPFGEVTDSLLFTWEELI\S 

ENNFKRRFLVKVDAQEQDSPSFSVA 

QTSEVTVQPQPLICSYRLAPKDFVDL 

SXTGEDAHKLIDFLKLKRNQPEGR 


1072 


6569 


A 


1125 


162 


413 


GADGQ1NQQTLDDRSGDECLDECP 
GPPRRGKGPQREVQPASPQASPPGT 
HQ*GSDGSSCTPSPV\SIGSPGLGPP1 
WRPHPKPG 


1073 


6570 


A 


1126 


2 


228 


GGPRNKEPYPQGPKNRAQSPKNLV 

HSLTSM*SSP/LPFKPSKSTIIDNCPLT 

HQ*NPLKP*PLFPPSPNIPPGFKKP 


1074 


6571 


A 


1127 


302 


488 


SPICLTPKSSLTHSSDDYKYSVWQR 
A V AHTCNPSTLG AEAG/ WVT* AEEF 
KTSLHNIVRPCLY 


1075 


6572 


A 


1128 


66 


703 


RRRRLPSVAIMIILPGPSSSHDEMFXS 

DIYKMRGDRGRGLCLEGGRGRWVS 

RTE\GTID\DSLIGG\NA\SAESPRGAK 

GTERHK* STG V\DI VMNHHLPGNKF 

SQKEASKKVHQRITMKSI\KGKP*K 

NRRPRKSKTFL*QGAAEQIKHILAN 
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FKKLQF/YFIGENMNPRWAWVLLL 
DY\* RDG VPP\YMIFFK\DG\LEMEK 
MLTNVAIILDLSPCHP 


1076 


6573 


A 


1129 


1 


1006 


LLLLGHASTSTGGGGKRASKMATT 

KRVLYVGGLAEEVDDKVLHAAFIPV 

WGDITDI\QIPLDYETGEK\HRGFAF 

VEFELAEDAAAAIDNMNESELFGRT 

IRVNLAKPMR\IKEGSL\RPACSDND 

WLKKF\SGKTL*ED*RGRRVRASQS 

RDPG/TGRAHLLKRRRSNPQVYYWD 

IKIGNKPAGNRIQMLLRSDVVPMTAE 

NFRCLCTHEKGFGFKGSSFHRIIPQF 

MCQG\GDFTNHNG/TLGGKSIYGEE 

VSMMENFILKAYGDQGLLS/MLAC 

GDPNTNGSQF\FLTC*\KTDWLGWA 

SHVVFGEVHRKALGCLCGQIEAQG 

SKDGKPKQKVIIAGLWGSTC 


1077 


6574 


A 


1130 


1 


574 


DTRFLERLRLSISFLVQTPIGHSTEED 

QGLLSTSLWGKWKCGKNAGRKKP 

LGKAPLVVLPPWDPKRFL*KSFGQT 

LSLCPLPHPWGKPPKSQRHHGKERC 

LTFPWGDAHKAPLDDPQRAPFAQA 

*VNLH\CDKPAMWDPENFQAPGEM 

LLVTVLVAIPFSGKEFHPWRLQGFLG 

RKMGDLELASALVPSRYH 


1078 


6575 


A 


1131 


200 


740 


HGSMRRLLIPLALWLGXAVGVGVSQ 

I*ENPSPGGLQVALEEFHKHP\PVQW 

AFQH/TAVLESAVDTPFPVAGIFVRL 

E\FKLQQ\TSCPEEGTWKKPRVQKSR 

PQWDGNRKLPWPCIQTWALEDKSS 

WARL VPPPPIKTQ VL AGG WRSTQE 

DPSCLRVQRAC*RTPPSFYFPGQFAF 

SK\ALPRS 


1079 


6576 


A 


1132 


79 


933 


EWPSSIDLVNELQVGISEKVSFLNR 

KIKPQVPLWYRLDGKV1ILTAAAQG 

IGQAAALAFAREGAKVIATDINESK 

LQELEKYPGYSK/PRVLDVTKKKQI 

* SSLPMKLRDFDVLFNVAGFCPS\RE 

LVLGL* GRKDWGLLR* ISMWRSTY 

LMDSRAFLPKML/RFRNLGNIINMS 

CCGLPSVKGVVEQDVCTAQPKASR 

GLASTKSVGCRFHSRQGHSGANLC 

VARGTVDTPISYKKEYNATRKS*TT 

ARE*FP*RDKKPGKIPQLPEEISHAL 

RRISASD\ESAYVTW 


1080 


6511 


A 


1133 


1601 


1778 


MEQIRASGKLYKSLYQKREIYIYMC 

STTYIYT*Y/HSTAYIYICLYVHIYIY 

MYRQYYVF 


1081 


6578 


C 


1134 


58 


394 


MAEKPKLHYSNIRGRMESIRWLLA 

AAGVEFEEKFIKSAEDLDKLRNDGY 

LMXQQVPMVEIDGMKLVQTRAILN 

YIASKYNLYGKXLKGESPFNLREQD 

AKXCLDPRGNPKIX* 


1082 


6579 


A 


1135 


133 


985 


RNLRGIAILAGKPQVQFFHSRG\RM 
EST\RWLL\AAAGVEFEEKFMK/SLA 
EDLDKFR\NDGYFDVSSKCPMV*DL 
MGLKLWQTRAILNLHLPANYNL/H 
YGGKDIKGREPLI * YCILGRY * PDFG 
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VEIV/LLLSCPYCSTLREQDCQALPW 

I KEKN * KNRPTFPCPLEK VLKRAHG 

TKTY\LVGKKS*ARAGPFH\LVELSS 

TTVEELDFQSLSPSFPLPERPLETPES 

RQPCPHSERKFPYSPGQPQGKPSPW 

DEE/SL*EGRQGKDFSGFLINGSPWE 

GPRNLAINPMVS 


1083 


6580 


B 


1140 


866 


942 


MDRHCPKLSGAPFGPPAPILGLTDP 
EFSHEPKLHHARILHRAPPPTRDHP 
VGVISRLPRAGRGRAEGSPPGPDLF* 


1084 


6581 


A 


1141 


405 


536 


KSAPRPGVVAHTCNPSTLAGRG/G 
WIT*GQEFENSLANIVKCCFY 


1085 


6582 


A 


1142 


49 


365 


TPDKPIRSHETLPIHEK* PRGKTGPPP 
DSDDPPPGSPSPQHVGNSQKINSKLP 
ISSGDHSPNPYHW*CPLPSVLGIP/PV 
RRDPLCGPESPQEEGGQQRNESFDIF 


1086 


6583 


A 


1143 


3 


452 




1087 


6584 


A 


1144 


9 


486 


NSARATDSERTHHGACLLPDKTNV 

KA\AWGKVGAHAGEYGAEALERM 

FLSFPTTK\TYFPHFDL\SHG\SAQG* 

RAHGK\KVA\DALTKRRGATWDDM 

/PQTALSALSDLH\AHKL\RVGPGSTF 

KLL\SQLPCLGEPWAAHLPA\EFQPL 

AVARLPWNKVSWGFC 


1088 


6585 


A 


1145 


1890 


2027 


KCLCPPR/RCPQPLTPYPC*GVKCPP 
SEIKYKP*MCPIGCPKPSIQC 


1089 


6586 


A 


1146 


1 


903 




1090 


6587 


A 


1147 


1 


1131 




1091 


6588 


A 


1148 


1 


1376 


WALPAGFDGVMSHRKFSAPRHGSL 

GFLPRKRSSRHRGKVKSFPKDDPSK 

PVHLTAFLGYTPCLAAHIVREVDRPG 

SKVNKKEVVEAVTIVETPPMVVVGI 

VGYVETPRGLRTFKTVFAEHISDEC 

KRRFYKNWHKSKKKSFTKYCKKW 

QDEDGKKQLEKDFSSMKKYCQVIR 

VIAHTQMRLLPLRQKK\AHLM\EIQ 

V\N\GGTCARESWDWPPREGLKQQ 

VPV\NQVF\GQDENDRTSSGVTQGP 

KGLQRGSPSR\WHTQESCPRKDPPE 

GLRKWACIGAMAIPARVALPLWQR 

AGQEKATHH\RTEINKKIL*DLAQG 

Y\LIKGGKL/VSKNNASH*PMTLSDK 

SI\NPLGGFVH\YGK*TNDFVTFKSL 

VWLGPKKRVLT\LRK\SLLVQTKAA 

GLWRRITLKFMDTTSKFGHGRFQTM 

EEKKAFMGPLKKDRIAKEERSLMP 

GTDF A S W WG LN KS YFPLKKKKK 


1092 


6589 


A 


1149 


3 


497 


PTLLVPTDSERTHPWLLSPADKATN 

VKA\AWG\KVGAHAGEYGAEALER 

MFLSFPTTKTYFPHF\DLSHG\SAQV 

*GPRARKVADAL\TNAVAQRGTDIA 

QRACPPLSDLH\AHKL\RVGPGSTFK 

LLKATC/HCLGEPWAAHLP\AEFQPL 

AVARLPWGQSFLGFLLKQRC 


1093 


6590 


A 


1150 


26 


508 


NSTDSERTHPWLLSPADKDQRQGP 
AWG\KVGAHAVRSMCAEALERMF 
LSFPTTKTYFPHFDLSHGF\SQV*GP 
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RARKVADALYTNAVAQRGTDIAQR 
AVPPLSDLHAHKL\RVGPGSTSKLL 
KPLACLVDPGPPTSPAEFHPLRLQG 
FPGDKFPGLSVGKFKI 


1094 


6591 


A 


1151 


3 


520 


AKKHGHRGSSLTVFGGPHRLRENPP 

WCSSPADKTNV\KAAWGKVGAHA 

VRSMCAEALER\MFLSFPTTKTYFP 

HFDLSHGFCPG*RATAKKVA\DALT 

KRRGATWDDMPQTALSGPEATLHX 

AHKAFGVEPGSTLKLL\SHLPCW*P 

LARPPSPAEFDPWRVERLPWDKFP 

WVSC 


1095 


6592 


A 


1152 


232 


783 


TCNPQTSSNGSQNSKLGRISRKWR 

MRRCFCFSITRWCLECTSPRSRGRW 

KTDDVLLKLENMGVSELGQRPLER 

FTKDTARFKDELDIMKFICKDFWTT 

VFKKQIDNLRTNHQGIYVL\QGNKF 

RLLTQMSAGKQYLEHAS*V/Y*HLP 

CGLIRGGLSNLGMKSIVTAEVSSMP 

ACKFQVMIQKL 


1096 


6593 


B 


1153 


28 


249 


MFLSFPTTKTYFPHFDLSHGSARLR 
ATARRWRRADQRRGHVDDMPNAL 
SALSDLHAHKLRVDPVNFKLLSHCL 
L* 


1097 


6594 


A 


1154 


3 


511 


DKTNVKAAWGKVGAHPGEVWCGP 

LERMFLSFPTTKTYFPHFDLSHGSA 

QVKGHGKNVADALTNAV/AHVDD 

MPNALSALSDLHAHKLRVDPVNFK 

LLSHCLLVTLAAHLPAEFTP\AVARP 

SLGQVSWAFL*SNRCWTFQISLPAE 

FTPAVHASLDKFLASVSTVLTSKYG 


1098 


6595 


A 


1155 


2 


247 


PADKTNVKAAWGKVGAH/AGEYG 
AE/ALERMFLSFPTTKTYFPHFDLSH 
GSAQVKGHGKKVADALTQGELGG 
EVGGQGHQQAVA 


1099 


6596 


B 


1156 


74 


195 


MFLSFPTTKTYFPHFDLSHGSAQVK 
GHGKKVADALTNAVXT* 


1100 


6597 


A 


1157 


3 


224 




1101 


6598 


A 


1158 


3 


136 




1102 


6599 


A 


1159 


1 


371 


TQREPTMVLSPADKTNVKAA/WGM 

FLSFPTTKTYFPHFDLSHGSAQVKG 

HGKKVADALTNAVASVDDMPNAL 

SALSDLHAHKLRVDPVNFKLLSHCL 

LVTLVAAHLPAEFTLAVHAFLGQFP 

GFF 


1103 


6600 


C 


1160 


1 


156 


MVRRPWRGCSCPSPPGXPPPRRVHP 
CGAXLPGQVSXFCEQRAELQIXLRL 
EL* 


1104 


6601 


A 


1161 


1 


577 


AAWGKVGAHAGEYGAEALERMFL 

SFPTTKTYFPHFDLSHGSAQVKGHG 

KKVADALTNAVAHVDDMPNALSA 

LSDLHAHKLRVDPVNFKPPRPTSRT 

ST*ATALPRLRATARRWPTR*PTPW 

PRGRHAQRAVRPERPARAQASGGP 

GQLQ\LLSHCLLVTLAAHLPAEFTP 

AVHASLDKFLASVSTVLTSKYR 


1105 


6602 


A 


1162 


1 


680 


ERTTMVLSPADKTNVKAAWGKVG 
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AHAGEYGAEALERMFLSFPTTKTYF 

PHFDLSHGSAQVKGH/GRMFLSFPT 

TKTYFPHFDLSHGSAQVKGHGKKV 

ADALTNAVAHVDDMPNALSALSDL 

HAHKLRVDPVNFKLLSHCLLVTLA 

AHLPAEFTPAVHASLDKFLASVSTV 

LTSKYR 


1106 


6603 


A 


1163 


2 


1758 


TMVLSP/ADKT/NVKAAWGKVGAH 

AGEYGAEALERMFLSFPTTKTYFPH 

FDLSHGSAQVKGHGKKVADALTN 

AVAHVDDMPNALSALSDLHAHKL/ 

RSRTST*ATALPQVKGYGQEGGRR 

VDQRRGARGRHAQRAVRPERPALR 

NKLWVDPVNFKLLSHCLLVTLAAH 

LPAEFTP A VH A SLDKFL AS V ST VLT 

SKYR 


1107 


6604 


A 


1164 


121 


521 


SFNKFFKKAKAVSQKKIPATKLRDK 
GLQTKYSCLYYYFYLRHGLALSPRL 
ACSGTITAHCILKHRGSSDPP\T*ASH 
VLKLQYFCTS**LGITGACHHASLLL 
KFFVETDLTVLPRLVSNFWPSSCPSL 
LKCWD 


1108 


6605 


A 


1165 


407 


548 


VPFTKWHQKIEAGQAWWLMPVIPA 
VWEAE\AGGSLEIRSS*PAWATW 


1109 


6606 


A 


1166 


25 


628 


EFHRLRENPPWCLSPADKTNVK/AP 

AWGKVGAHAGEYG\SEALER\MVL 

FPPPTPKPYFPHF\DLSHG\SAQV*GP 

RARKVADALXTNAVAQRGTDIAQR 

AVPPLSDLHVAHKLXRYGPGSTFKLL 

KATC/HCLGEPWAAHLP\AEFQPLA 

VATSSLGTKFPGFLVEAPLLTFQITF 

KGWKLWLAIVFLPFGLPPSPSSPFLH 

PYPRGL 


1110 


6607 


A 


1167 


2 


121 


TFVRLGTLSTPLWGSYDFFFPS*FSL 
FLFYSVHFMPLAF 


1111 


6608 


A 


1168 


3 


582 


AKRELRFLLVYLHGDDHQDSDEFC 

RVSQALRENTYPFLAMIMLKDRRMT 

VVGRLEGLIQPDDLINQLTFIMDAN 

QTYLVSERLEREERNQTQVLRQQQ 

DEAYLASLRADQEKERKKREERER 

KRRKEEEVQQQKLAEERRRQNLQE 

EKERKLECLPPEPSPDDPESVKIIFKL 

PNDSRVERRFHFSQSLTVRTT 


1112 


6609 


A 


1169 


30 


130 


QILLSPCLPPP*YLNKRWPEDNTCLL 
KTKLKRT 


1113 


6610 


A 


1170 


2 


1412 


GIAGPT1SCRGGGKMAAPEERDLTQ 

EQTEKLLQFQDLTG1ESMDQCRHTL 

EQHNWNIEAAVQDRLNEQEGVPSV 

FNPPPSRPLQVNTADHRIYSYVVSR 

PQPRGLLGWGYYLIMLPFVRFTYYTI 

LDIF\RFAPRFIR\PEP\RSR\VT*PRLG 

TIVSIYGTPFEEKYGRAHPVFYQGT 

YSQALNDAKRELRFLLVYLHGDDH 

QDSDEFCRNTLCAPEVIS\LINTRML 

FWACSTNKPEGYRVSQALRENTYP 

FL\AMIMLKDRRE*PV\VGRLEGLI\Q 

PDDLINQLTF1MDANQTYLGV/SERL 

EREERNQTQVLRQQQDEAYLASLR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














ADQEKERKKREERERKRRKEEEVQ\ 

QQKLAEERRRQ\NLQ\EEKERKLEC 

LPP\EPSPDDP*KVSKIIF\KLPNDSRV 

ERRIPLFHRSLTVIHDFLFSLKESPEK 

FQIEANFPRRVLPCIPSEEWPNPPTL 

QEVAGLSHTEVLFVQDLTDE 


1114 


6611 


A 


1171 


232 


427 


STKISHTKKTARINKTKGGRGQAW 
WLSPIIPTLWEIKVGGLFEPRRSRLQ 
*AVFMP\CTPSWATQ 


1115 


6612 


A 


1172 


232 


427 


STSISHTKKTARINKTKGGRGQAW 

WLSPIIPTLWEIKVGGLFEPRRSRLQ 

*AVFMP\CTPSWATQ 


1116 


6613 


A 


1173 


77 


1775 


GRKVVMDLIPNLAVETWLLLAVSLX 

VLLYLYGTRTHGLFKKLGIAGGTPL 

PFLVNALYFRKGYWTFDMECYKK 

YRKVWGIYDC*QPMLAITDPDMI\K 

TVLVKECYSVFTNRXRPFGPWGFMK 

NAISIAEDEEWKRIRSLLSPTFTvSGK 

LQGDGPLSLPQYGDV\LVRNLRREA 

\ETGKPVTLKDVFGAYSMDVITSSSF 

G\VSIDSLNNPQDPFVGKHQGSF*GF 

NPLDPFVLLQLKVFPFLTPILEGIKY 

SLCFPRKSY*VFLNKIC*NRLKEGRL 

KETQKHRVXDFLQLMIDSHKNSKDS 

ETVHKALSDLELMAQSIIFIFAGYETT 

SSVLSFIIYELATHPDVQQKEQNEID 

TALPNKVAPPTYDTVLQLEYLDMVV 

NETLKLFPVAMRLERVCKKDVEIN 

GMFIPKGVGVMIPSYVLHHDPKYW 

REPEKFLPERFSKKNKDNIDPYIYTP 

FGSGPRNCIGMRFALMNMKLALIR 

VLQNFSFKPCKETQIPLEI/DAVGGL 

LLTEKPIVLKAESRDETVSGSLNFPK 

DILVCSLRKLVPQKHQRPSNYFTNR 

PLKRRRGFIPNVAAIK 


1117 


6614 


A 


1174 


3 


403 




1118 


6615 


A 


1175 


2 


465 




1119 


6616 


A 


1176 


1 


1112 


AGEFPGQLHSRASFCTARSGSAAAL 

RMRPVRLMKVFVTRKIPRPRCRVA 

LARAADCEVEQWDSDEPIPAKELER 

\GVAGAHGLL\CLLSDHVDKRILDA 

AGANLKWISTMSVGIDHLALDEIKX 

KRGIRVGYTPRLSLT\DTTAELAVS\ 

LFLPT\CGRWPEAF\REVKNGGWTS 

WKPLWLCGYGLTQSTVGIIGLGPH* 

AQAIARRLKPFGVQRFLYTGRQP\R 

PEEAA\EF\QAEFVSTPEAGWPNLILI 

VVACSLTPAT\EGLCKKDFFQKMKE 

TAVFINISRGDWVNQGRPCTRALAS 

GKI\AAAGTGM*T\SPEPLPYKPPFSL 

TLERIVVILPHIGXSATPQEPGNTMFL 

VWAVNNLLDGLRGEP\MPSELKL 


1120 


6617 


A 


1177 


518 


780 


EVLPSGPGLLALVLRLGSEFKLPHH 
EVSVGT/HPCQTSGAPARHRSTRDP 
VFPLSRGHNNP VPS WKHRAALTRH 
QTFLYCERGLPACIH 


1121 


6618 


A 


1178 


117 


1166 


ITMATGQKLMRAVRVFKFGGPEVL 
KLRSDIAVPIPKDHQVLIKVHACGW 
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SEQID 
NO; of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 














NPVETYIRSGTYSRKPLLPYTPG\SD 

VA\G VI*A\VGDNA S AFKKGDRVFT 

RQARSSGG/YMAEYGFFAGRTTLFY 

KLPGKTGTFKQGSLPSDFPYFYCFJR 

GL\IHS\ACV\KAGESVLVHGASGGV 

GLAACQIAYRAYGLEVLGTAGTEEG 

\QKICFCKNGAHEV\FNHREVNYIDK 

IKKYVGE\KGIDI1\IEMLANVN\LSK 

DL\SLLSHG\GRVIVV\GSRGTIEINPR 

DTMGQRSPSIIGVTLFSSAKE\EFQQ 

YAAALXQAGMGIGWGGPVIRSQYPL 

ERV AE AHEDI IHG\S G ATGKMD S SL 

MDD 


1122 


6619 


A 


1179 


264 


647 


NLGTCPFPVPALQCLLLVETVSRGS 
LLPVSPLLFQLLYPSPPAXPSYSINSL 
LPP*PCPASLPFYDSLYI*RPAFP*SH 
PSPSTPRTEGGV\PSQSHPPCCPQAP 
APPPSLPASLSQRHLLPPLSHHSC 


1123 


6620 


A 


1180 


1 


575 


NFALEAKNSARAISSVVQTPIGHSTE 

EDQGLLSTSLWGKWKCGKNAGRK 

KPLGKAPLVVL/HPWDPKGSFEQAL 

GNPVPPALCPSWGNPPKSRAHGKXK 

VLT\SLGEMPIKHPG*SSKGTFAQPD 

VNCTCDK\LHVDPENFKLLG\NVLV 

TVLGNPIFGKEFTPEGCRASWAERW 

VTWSWPVPCSSRIPLKPLGP 


1124 


6621 


A 


1182 


265 


714 


HFTYKYTAGTTIKSKNICITPKSYSC 

TFLVINTLTTPLSNHYSGFSLLRLVLI 

VLEFFLFWRWSLALSPRLECSGMIS 

AHCNLCLLD* SDSPASASQVVAGITG 

TRHQACLIFVFLVETGYPHVG*ARL 

ELLTSGDPSPPWPPKVLGLQT 


1125 


6622 


A 


1183 


84 


1009 


HSMMMKIPWGSIPVLMLLLLLGLID 

ISQAQLSCTGPPAIPGIPGIPGTPGP\D 

GQPGDPRG*KERKGFQGLAGDHGE 

F\GEKGRPRGFLGN\PGKKFGPKG\P 

MGPKVGPGAPGTPQAPKGDSGDYK 

ATQKIAFSATRTINVP/LLRRSQTAIRF 

GPR*FTNMNT\NYE\PRSGKFTLQGC 

PGLY*FNLSTPVSRG\NLCVN\LMRG 

RERAQ\KV\VTFC\DYCLTNTFPGPPP 

VGMGPQLKKAPKGGGGGEKKTVXF 

LQA\TDKN\SLTGAWEGA\NSIFSRV 

PGFFPDMGGPDLWAGFTSTPGSPCP 

ATLT1PPTTTI 


1126 


6623 


A 


1184 


115 


361 


GWRGLPHCVPGRNCCSVLLMGS/C 
CL*GPHAL*KPSCSVRCCWPEAPLH 
SKTDPRLSAA*PPFC*VR*MRYGLR 
TVCAQILSV 


1127 


6624 


A 


1185 


3 


734 


GGSRERARPSPESRRLPSRRSAPHRP 

PPQPCEQDNSPRKIQFTVPLLEPHLD 

PEAAEQI\RRRRPHP\AT\LVLTSD\QS 

SP\ETAEDRIPNPHLKSTL\AMSPRQR 

KKMTRITPTMKELQMMVEHSPGGN 

RQQGEEP*RGPLESTG\LQES\RPPGI 

PDTEVECKCWAPFGTAKK\TAECIP\ 

KTHERGSKEPSTKEPSTHMPPLVDSK 

G ANCG SERG G G ILG SRLQFGN A WT 
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NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
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Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














PDLFLIPSLLGKISCF 


1128 


6625 


A 


1186 


1 


1359 


GGPRDVNCRCRRLRAAETPPAWHL 

CMRSGAPTPPAAAMESETEPEPVTL 

LVKSPNHRHRDLELSG\DRGWSVG 

HLKAHLSRVWPERPHPEDQRLIYSG 

KLLLDHQCLRDLLPKQEKRHVVLHL 

VCNVKSP/SQKLPEINAKVA*IPQRE 

PVGSN\RGQY\PEDSSSDGFKGKGKF 

FR\NLSFPWGW\ENIFKGLEACPSRH 

FQGLGXPGFLPVYTPYGV/WLQLSW 

FQQIYARQYYMQYLAATAASGAFV 

PPPSAQEIPVVSAPAPAPI\HNQFPA\ 

ENQPANSGMLAPSSGLFNPGXANQN 

FAG*IAQGGPIVEEDDEIN\RDWLD 

WTYSAATFSVFLSILYFYSSLSRFLM 

VMGATVVMYLHHVG\WFPFRPRPV 

PNFPNDC\PPPDVVNSDPH\NN\LRE 

GTD\PELKDP\NHLPP\DRDVTRMGE 

AGPGPFLYGGTAWVCSFKDFSLASS 

FFPEGPPSPSAN 


1129 


6626 


A 


1187 


314 


1614 




1130 


6627 


A 


1188 


128 


1910 


RVVDRGRRWDSPSPLLGGGTWPGR 

SSLRFASASSDSDSDSGLYRASLHPS 

PGRAALGLCLYLTKTSCCAAIGTLY 

WGNIAYKQEAYSLSGENFFMSETE 

NSCSPFMSSLLLQTEDTKKLQSKNL 

FILLIKPTNKPKMSVNVNPQRCQTQ 

F\YRLQDAPRLIAQG*GAKGNGNPR 

PVI/MSNMVDVGKGSLIGPPNVSPPN 

IPIPELGAQTQFDVKNDRYIVNG\SH 

GGELSCQDML\DGFH*KNFVLCP\EC 

GGFLETDLH\VNPK\KQTIGNS/CGK 

ACG\YRGMLDTHHKLCTFILKNPPE 

NSDSGTGKKEKEKKNRKGKDKEN 

GSVSSSETPPPPPPPNEINPPPHTMEE 

EEDDDWGEDTTEEAQRRRMDEISD 

HAKVLTLSDDLERTIEERVNTLFFLF 

LNKIKEEGVIDSSDKEIVAEAERLDV 

KAMGPLVLTEVLFNEKIREQIVKKY 

RRHFLRFCHNNKKAQRYLLHGLEC 

VVAMHQA\QLISKI\PHILKEMYDAD 

LXLEEGFFISWSEKASKKYVSKELAK 

EIRVKAEPFIKWLKEAEEESSGGEEE 

DEDENIEVVYS\KAASVPNV\EFVKS 

DNKDDDIXDIDAHLKGWMQPSLTV 


1131 


6628 


A 


1189 


132 


362 


RRVDWKIQKISIGSSE*KLFNESHGI 

FLGLQRIDEELTGKSRKSQLVRVSK 

NYRSVIRACMEEMHQVAIAAKDPA 

NGRQFSSQVSILSAMELIWNLCEILF 

IEVAPAGPL 


1132 


6629 


A 


1190 


97 


355 


AFSYNCPSKISCQRKSQHFHLGGLY 

VIILFLFQKGQGVCQQSHPERPEGNP 

RRHQGQKERSCVGKTLL*LPEQDFV 

PEKVSAFPPWWSLCHHPVSVPKGA 

RRLSAESSRKTGGQSETSSRTEGEK 

LRRQNASPRTYGGTRDTFPGMSVG 

H 


1133 


6630 


A 


1191 


137 


474 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 


1134 


6631 


A 


1192 


307 


583 




1135 


6632 


B 


1193 


1 


969 


MRPYSQTVFSTQYRWVEQHLGPQF 

VERJILTRDKTVVLGDLLIDDKDTV 

RGVHKSMCPGVTAASWGRAKDAM 

SICGCWLRELWDTSSRENSAAVKT 

GREADKPEVTKQTQFSTRKDEQAC 

SGYPYSDCWLAIELLHSAEPQAPRS 

RSDANASRSGLPLRAGCETRLRLGV 

SCSACKPKPSVLRRCLLSARPPLCGP 

LHASFLPGVDSKSGKTAPRTDCTQS 

TALTGSGGAGDTLRIDEELTGKSRK 

SHTQVFICTSPLLKYHHCVGEKYR 

WVEQHLGPQFVERIILTRDKTVVLG 

DLLIDDKDTVRGWTRYPWQPSSLA 

CPD* 


1136 


6633 


A 


1194 


834 


1834 


PSWCCRAGWMKPDKMLSKEADAS 

PASAGICRDHGGPDEDNAHS*SWE 

HPDTDRAGAASGSTGTRNVERYLQ 

DSTFATSPHLVESLLKIMLGDEAALL 

EQKELLSNWYHFLVTRLLYSNPTV 

KPIDLHYYAQSSLDLFLG/E*EQPSN 

PWTTSCWQPLSLTSI/NVIKECSIALS 

NWWFVAHLTDLLDHCKLLQSHNL 

YFGSNMREFLLLEYASGLFAHPSLW 

QWGVDYFDYCPELGRVSLGAAHLS 

GYL*TPRQKA\RKVLRICEAAADD* 

TSSQHL*DLSHESPSATIAWVLASF 

WSIRVKGCRLCPRSCQTGSSGITVSE 

AAFLIWISLATWGQP | 


1137 


6634 


A 


1195 


32 


393 




1138 


6635 


A 


1196 


102 


888 


RNLQETAIMAEKP\KLHYFNARRRM 

EST\RWLL\AAAG\VEFEEKFIKIWQ 

KIWDKFKEMMGYFDVSQQVPN/VV 

*D*WGWKLVQTRAISQLTFASKLQP 

SYGGKDIKGRRALDLI/DVF*EGFSQ 

ILGLKLFPPFLPVMSHPEEKRCPSLA 

LGSKRKIKKIGYLPLPFEKSLKEPMG 

QDYPCWANKLEPGLDIHLWGTFFY 

YVE\ELGLLGL1SSFPLLEGPWKTRI 

QLTCPTVEEVSLQPRAAPREAPPRD 

EKP\LEEAKEDFPGF 


1139 


6636 


A 


1199 


46 


399 


PGSKYDKTAILVSHLNFLNLLIKQP 

NPTQISPQGMFKRGGAR/PLLKTGPF 

LPTWGKDSFCYGKHSNSGWFEAKG 

FRRLPSFKNERKRNIIGSPPPRLVVIS 

SESPHAPFGTKSIPED 


1140 


6637 


A 


1200 


37 


454 


PGSKYDKTVILVSHLNFLNLLIKQP 

NPTQISPQGRPPPPQCRVTEWTTTAS 

TQTQAGLKLKDSDDFQVSRMKEKE 

T* * GAHHQDL * LFPQKAPMPHL * QN 

PFLKTDSRRNQVRSRTFPTSITFQNV 

GRSLPNTIYSGKK 


1141 


6638 


A 


1201 


298 


523 


LLKVQSRQKHWAVGLRTLVVRGA 
VLIRVPPLREPLLAPPILVGASSRENI 
SR*VTGCSPTHSSTPPLATSPRQRA 


1142 


6639 


A 


1202 


80 


589 


IFLNLLIKQPNPTQISPQGRPPPPHVQ 

GD*VYNYGPTPASQPERRALKRGI* 

RKGGEGGPRERVWAGAPPGLPTPF 
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ISO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














PENQGEKACG/GGRCLSPISSLQGPR 
FPADWWEIPIL\*SPDLHRDWGPAPP 
PPTSSNRPTPTVLRQERSGLG\PPSPP 
GHLGKLVFFQLAWDSFL 


1143 


6640 


A 


1203 


2 


661 


FVEADRGLAVGSLRPLNLRGARAA 

AFRFAAGRESRGKGTPGERRTRVA 

VAGKVTSVPFVVSQGREHSHAPTR 

LPTIPPAAMSAAGVARGLRAAVYHRL 

LDKVE\LMLPEKLRP\LYNQSRQVPR 

TVFFWAPIMKWGV\VCAGLA\DMA 

QTLPEKP*AQLQSACFGWLTRGLIW 

\SRILHL*IIPNTNW\SLFGW*FPFVG 

AAGASQLF\RTW\RYNPRTKKLKAH 

K 


1144 


6641 


A 


1204 


20 


400 




1145 


6642 


A 


1205 


457 


1011 


SRRPWGHFTEEDQGLLSQSLWGQ/V 

*NVEKMLGRKKPLGKAPLVVLPPW 

TPRGSFEKALGNLVLLPSCPSMGNP 

QKSRAPWARRVLTFPWGDAHKSTP 

G* SSKGTFCPA* SEPA/HCDKLH/VL 

DPENF\KLLG\NVLVTRFGQSIFGKE 

FHPLRCKAS\WQKMGELQVGHFPV 

LQIPLSSL\PMMQSFQG 


1146 


6643 


A 


1206 


3 


452 




1147 


6644 


A 


1207 


9 


485 


NSARATDSERTHHGARLLPDKTNV 

KA\A WG KVG AH A G E YG AE ALERM 

FLSFPT\TKTYFPHFDL\SHGFCPRLK 

GPRQRRWPDALTK\AVA\HVDGHA 

QTALSGPEATLHGAQSFGVDPVQLS 

SS*SHLPCWLTLGRPPSPAEFNPCRV 

ARLPWNKFPWVSC 


1148 


6645 


A 


1208 


37 


298 


RQGLPLSPRLECHDRIIAHCNLEVLG 
SSSPPTPASPIA*\TTGVGHHTQLPFK 
LPYFFHSGLFFFLKKILYQFCDTYRA 
RISSDFCR 


1149 


6646 


A 


1209 


49 


564 


SQTPMGHFTEED\KATI\TSLWGK\V 

NVEK\SWKEKTPGKGSLVVLPPWTP 

RGSF\DSFGQTCPSALCPSMGKPPKS 

RAPWPRRVLTSLGRCQQSTWDDPQ 

GAPFAQA*SELHC\DKPAMWDPE\N 

FKAPGEMLLVTRFGQFHFRAKNFTP 

EGCRASWAERWVT\GV\ASALVPSR 

YH 


1150 


6647 


A 


1210 


134 


673 


QRRTKATITVSLWGKGEMWKDAGG 

E\TPGKG SL V V YP\ WTQ\RFFD\SFG\ 

NLSSAFCPSMGKPPKSRLHGKAKVL 

TSLGRCP*KHL\DDLNGHLLPKPDV 

NLHC\DKPAMWDPGGTFKLPGENV 

AGLTRFWAIPFSGKEF/TPLEVARJLP 

WQKMAEDGDWQWASCPVPPRIPL 

EAHWPMISELFKG 


1151 


6648 


C 


1211 


50 


373 


MGTVGSAWAAAPVQTHMFCSSSSC 

ISSLSTLPDSAAPLSPLASSWPVPPRP 

LLHWPFDQSSLLFSLSPSFXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

RALTHTSLA* 


1152 


6649 


C 


1212 


45 


424 


MNGDXGLCLAAAPDQTHMLGSSSS 
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NO: of 
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sequence 


SEQ ID 
NO: of 
peptide 
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Me 
tho 
d 


SEQ ID NO: 
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Nucleotide 
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sequence 
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codon for last 
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peptide 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 














CISSLSTLPDSAAPLSPLASSWPVPP 
RPLLHWPFD.QSSLLFSLSPSFXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXLTHTFLSLERGGVLSISIRMW 
VRLS* 


1153 


6650 


A 


1213 


97 


1382 


SACAWRLPSPGPSAMWPLWRLVSL 

LALSQALPFEQRGFWDFTLDDGPF 

MMNDEEASGADTSGVUDPDSVTPT 

\YSAMCPF\GC\H\CHLRVVQ/CAPTL 

GLKSVPKEISPDTTLLDLQNNDISEL 

RKDDFKGLQHLYALVLVVNNKISKI 

HEKAFSPLRKLQKLYISQNHLVEIPP 

NLP\SSLV\ELRIHDNRIRKVPKGVFS 

GLRNMNCIE\MGGNPLENSGF\EPG\ 

AFDGLKLN/YT*RHLQRSKLTGHSP 

KYLPETLNELHLDHNKIQGHRTGR 

DLLRYSKLYRLGLGHN\Q1RMIENG\ 

SLSFLPTLREV\HL\DNNKLAR\VPSG 

FP\DLKLLQVV/YILHSNNIHQSGVF 

NEFLFPWGFGGEAGPYYNGHSAFS 

TTPLPYW/ERLQPATFRWVTDRLAI 

QFGQLQKVEAAAATLVSQWGSLG 

NRARHPDGEAEPGS 


1154 


6651 


A 


1214 


938 


1501 


AGVGPDPGFLFQGIVANDSHPTALL 

KRMFASGGRRSWCQPFQGTPAMG 

GPWAKGCLGPASCAAKVGGPHPKT 

NPGPKPTGGQGFPATGLRGVGISPP 

K*PCQ*AVQPGSHCPATCAEPSPPW 

G/PG VPRFEAPPPQTPP* PRLWPETG 

EPPLGVQQKPP/QPMPGPGAPLEN*S 

ASGGPRSPRGWESVWF 


1155 


6652 


A 


1215 


883 


1216 


YISNSQLVQHFFFFFFFLFFFFETESC 

PVAQAGTQWCDLGSLQPPPP\G*SN 

SPASASRVAGITGVHHHAGANFLYL 

*QRWGFTMLAQAGLELLTS*STRLG 

LPKCWGLQT 


1156 


6653 


A 


1216 
- 


197 


821 


RLFHSNQTVDHSQKNVDITLKG\RP 

SNRVRAPKGTLR\RDFNPHQM*NSA 

LLGKEQQRGFRVD\KWWGYQKGN 

WPTRSGLFGSHVQDVMIKGWLPLGL 

PVTKMR\SVYAHFPHPTLLSRENGV 

SLLKSRNFLGXEKYIPQGFRMKTRVL 

LCQ YLKAQKR*N* SLEGND\IGL VS\ 

NFSRLLIPASPTRLKTKGIRK\FLDGI 

FCLLEKGLFRQA 


1157 


6654 


A 


1217 


241 


514 


DGQRLGKPHFVLLVLQ*LQTGLWS 
WWGKLGVGE/MLGVGEILGSAFISP 
VLERVEGSGSGGNQAGPREEGWLG 
KPLRPEAPPSTFIQHHTLG 


1158 


6655 


A 


1218 


3 


496 


SSGLFTQQSPEAWFCVSKCSYPAW 

QNVKVIVDSHKLQEIIQRSLIPFAQF 

PAMVTVCKAPGRFCHPCWHV*P/HP 

HSHDTEHGHHHKCLVLCYPFTASA 

PPSCPAPLRCIYGCILSCLVDVPWRT 

DRLNKQRVCKEAQSRREGSPAWLI 

GQHSHRLALPLLAALS 


1159 


6656 


A 


1219 


1326 


2014 


QLMIYTFRTELAHWPGDQKHYFHT 
CVMILFFLRQSLALLPRLGVQWHDL 
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SEQ ID 
NO: of 
nucleoside 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \— possible 
nucleotide insertion) 














GSLQPA\PPPPGFRLFSCLSLPSS*DY 

RHVPP\PQLIFFFVLLVETGF/TPMLG 

RMVSIS*/PSDDPPTSASQSARITGVS 

HSWVNSCDLPLKNFFFFLEESHSVS 

QAGVQWHDLGSLQPPLPGFKLFCL 

CLLNSWDYRHAPPCPANFCIFSRDG 

VSPCWPAWSPSLHLVIRPPWPPEVL 

GLQA 


1160 


6657 


A 


1222 


1 


459 


IEIHIKCGGIPAVLAAPAMGLELFLD 

LVSQPSRAVYIFAKKNGIPLELRTV 

DLVKGQHKSKEFLQINSLGKLPTLK 

DGDFILTE/SANRSVYLQGGCWHIT 

EMRFSKCKAEGPAKSRSAILIYLSC 

KYQTPDHWYPSDLQARARVHEYL 

GWHAD 


1161 


6658 


A 


1223 


2 


310 




1162 


6659 


A 


1224 


205 


454 




1163 


6660 


A 


1225 


2 


384 




1164 


6661 


A 


1226 


1 


1276 


MPGLGFREKKGGSRTVIPASRGCGL 

PAPILCTKWELPLSGSSRCLAAAAL 

QGTVWTAESSSLTPAFQSRGWGLIP 

YFPARRDPATAAAHTALSAFTAIPA 

VLAAPAMGLELFL\DLVSQPSRAVY 

IFAKKNGIPLELRTVDLVKGQHKSK 

EFLQINSLGKLPTLKDGDFILTESLAI 

LIYLSC\KYQTA\DH\WYP\SDLQGFG 

ARVHEVPWAWXHADLHPVGTFWY 

YPWGVQGVWGHSLGVQVPEEKVG 

TQTRTAMDQALQWLEDKFLGDRPF 

LAGQQVTLADLMALEGS*CKPVAL 

GYELFEGRPRL\AAWRR\RVEAFLG\ 

AELCQEAH\NIILSILEQAA\KKTLPT 

P\SP\EAYQAMLLRNRPGSPEGSGM 

GAKEISNKDSFCYLLAPFYLSLLPQS 

LLSKLQCEALHRQRHSSVLWQVLL 

LLRCKHT 


1165 


6662 


A 


1227 


151 


278 


G*KYDSDIYHEAVVPHQNQMSARS 
DKEKKRFIFYSSYYIPFC 


1166 


6663 


B 


1228 


1 


690 


MASWDEKDLTVPQPDTRKGSVLRC 

GLSSRALRWAGRGHVAAGWRPLA 

PESAGGWGMAAAMVPGRSESWER 

GEPGRPALYFCGS1RGGREDRTLYE 

RIVSRLRRFGTVLTEHVAAAELGAR 

GEEAAGGDRLIHEQDLEWLQQADV 

VVAEVTQPSLGVGYELGRAVAFNK 

RILCLFRPQSGRVLSAMIRGAADGS 

RFQVWDYEEGEVEALLDRYFEADP 

PGQVAASPDPTT* 


1167 


6664 


B 


1229 


1 


975 ; 


MSPPGREQGLLLNLLRPSGLDNAG 

KTTILKKFNGEDIDTISPTLGFNIKTL 

EHRGFKLNIWDVGGQKSLRSYWRN 

YFESTDGLIWVVDSADRQRMQDCQ 

RELQSLLVEEVGSSYPLCTWRFFSY 

LRIEQMYNLVLYRDIQFPDFCFNSN 

TDWSKGLKTHARFGNTSLHVAHTD 

STNTTNFVDVWRGRTKSLACLLQL 

SSLTCIYTAGKMRLQDRIATFFFPKG 

MMLTTAALMLFFLHLGIFIRDVHNF 
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SEQ ID 
NO: of 
nucleoside 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
scq uence 


Nucleotide 
location of last 
codon for last 
amino acid of 

pcpiiuc 

sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














CITYHYDHMSFHYTVVLMFSQVISI 
CWAAMGSLYAEMTENKYVCFSAL 
TILMLNGAMFFNRLSLEFLAIEYREE 
HH* 


1168 


6665 


A 


1230 


1 


211 




1169 


6666 


A 


1231 


950 


1326 


RPESQRANGVDSGPNLKTVPQPDTR 

KGSVLKWISKRGKPLAVEIEESHCLX 

CLPLRTECLGIKPMVHLFSCTRPVIV 

PSLELNYDVDSIAHMFVADLLLMIT 

LPSYDIPFYCLVFQNLLVLEFQYL 


1170 


6667 


A 


1232 


271 


927 


NQGLRHVRLCRMCLVNQMFASSIL 

GKSHHHSLVPINQGHNALWKAAGX 

PLPLKAGYC\QGFSPCHSLKYG\SW 

DEKDLTVPQRDTHKRSV\LKVELVQ 

RGKNLPVEDGGKAHCLPELPPGELE 

CPG/ILKHGLYHWSSSEMGEKPAPM 

VGG\RHV\CSNAALVIPLLPLRCLGG 

EKHKSGL\HARPVI\VPSLELNHDTD 

SFAHMFFADLLLIITLPSWYIPFC 


1171 


6668 


A 


1233 


62 


1158 


GHLCARPETSLLQVRPGPLPSSFSG 

MDVGPSSLPHLGLKLLLLLLLLPLR 

GQANTGCYGIPGMPGLPGAPG\KDG 

YDGLPGPKGEPGMPAISWIRGPKGQ 

KGEPGYLPGH S WGKMGPMGPPGDC 

QGLPGPLGDFPGVEPG * G\GRYKQKF 

QFSFSRLIRQTHQPPRTYNSLIRFNAV 

LXTNPT^IYNTCTG^FTSKVPGLYXYF 

VYHASH\TANWCVVLYRSG\AKVV 

TFCGPHVPKPISSNSGGCACLRLQV 

GRGRCGWLSXMTYYGHGWGIQGL* 

KSVFSGLPWLLPRTKGGARCGSRPT 

GPSPSPQLPAWTQPYWPVCILALDH 

SPHQMDFSPPGSPPLTHPHCTPLPM 

GSLLPLNFFRSHCLCGSWDT 


1172 


6669 


A 


1234 


2 


907 


AVAFGAKGTDPAEARSSRGIEEAGP 

RAHGRAGREPERRRSRQQRRGGLQ 

ARRSTLLKTCARARATAPGAMKM 

VAPWTRFYSNSCCLCCHVRTGTILL 

GV WYLIINAVVLVDFIECPG* SGSSI 

TFQVLELGGDFEFMDDAN/NGAFAI 

AISLLMILICAMATYGAYKQRAAWI 

IPFFCYQIFDFAL\TC*VAISGLIYANS 

IQENIRELPPKFPYRDDAMSVNP\TC 

LVFIILLFISISLTFKGYLISCVWNCY 

RYINGRNSA*CPWFMLPAMTLRCC 

YPPYDDATVNGAAKEPPPPYRVCLS 

L 


1173 


6670 


A 


1235 


966 


1564 


NDFFKTNKSSIIRNSCLTAILVFLLCC 

YDLTLTGTLF*ILTFRWL*LGLIIRLN 

\MASRSTIYVYGSQPSFLFTFENTDF 

YQLWILFLVICLPFLFKLFKTIFLWP 

KLLTLENQILHQIQCFSVVFLMSAPI 

TTVRGIHVLPVIV1LQTDLAWINQLL 

HLLFSKLGVYDDSVQDWVSLMWN 

GTHGRKCRSQFYMPIKGHL 


1174 


6671 


A 


1236 


155 


303 


AFQEGDPMFKPSRCPCPYLPKPCPS 
TCLP/SFAFRAVVTQVP*CCVCKCPG 


1175 


6672 


A 


1237 


739 


1629 


GTSQMPTSAVPSLLSPSKFARKGFS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 

For npnfiHt* 

sequence 


Nucleotide 
location of last 
codon for last 

allllliu dLIU Ul 

peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














KVLQLCLYRRIGLCPAPPPPPVPTQC 
PRPQELIGP/WRE*CPPGSFRNSPRNL 
FSFLQELPEESV 


1176 


6673 


A 


1238 


1 


554 


NFALEAKNSARAISSLVPDA\MGHF 

TEED\KATI\TSLWGKGEMWKDAGG 

ET\LGRL\LVVYP\WT\QRFFD\SFGN 

LSSASAHPWATPKVKAHG\KKVLT\ 

SLGDA\TKHL\DDLKG\TFCPSLK*TC 

TC*QACNVGS*GTFKLPGEILLVTRF 

WQSHFRQKNFTPEGCRLSWAERW 

VTWSWPVPLFLPDYH 


1177 


6674 


A 


1239 


29 


454 




1178 


6675 


A 


1240 


1 


1368 




1179 


6676 


A 


1241 


1 


1266 


LSRVAEFEHLGWSPKPPTTCTPACQ 

GLSGAAMKSLVLLLCLAQLWGCHS 

APHGPGLIYRQPNCDDPETEEAALV 

AIDYINQNLPWGYKHTLNQID\EVK 

VWPQQPSGRAVLRFEIRTPWGTTLP 

CCWDPTLVGQDASLEGSLKEHAVE 

GDCDFQLLKLDGKF\SVVYAKCD\S 

SQDSAEDV\RKVCQH\CPLLAPL\ND 

TRVVHAAKSCPGPPFNAQNNGFQF 

FSLEEISR\AQLVPLPPS\TYV\EFTVS 

G\TDLLF A * KKA TE A AKCNL S G QKS 

NMGFCKXATLSEKLGSGQRLQLTCT 

VF\QTQPVT\SQPNPEGANEAVPTPV\ 

VDP\DAPPSPPLGAPGLLPSWLTPKT 

TMVLL\AAPPGHQLHR\AHYDLCHT 

FMGVVS\LGSPFRRKCSHPRKNT/RT 

VVEA*WLGAAAGATGFLPLFRGGI 

RHFKV 


1180 


6611 


A 


1242 


1134 


1247 




1181 


6678 


A 


1243 


1330 


1517 


KLNMVFKKISHGMQLRKSYNLFYQ 
KSGKIMT*IWEIFFPEFFFIFPPTY\LF 
LKREFLLNEPS 


1182 


6679 


A 


1244 


213 


287 




1183 


6680 


C 


1245 


249 


323 


MYKLRRKLEDRNKIENENIVKSFR* 


1184 


6681 


A 


1246 


1021 


1985 


IAWAFKINWLPIIFLIFSVLFYPIFGFI 

FFYLLYFSNTCLS/FVFPFSYLKLLTI 

FSFSILFLSSNFLLSLYILPLAFCFLAC 

LFFFCFLLFRFKFIFFLPKSMFLSSNF 

PIF/CIFFFFAFPYSCLPVFHCQTFYLL 

Q1VVIL/IHSQLIFPFSSAFSKCG*QGF 

*MTQFSLRHGFQGLLITFGLISF*KIA 

FKLF*SPTTFKLNFKLFK\YLHFNLK 

ALPSLLGLNSGLL*/FLSHQFSFKYIF 

YSMKKLHLNLRHVLETVLSFPSSCY 

SSKFVHFALSFLFPSLSFFFCFLLFRF 

KFIFFL/RKSMFLSSNFPIFSILFYLPIF 

F 


1185 


6682 


A 


1248 


147 


460 


PFYKNCVSIVVVVFETGSCSVTQAG 
VQWHDFSSLRPRPPG\SSDPPTSASR 
VAGTTG\MCHHIQLIF*SFFIETGTHY 
VVQAGLKLLGSSHPPTFSLPKWLGL 
QA 


1186 


6683 


A 


1249 


168 


407 


ISHTREHSLDFFSFLFFFETESH/STR 
RLEYNGGLSAHCNLHLLGSSDLPTS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














AC*VAGTTSIWQHVQLTFVFFFFLLI 
IIF 


1187 


6684 


A 


1250 


163 


396 


TRFPILGSIA*IFFLFFFFFETESH/STR~ 

RLEYNGGFSAHCNLHLLGSSDLPTS 

AC*VAGTTSIWQHVQLTFVFFFFC 


1188 


6685 


A 


1251 


37 


698 


RSSSPALEGGKRKVDMECLGSTIGP 

GPGSGQPACPLIWLHC*NPVEQAGP 

KP/PARPARSGP/QPPPTAGPA/PVGP 

KPPPTAGPA/PVGPKPLPTAGPARS 

WRP*PSGARGIKETHTEI*VP/PQGFF 

ACLIPTAPTGPTD* * WLHLDLPTTP\ 

QPHPEAVQHTGGSCLTPYDGPPPPQ 

PISSKHPLPSYPTPSPKLPLEHPSPQIL 

GETDFSNHQILVSHSLVSV 


1189 


6686 


C 


1252 


150 


308 


MALQRTHXLLLLLLLTLLGLGLVQ 

XPMARMXCTSDSCGNTCTLRRQVA 

SDRY* 


1190 


6687 


A 


1253 


2 


470 




1191 


6688 


A 


1254 


92 


1047 


RAAWQGGAEASGPPSALRGGSALA 

AAARWGPAEEGARIPGSFFAWAAP 

AAPGAGAAAAPAPRADPGGRGLLG 

EAGRGPNYAEAGTPTLHTLPRPHLR 

PCTHTHTRTPTPPRCKAGFKRTSLR 

FLPAPHHRTREEEAGEKQNFFPLSC 

PFLRTCSEAEEPVLEEMVMGLGVLL 

LVFVLGLGLTPPTL\AQDNSR\YTHF 

LTQHHI AVKTRG RVDPL SCKTFMRSR 

G\LTSPCKDI\NTFIH\G\NKRTLKGQS 

CEN\KNGKPLTEKNLKE*SKSFLSQV 

T\TCK\LHGGSP\WPP\C\QYRATAGF 

RNVVVACENGLPVHLDQSIFRRP 


1192 


6689 


A 


1255 


199 


792 


PGSTAAADQRSRNWNPGRVRKKPD 

LEGGCGTVLSGRWRSRRNRRTSGQ 

SLVPVYIYSPEYVSMCDSLAKIPKR 

ASMVHSLIEAYALHKQMR1VKPKV 

ASMEE\MATFHTGCFICSISRRSAKR 

AMMIIRTSLEYGVRFINFPATEGIFT 

LCSS\*GGATITAAQCLIAGMCKVAI 

NWFGGWHHAKKKTCVYVALYKAF 


1193 


6690 


A 


1256 


1368 


2229 


WHPRQVLTGNDEVIGQVLSTLKSA 

DVPYTAALTAVRPSRVARDWSVEA 

GGLGRQLLQKQPVSPVIHPPESYND 

TAPRILFWAQNFSVA\YKDQWEDLT 

PLTFG VQELNLTG SF WNDSFARLS\L 

TYERIFATTAYTFSFIPAHQRYPPSAR 

HWFTMERLEVHSNGSVAYFNASQV 

TGPSIYSFHC\EYVSSLSQEG*SPRW 

ARTQPSSWQMMLAQGFPDPGFSTL 

MGEQFSYA\SDCGQASSSPGIWMGL 

LTSLFMLFIFTYGLHMILSLKTMDRF 

\DEHKGPTISLTQIV 


1194 


6691 : 


A 


1257 


2 


630 


PDSSGPHRLRENPPWCLSPA\DKTN 

VK/APAWGKVGAHAVRSMCAEAL 

ER\MVLFPPPTPKPYFPHF\DLSHG\S 

AQ V* GPRARK V ADALD/TN A V AHR 

GTD/DCPNGVVPPLSDLH\AHKL\RV 

GPGSTFKLLKATC/HCLGEPWAAHL 

P\AEFQPLAVATSSLGTKFPGFLVEA 



284 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleotide 


SEQ ID 
NO: of 
peptide 

3 C VJ U V 1 1 V-C 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 

fin nontirla 
IUI |JC|JLIUC 

sequence 


Nucleotide 
location of last 
codon for last 
aiiiiuu «iciu Kit 

peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














PLLTFQ1TFKGWKPRVGHAFFALW 
ASPQPLLPFPAPVPPWSFE 


1195 


6692 


A 


1258 


207 


591 




1196 


6693 


A 


1259 


1 


541 


WNLSASPARQHPLLPHPVSCILLKPS 

SKKCLPNLTGYYRFVSQKNMEDYL 

QALSSPH\DISLAVRKIALLLKPDKEI 

EHXQGNHMT VRTLSTFRN YTVQF */ 

HVGVEFEEDLRSV\DGRKCQGCPW 

HCNFSSQSHLLSSRAMFSTAYKIQL 

ALHIHGFCIHSFSKLQMEKYLGKIKI 

KNNNTK 


1197 


6694 


A 


1260 


214 


491 


ESHGAQIY1PHFCVPWSRWGNVRR 
CEALAVIYVTNNKIYVLSDPEISCLQ 
PTSIN*QSNLLACK*GKN/RKTGQAR 
CHACNPSTLEGRSRRIN 


1198 


6695 


C 


1261 


48 


173 


MVRKRMEMKMRKLSQLRASGQLK 
MMRMXMSIPRSRRPRGIX* 


1199 


6696 


A 


1262 


59 


306 


FGTDRTAVQTSSSQRLCLPWVAQK 
TYWLLVPSSLLKDLKEKKEVVEEA* 
NGRDAPANGNAVSVCFAPEPWQLP 
PHKIFPVLL 


1200 


6697 


A 


1263 


279 


889 


TLAVFLIPCIGSPACPTMSDAAWDT 

SSEITTKD\LKEKKEVVEEA\ENGRD 

APANGNAVEEEDGDEDEEAESATG 

KAGQPED\DEDDDVDYQGKQKTDE 

D*IRQQKRKKLNLKKKRPAHRGQC 

HPADDTRSPPPNPNHENLQQGREKR 

NQNFQGPAFFLKSTLKRKFVC1FYL 

HFIFLYILLRVSHFLMISDDQTSLPER 

SLSYF 


1201 


6698 


A 


1264 


358 


508 


DDDVDTKKQKTDEDD*TAKKRKV 

KLKKKKAAVTYSPSTSRLRYLYVFT 

FE 


1202 


6699 


B 


1265 


46 j 


386 


XIRHESGSRSHSHCSTLSSIGDVAKK 

LGEMWNNTAADDKQPYEKKAAKL 

KEKYEKDIAAYRAKGKPDAAKKG 

VVKAEKSKKKKEEEEDEEDEEDEE 

EEEDXEDDDEEEDDDDE* 


1203 


6700 


A 


1266 


263 


484 




1204 


6701 


A 


1267 


157 


886 


TWGKGDLKKPRANMSSYAFFVQTC 

RG G\HKKKHPD A S VNF S/E SF SKKC S 

ERWKTMSA*R/EKGKFEDMAKA\D 

KARYER\EMKTYIPPQRGRQKRKFK 

DS QLHPRGPP SGLL S S SC SE YRPKIKV 

GEHP\GL\SIGDVAKKLGRDVGINTA 

AD\DKQPY\ERRAAKLKEKYEKDIA 

AYRAKGKPDAAKKGWVKAEKSKK 

KKEEEEGEEDEEDEEDEEIEEXDEED 

EEDEEEDDGLMNKLGSGAVFFFSCL 


1205 


6702 


A 


1270 


2 


343 




1206 


6703 


A 


1271 


3 


647 




1207 


6704 


A 


1272 


59 


1297 


NHASVQVKLWILSRSYLQLTMEAN 

GL*PQGLPDLKNDTFL*AAWGEETD 

YTPVWCMRQAGRYLPEFRETRAAQ 

DFFSTCRSPEACCELTLQPLRRFPLD 

AAIIFSDILVVPQMFSPPPGTGQWKV 

TMVPGKGPSFPEPLREEQDLERL\RD 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=*Stop 
codon,* /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














P\EVVASE\LGYGFQAIT\LTRQ\RLA 

GTCAG*LAFAGAPMEP*MTYM\VE 

G\GGSST\MAQA\KRWLYQRPQ\ASH 

\QLLRILTD/ALWLPYLV\GQVVAGA 

\QALQLFES\HAGHFWPHSSFNKFCT 

ALTSRDVAQAK*RPRLPGSQALATR 

CPCIIFA\RDGHFAPGRSLAQAG\YE\ 

VVGLDWTVAPK\KARECVGKT\VT\ 

LQGNL\DPC\ALYA\SEEEIGQ\LVKQ 

MLDDFGPHRYAITPHLGHGLYPDMD 

PEHVGAFVDAVHKHSRLLRQN 


1208 


6705 


A 


1273 


7 


1047 




1209 


6706 


A 


1274 


7 


960 




1210 


6707 


A 


1275 


3 


53 




1211 


6708 


A 


1276 


237 


441 


AHFLHIVLVLLSCWYSV\RSRCTSQ 
QGVQSDI\LAQLLPLRQRLEGEALV 
ALGAGVERRHVRPGPRNST 


1212 


6709 


A 


1277 


94 


1003 


VRVSLSLRLECNGAILPHCNLHLPG 

SSDSPASASQVAGITGVCHHAPPIFV 

LLVETGFHHVGQAGLELLTSSDLPA 

WASQSAGITGGSH/LCLANVKYFKS 

HFKIFVIDETWFQHT*LLSLSSCD*V 

*TSI*/PQVLD*NVLCPDV/SQ*LLPW 

LIKIFLKYTLDCW*KRQAWLYWY* 

FGTELFGCP*GRQTLCFFFLRRSL/DS 

VAQAGVQ*CDLGSLQPLPPRFK*FS 

CLSFPNSWDYRCAPPLPANFCIFSRD 

/MGFAMLVRLVSELLTSGDPPASAS 

QSAGITGMSYRAWPKPYAFEVECR 

PCDN 


1213 


6710 


A 


1278 


4077 


5102 


KEASPAKRASGEGSRRLRVEAGGR 

CGKVCSGRGGGSPELRLRRQKMLR 

ASSQRNAAGHRGWRASGSRGSPTA 

AAERPKKGGGGSRAAQTASSSGTR 

RRRRRRLRESRRPRSRSGCRPPAFQ 

AAPDPPLPLPAGSHFRQATAELA/G 

RAPRRKWPKPAFAS/VGRGRGRAL 

ATFPTASED/SPRPPAAPR*HPGQGR 

GAGRRGLWEARGGAPAAFGAPQL 

ASCKGRRA/HTPSTINLFLNDPPPLP 

KH\PH*ASPPTLGIEFQHEIWRGQTS 

KLSQHPSFSLRTLLTYSSTQAAFEFL 

FCRCLPTGHVPSSLLHSAADTAVSG 

DYATEGWECHCCWGCWEAKVGV 

LLH 


1214 


6711 


A 


1279 


316 


1180 


KEASPAKRASGEGSRRLRVEAGGR 

CGKVCSGRGGGSPELRLRRQKMLR 

ASSQRNAAGHRGWRASGSRGSPTA 

AAERPKKGGGGSRAAQTASSSGTR 

RRRRRRLRESRRPRSRSGCRPPAFQ 

AAPDPPLPLPAGSHFRQATAELA/G 

RAPRRKWPKPAFAS/VGRGRGRAL 

ATFPTASED/SPRPPAAPR*HPGQGR 

GAGRRGLWEARGGAPAAFGAPQL 

ASTQAAFEFLFCRCLPTGHVPSS/TP 

PFSSRYSSFRRLCLIFRGCWTEVLNE 

GGANSDSWSLTKLESGSSECSS 


1215 


6712 


A 


1280 


2 


315 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


1216 


6713 


A 


1281 


195 


739 


KFSSRITVCHWKDVLLSGFQEPDRG 

S A MD Y VRK\ YA AIFLWTLS VF\L\H V 

LHSAPDVQDCP\EFTL\RENPFLSPAR 

VPPILQCMGLPASPRAYYPTPTKGPR 

KDGCWVPKEPSPSESPPCLW*PKIHI 

NRGPQ*MGGFPKVGEPTRACPLGS 

YLFIYPQIFKMFLPQVLSWMDWLDF 

LGIGKI 


1217 


6714 


B 


1282 


29 


200 


MSRTRLVCPSLIPFCIYVVDVGFSPG 
PQSCTSHEPKDIHAKCELAFLHHQR 
FYKNEGX* 


1218 


6715 


A 


1283 


138 


1908 


ASRTAVARWECVLQNVRREPSPSR 

AWPSQLRPIASTATKCRE\CGPGYST 

PLEAMKGPREEI\VYL\PCILPETQGT 

EGPRLSWATVDVDPKSPQYCQVIHX 

RLPMPN\LKDELHHSGW\NTC\GSCF 

G *LAPSRGTK\L VLPSFHLLFGI YVG 

GTWGSEPRAPKLAQGSLSPRDIHAK 

C\NWAFLHTSHCLASGEVMISSLGD 

VKGNGKGGFVLLDGETFEVKGTWE 

RPGGAAPLGYDFWYQPRHNVMIST 

EWAAPNVLRDGFNPADVEAGLYGS 

HLYVWDWQRIEMVQTLSLKDGLIPL 

EIRFLHNPDRCPKAFVGXCALQAPNI 

QRFLQRTRGGTLFSGRR*FQV\PPRK 

LKGW\LLPKMPGL\ITTILASPWNDG 

F\LYFS\NWLAWGP*GKYDISDPQRP 

ALTGQLFLGGSIVKEGPWQVLEDEE 

L/TSPSPEPLVVKGKRVGEGP\QMI\Q 

LSLDGKRLNNHHGRCTSALGQSSF 

YP* SQSGERLLVNAGRVE W*DNSK 

KGGA*KLNPQLSWVDFGEGAPLPK 

PLPH*ARYP\GG\DCSS\DIWILNSPPS 

HPHSLFWALHFPGGPGLSFCISLGTR 

TLGKHVPTTAKLRLWQCVES 


1219 


6716 


A 


1284 


155 


336 


HFKIINRGWAPWFMPVIPALWEAE 
GG\HLKL* * AMI VPLHSSLGDTVRLL 
KYLCIYSLIF 


1220 


6717 


B 


1285 


251 


570 


XELLVQLASLQTSFVTLDEAIKITNR 

RVNAIEHVIIPRIERTLAYIITELDER 

EREEFYRLKKIQEKKKILKEKSEKD 

LEQRRAAGEVLEPANLLAEEKDED 

LLFE* 


1221 


6718 


A 


1286 


83 


977 


HNQLTPVEEDTVESQFWSYCSLGCP 

AGDPSRKVIVRMSGKDRIEIFPSRM 

AQTIMKARLKGAQTGRNL/L*RKKS 

DALTSFDFRQILKKVIGDLKCLMG\E 

VMREAAFFTSWKPSFTAGDFQALT 

VIPKCSIKGGKLKVSE/DEGKVIVRP 

VFTFASNFEHYH*RN*PVMELTGLA 

RGGE\QLAKLKRNYAKAVELLVEL 

ASLQTSF VTLDE AIKITQQAC* MPIE 

HVIIP\RIERTLAYYSSQSWVRRERE 

EFYRLKKIQEKKKILKEKSEKDLEQ 

RRAAG\RCWS\LLIFLAEEKDRGSFL 

F 


1222 


6719 


A 


1287 


1 


3249 




1223 


6720 


A 


1288 


504 


932 


RYRCGVGSVLQAGGLILHLRKEGIL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; ^Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














HNKGKIEGMGLLEYVQGSLLQGW 

VMFVSYTAFFFSLLFLGMFLSGMV 

AQIDANWNFLDFAYHFTVFVFYFG 

AFF\MEAAATSLHDLH*NTTITGQPL 

LRDNQYNINVAASIFAFYDDS 


1224 


6721 


A 


1289 


66 


1363 


RTAVMPREDRATWKSNYFLKIIQLL 

DDYPKCFIVGADNVGSKQMQQIRM 

SLRGKAVVLMGKNTMHAQAPFEG 

TL*NNPSLWRKLLP\HIRGEFGLLFH 

PGRTLTEIVRDMFAGPIRLPTAARCW 

CQLPPCEVTVPA\QNTGLG\PEKTSF 

FPGL*VSPTK\ISQGAPIENPEVNVPA 

ESRTGDKSGKPSE\ATLL\NML\NISP 

FSLWGWSSSQVFD\NASIYKP*KCLI 

SPEETLHSR\FLGGCPQMLPSVCLQ\I 

GYPTVASVPHSIINGYKRVLALASVE 

TDYTFPLAEKVKAFLAADPSAFVAA 

APC/AVVAPPAAPAAAAAPAKVEA 

KEESEESDEDMGFAAAVLPGGTKP 

GALPPLAPGLALPRGPRCDPEAFRK 

RFRSQPRQDGGGHAELQKFTLPSLY 

FFSPKPSGCEPRANAKSSLNFVFSKY 

SLSTYYEQGL 


1225 


6722 


A 


1290 


3 


231 


CSSSTSPSSEYCPSWGTEFRSGEMGS 
K*SSL*GASSSLSPDTGRGTGSSSSSS 
GGGGPGGVLGPLGCGLGGLPLN 


1226 


6723 


A 


1291 


221 


984 


ETGLMCSSPLDGQNSV*RLTPWTLA 

PGTTAEVNQEDQKKSQIL*KKWQA 

AANSSRLVKNS*MP\T*KIQNGRMD 

KNSPTKYLLSSRDSS\THKESHKLKD 

IALILPSSSEGSISELEQLSNSLPNKEL 

MTSICDCLLATLANSESSYNCLLTC 

VRTMMFLAEHDYGLFHLKSSLRKN 

SSALHSLLKRVVSTFSKDTGELASSF 

LEFMRQILNSDTIAPVCVAALSVSM 

CSHRSAPTWFPPKGLKGARTTSRNS 

SEA 


1227 


6724 


A 


1292 


817 


1826 


SCYPFCTS*KSFHSFCHTNDTVQSFK 

SI*LKR\SDT*SANRSSNNPLITPACSS 

PVTP*APHSASEDTNLVPALSCRTFK 

AIGWRSATCKFKACMVQSTNWPRE 

SCFVFFNCK*LNPFIIKLGISSKAVTH 

FAPLSSLYKSKSSVNFTEASIAPEFSL 

SGP*SFILLISISKVVLYGQLKYKSGT 

SSLSYGSYVIGGTEAKSSAVYSTSKF 

GYLNVSRSKSAIPSSSLEICS*PSSPSP 

SSSSSPSSSSSSSSSSGILSTVRRSSSS 

SSSSSSTSTSSSSSSPSSCCSSSTSPSS 

EYCPSWGTEFRSGEMGSK* SSL*GA 

SSSLSPDTGRGTGSSSSSSGGGGPGR 

SSWSPWLWSWRASIKLIFFLPISMF 

WDSFSNLGCGLGEGGWRWEGGGG 

GRVSVMTLSLYPLDPYIASVRQLYQ 

PLSTRPSVFTFELGLKMMEVFSSYS 

RLPNLSKTGALGLPYIVEE 


1228 


6725 


A 


1293 


25 


771 


LDGPQGTSRPWGLPSLPPPRAGAGL 

SQGFGSSLRPARTPPSSGSKMSTEA 

QRVDDSPSTRA\QSSDGDQRESVQQ 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible i 
nucleotide insertion) 














EPEREQVQPKKKEGKISSKTAAKLS 

TSAKRIQKELAEITLDPPPNL*VAGP 

KGDNIYEWRSTILGPPGSVYEGGVF 

FLDITFSPDYPFKPPKWTFRTRIYHC 

NINIQGVICLDILKDNWSPALTISKV 

LLSICSLLTDCNPADPLVGSIATQYM 

TNRAEHDRM\ARQW\TKRYAT 


1229 


6726 


A 


1294 


449 


826 


QKSRRLIDDLFFFFFCETGSCSVTQA 
GVQWHNHGSLQPPPPGS\NDPPTSA 
SQVAGVSVACHHSRFVCARVCVCV 
CVCVCVCVESGLKLLGSSNSPSLAS 
QNARIIGMS*IVPKKLYFKSKVKGRI 


1230 


6727 


A 


1295 


1 


727 


NTEDQRNEEKAQREANKKIEKQLQ 

KDKQVYRATHRLLLLGAGESGKSTI 

VKQMRILHVNGFNGDEKATKVQDI 

KNNLKEAIETIVAAMSNLVPPVELA 

NPENQFRVDHILSVMNVPDFDFPPE 

FYEHAKALWEDEGVRACYERSNEY 

QLIDCAQYFLDKIDVIKQADYVPSD 

QDLLR\CRVLT\SGIF\ETKFQV\DK\V 

NFHIV*RGVGQRDERRKWIQCFND 

VTAIIFVVASSSYNMVIREDN 


1231 


6728 


A 


1296 


2 


1271 


PVRSSAPRRGHSVASAPRSGLRQVA 

GRRGAALPCSLAPGCGAAAGASPC 

PGAGRRRAAGGRCLACECTSLTCA 

GESGKSTIVKQMRILHVNGFNGEGG 

EEDPQAARSNSDGEKATKVQDIKN 

NLKEAIETIVAAMSNLVPPVELANP 

ENQFRVDYILSVMNVPDFDFPPEFY 

EHAKALWEDEGVRACYERSNEYQL 

IDCAQYFLDKIDVIKQADYVPSDQD 

LLRCRVLTSGIFETKFQVDKVNFHM 

FDVGGQRDERRKWIQCFNDVTAIIF 

VVASSSYNMVIREDNQTNRLQEAL 

NLFKSIWNNRWLR\TISVILFLNKQ\ 

DLLAEKVLAGKSKIE\DYFPE\FAR\Y 

TTPE\DATPEP\GEDP\R*TRAK\YFIR\ 

DEFLRISTASGDGGHYCYPHFTCAV 

DTENIRRVFNDCRDIIQRMHLRQYE 

LL 


1232 


6729 


A 


1297 


235 


1571 


GRPRPPPPQPGRAPPPPPPRMGCLG 

NSKTEDQRNEEKAQREANKKIEKQ 

LQKDKQVYRATHRLLLLGAGESGK 

STIVKQMRILHVNGFNGEGGEEDPQ 

AARSNSDGSEKATKVQDIKNNLKE 

AIETIVAAMSNLVPPVELANPENQF 

RVDYILSVMNVPDFDFPPEFYEHAK 

VLWEDEGVRACY\ERSN\EYQLIDC 

AQYFL\DK\IDVIKQAD\YVPSDQDL 

LR/CARVLTS\GIF\ETKFQVDKVNF\ 

HMF\DVGGQ\RDERRKWIQCF\NDV 

T\AIIFVVGSSSYN\MVIREDTGHNGL 

AGRL*TSPKGIWDNRWAAAPSLVIL 

FLTKQ/EILLA*ESPLAGNSK\IKDYF 

PE\FAR\YTTPEGCYSRRPGEGPHGV 

YRGQVTPFEDEFLRSSNCPVEDGRH 

YCYPHF\TCAVDTENI\RRVFNGLAV 

DIHFSGMHLSFSYGAGFKEGEPPKF 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *«=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














NLKA 


1233 


6730 


A 


1298 


176 


505 


ILKFPWIDIFLYSFNLVFLIFETRPHFI 
L SPRLEC SGMTS AHCNLCLPC S SDP 
PTSAS*VAGTTGTQHHAWLI*LFGE 
RELHHVTQAGLKLLS\*VILSPQPPK 
VLGLQA 


1234 


6731 


A 


1299 


310 


326 


SQHFGKLRRVHSLNSGVQDQPGQH 

EETSSLLKIQVQLARHGCVCLWAQL 

LRRLGWEDHLNLGGRGCNEPRWC 

HCTPA*VTE*DSISKNNNNN*QAGV 

QWHHLGSLQPLPPRFK 


1235 


6732 


B 


1300 


99 


430 


XVITQRELVSRQVSNDLTEQAATFG 
LILDDVSLTYLTFGKEFTEAVEAKQ 
VAQQEAERARFVKEKAEQQKKAE 
QQKKVEQQKKAAVISAEGDSKATE 
LI AN SL AHRG GPP * 


1236 


6733 


A 


1301 


64 


967 


NFRVEAGVRGVQQKETCAFKVLESI 

GKLG\LALSVAGGAENSALYNVDA 

GHRAVIFDPIPGQK*QDIVVGEGTHF 

\LIP\WVQKPQLSNDCRSRPRNCCQS 

ITGSK\DLQNV\NITLRHPSSGPVRQP 

SFPRIFTSIGEDYYDERVLAVPSQLEN 

LKSVVAPFDAG\ELITQR\ELVSRQV\ 

SDDL\TERA\ATFGLILDDVSLTHLTF 

GKL\LTEAV\EAKQVAQQGKQRRAR 

FV/VLEKAEQQKKAAIISAEGDSKA 

AELIANSLATAGDGLIELRKLEAAE 

DIAYQLSRSRNITYLPAGQSVLLQLP 

Q 


1237 


6734 


A 


1302 


424 


598 




1238 


6735 


A 


1303 


3 ! 


371 




1239 


6736 


A 


1304 


1 


1596 




1240 


6737 


A 


1305 


2 


556 


WDMMYVTRFASFLRNVLPSFISDW 

LYVQKMNTWFKHENYGLMPLNGY 

LKMEIFFIQKRGALI* *IYLSIKPSVK 

EFTETSAVFEDGTMFEAIDSVIFATG 

YDYSYPFLDETIMKSRNNEVTLFKG 

IFPPLMEKPTLAVIGLVQSLGAAIPT 

ADLQAWWAAKVFASRWAILSFIHFI 

NEHLLNTCY 


1241 


6738 


A 


1306 


955 


1187 


IFFFFFFKMESCPFAQAGVQWCDLG 
SLQALPPGFTPFSCLSLLSSWDYRRP 
PPHLANFL YF* *T WFTVLARMVSI 
S 


1242 


6739 


A 


1307 


6345 


9041 




1243 


6740 


A 


1308 


236 


437 


LLTLRWSHSSHVLLKTRGQPRRSG 
WCL*SH/HFGRPRRADHLRSGVQDQ 
PGQHSE1VSTKNTKIGWAWWQVPV 
IPAT*E 


1244 


6741 


C 


1309 


182 


433 i 


MHLDLFLNKTLPQIRGVESEQSSRL 
HPLPDPRGDRHRMADNLPMEIHGS 
SATSSGKPSDFNQAAVDGAGERGG 
KEVLGGTLDVL* 


1245 


6742 


C 


1310 


72 


254 : 


MVSTQLRQASDPRTTIGRERFELLL 
RRVDKLMSPRLPTGTLNPHHFWTL 
SIPQVGRCNAP* 


1246 


6743 


A 


1311 


225 


735 


GELRVNSLHVSTHFQIPEETDIGWL 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 














VSPGQGPARPFEDIQLWPPGSLMAA 

EPTDQSLEESH*DRWITTFFTFAR\Q 

EGRK\D*PQRSNEFKE\LVTQQLPHL\ 

LKDVGSLDRKN*GAWDVNQDFGG 

SRFN\EY\WRLIGGAWPKEIRKEEKT 

LKIQERSKAAWLEDGVGQGRT 


1247 


6744 


A 


1312 


165 


629 


TGEMLIRKHCLYIVCKLSLLFIFRDM 

SCSVAQ\AGMQWHATNAVDGD*LT 

ASLKLLGSSNPPPCNPKRAGIIGMH 

QHIQLIFCWSFF*KQAFLRITKALRN 

FKKI*FQNTLVTGKY*HCSLTFFFCH 

FNENRILHLLAQMAKQDSGLLRLV 

A WE A 


1248 


6745 


A 


1313 


76 


523 


ELGRNLWNASQGRGLEWVSNRKF 

WAVYAYITFLSHPERVVNKHNCPL 

FE*KGECWEW*EARAQT\DRVQKQ 

MWLLRIQTSFSSRKETQSLRVTFWR 

YPVSPSPISMR*MSPGNSYRTLYKR 

NVPLKAHFPTAVLAVVPPAVTNQG 

KEQG 


1249 


6746 


A 


1314 


55 


391 




1250 


6747 


A 


1315 


996 


1334 


WASVGLSGPRSPPSSRPQ*ARPRPG 
APASLRQADLGRGWRDRLGAPRPR 
PPRTGGWRSCCRGRGPGSRPRGAR 
AGLGPGAPGGWRRSRRSWTRARA 
ATRPRA A ARG SRTPRG 


1251 


6748 


A 


1316 


1 


993 




1252 


6749 


A 


1317 


72 


496 


PPWARGSARRPPAWRTVRMPSCHP 

RMFGAPQKTFLRVSVWSRCRPWGI 

VMRMM*PMRGQVRRHNSCMAPKT 

EE*NPTVSATFCCCSFVSCSWPPVTR 

YSSILFTAAM 


1253 


6750 


C 


1318 


202 


378 


MTPYLTLFLSPLPPKGEIWGLLLFLT 
PLGFLLPSLPLLLPCPAPAGVRRQW 
DGPTEGA* 


1254 


6751 


A 


1319 


1 


1541 




1255 


6752 


A 


1320 


9 


345 


YLSEVGVSVGIVIRPRQWIRRPEGDP 
FHGGRLKMDPLRAQQLAAELEVEM 
MA\DMYNRMTSACHRKCVPPPF\KE 
AELSKG ES VCLDXRC VSK YL\DIHG A 
*WGKKFDRVVLLQG 


1256 


6753 


A 


1321 


199 


985 


VRGSGADPGGRLCSASVRRGGPLE 

GAFNSRTRQATMTENSTSAPAAK\P 

KRAK\ASK\KSTDHPQVFQT*IVACN 

SSPRRTGAGS\SRQSIQ\KYIKSHYKV 

G*ERLTSQI\KLSIKRL\VTTGVPSRQ 

TK\GVGASGSFRL\AKSDEPKKSVAF 

KKTKKEIKKVATPKKASKP\KKAAS 

KAPNPRNPKSSPVKKA\KKKLAAPG 

PKKANNKPKT VKAKPG KAFKAH WR 

PYLV*PKCKCPVAKEGRARRKLTMI 

VFFLRDTPSWSPIFCK 


1257 


6754 


A 


1322 


3 


129 




1258 


6755 


A 


1323 


376 


545 


NILHRLFTFREKTSYAPFVVRRFHSK 
GRHTPFPALKWEWVWRKKGPGEG 
DSDMALSYPSPPPPPPPPMVMG*/SP 
PSH * PLLLCRRVKKEGF 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 


Nucleotide 
location of last 
codon for last 
amino acid of 

|JC|JLJUC 

sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


1259 


6756 


A 


1324 


14 


262 


FQTQTKYQAPLHPAPGHRPTPLPPP 
PPASHCHLFLWSVCKRSNKPQAPFI 
SP\PPSNPLPEPGPCSSLCQPWGRTG 
EGLAPPD 


1260 


6757 


A 


1325 


234 


275 




1261 


6758 


A 


1326 


52 


454 


SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


1262 


6759 


A 


1327 


3 


616 


PTLLVPTDSERTHPWLLSPADKDQR 

QGP A WG * G * G SHPPSN V AKTLER\M 

VLFPPPTPKPYFP\HFDL\SHG\SAQV\ 

KGHGK\KVADALTNAVAHV\DDMP 

NALSA\LSDLHAHKL\RV\DPFNFKL 

L\SHCLLG*PWAAHLPRPSFTPCGCK 

ASL\DKFPGLFVEAPLLEPSKLPLKL 

GSLRLAMLLCPFGPFPQPLLPFPAPV 

PPWSLK 


1263 


6760 


A 


1333 


732 


1634 


RRFWQVENHE1LTEQAFVGQKPIFR/ 

MKSLKEKLKTLATKRKPKNIGD1LT 

KRKNNRTGSEAGEPQRWKPRRCPI 

RRAQEKNSQRPRKRREGKVPIWRK 

KPLKTGRDRSW*P*KLLALCPSTVG 

IRSRAG 


1264 


6761 


A 


1334 


1 


531 


FFFLHVVAHLIFTATQMGSNILITVL 

QMRSPRPRRVEYLAQDHTPFATPHS 

KSHRQLRLSTSMMVTYHLPLQTISS ! 

LVPYSQWGHLQSPGPKLGNRKPFL 

TPPSPSPTPSKWNPXSPGTMYFFRVLI 

QSPLSSPRPRC*PIVRCPAAAPGSSLP 

STLFAGPSPPFPASYTLRLRCAF 


1265 


6762 


A 


1335 


130 


361 


GACCPLSPGGESGT*C/SPRGPRKPS 
GPSPKAKCS*QSTGCGQCASSPPSPS 
PGRAPCDSPILACDLGQGGFLQLHT 
H 


1266 


6763 


A 


1336 


144 


224 




1267 


6764 


A 


1337 


1111 


1200 


PGVVTLGGGACSEPRCATALQPGR 

ESETLP*TLHSHNQQSKPLPPICYPIS 

VNGNFILLVAQVKKPCKAGCGGPR 

L* SQHFGRPRQ ADHLRPEVQDQTG 

QHGKTASL/LKNTKISQVS/WTLGG 

GACSEPRCATALQPGRESETLP 


1268 


6765 


A 


1338 


344 


512 


ETLYTME*YTAIEKNEIMSFAGTWL 

ELEA\VIL\SNLV*EQKTKMLPCSPL 

MGWELK 


1269 


6766 


A 


1339 


274 


393 




1270 


6767 


A 


1340 


1 


561 


VRSAVGGTGMSSGASRKSWDPGKP 

WPPDWPITGRKXMKWLWAALLVHI 

SCQNPMPKW* QA V *NKSRSPELR\Q 

QTEWQ\SGQ\RWEL\ALGRF\WDYL 

RWVQTLSEQVQEELL\SSQVTQ\ELR 

ALM\DETMKE\LKAYKSELEEQLTP 

V\AEETRAR\LVK\EPQAAQARLGAD 

MEDVRDRLVHYMFDV*AII 


1271 


6768 


A 


1341 


1 


746 


MAAAGAFRLRRAASALLLRSPRLP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














ARSCRPRPDS1TRSPPDVRLPLEKQL 

KNAINQRGTKGPYIRYYPEVVDHY 

ENPRNVGSLDKTSKNVGT\GLVGAP 

ACGDVMKLQI\QVG*KRGRFVGC*G 

FKTFSAVGSAI\ASSSLSHLNGVKGK 

T\VEEALTIKNTD\IA\KELCLSFPWK 

LALAPMLGLKVAFKAALADYKIET 

RTQKKGEAEKKWSPPLGEASSRPTP 

AVPQPAVPVTLDVSGSRLPSPTEGA 

L 


1272 


6769 


A 


1342 


160 


381 


SWGLDSALGVSDTTHHPKVVGRAK 
HRGFLKWLPPPPGPPLGKRNCQPYP 
NP\QLPESGPPQQYFYLKCCPFYEL 


1273 


6770 


A 


1343 


653 


814 


WDSTPLPSSFTDWMLWPEKRQVGA 
CSHPTPNFL/C*GKLN1SPNSPCQPKV 
LDLT 


1274 


6771 


A 


1344 


954 


1245 


DLSLTTSRQRKHEFKEVJLPNYTHD 
KLYLINSNHPTKMCP*NQVLKKLIIK 
ITQQWYTGAMIHAYNPSTLGGRWG 
WIT*SQELETTLPHIRGTLIHKI 


1275 


6772 


C 


1345 


155 


431 


MRERGLGPLGVFRSDAGLKSLPEG 
RRESGALEECVIHTQRVCDWKVPE 
HPLAPLLLVSVAVLRILAKPLPTQR 
DLFLLLSRSSLFNQHFPLC* 


1276 


6773 


A 


1346 


2 


70 




1277 


6774 


A 


1347 


1 


271 


LFF*TESCSVTRLQCSGMISAHCNLH 
LPGSSNSPASASRVAGTTGARHHAQ 
LIF/VVFLVETGFHHVGQDGLDLL/N 
LVICPPRPPKVL*LQA 


1278 


6775 


A 


1348 


117 


229 


KKTMFRQKLF YKRKQLQKG PRP * G 
SAKKKLCFGKSYFIRGSSFRKGQGH 
EERGLKYKKKTGEGV 


1279 


6776 


A 


1349 


255 


381 


IHFSINSQLFSPSSPPNKKG*FPKVT* 
KR/P*NGPRYIPQRFP 


1280 


6777 


A 


1350 


72 


577 


TTGVRGALQREGGSLPTQPQGERA 

LGGRRRNQPAGDPGFA\G*RGA*WP 

TGCKQGRGGSPSPQPLGSGGRXQNL 

ARLKPPRPPP/PQGEGDKGRPRQQG 

PSWRSKSSPPPILPTSYPGGDKGVVP 

KHKLEAVNSVRARSSVSRNKCWSN 

RMDIALRCPVTVAHELTYSDAL 


1281 


6778 


A 


1351 


160 


336 




1282 


6779 


A 


1352 


1625 


1920 


LSFPAKKGNDCLPHVPGLSFKGRVP 
ESRQEFCETQESSLENPRLCIPV/CHP 
WAPWRWEPGETAEPPVLRRKEAF* 
PGPPCPPPNRVSETREAVLLQPRI 


1283 


6780 


A 


1353 


9 


249 


KVHTKPRTSSICRSHIGFCLFF*ETES 
CSVTPPGVQWCNLG\SLQTP\PPG\SS 
DSPASAS*VAGTTGMHHRAQLII*\F 
YVFTGFFWQ*QLSDGILTH 


1284 


6781 


A 


1354 


426 


744 


DNLLKSFHLIISINCLFFCFFFL*TESC 

SV\SRLKCSGAILAHCNLCLLGSSDS 

HISASLVAYRCLPPCQANCFFSFLAE 

TGFHHVVGQAGLELKIQKLAECSG 

MRQ 


1285 


6782 


A 


1355 


184 


422 


GYIQGSPALVSTHGGHAV*PPTQSK 
PTEHAHP\LQPRRWARTRVGEGIPC 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *HStop 
codon; /—possible nucleotide deletion; \— possible 
nucleotide insertion) 














AHPSPSCSPRPLATQKRJFQANRRGR 
LEGLC 


1286 


6783 


A 


1356 


3 


1221 


HFIYLFIFIFLRQSLALPLRPECSGAIS 

AHY/RHLCLPGSSDPPN\SASRVPGT 

TGMPRCTWLIFVFLVEMGFHHVGQ 

AGLKLLTSGDPPALASQNGGITSVS 

HRVQPKNFFE*SRYYYLNFKGN*DS 

KRLKK*KIRQLEN/RRNMIQILLLFF* 

L*NSCSRMKDNS*AREKYLQHILRG 

LRFLTCKDSTKLDLKATNRNTTLE* 

MENMMKQFTEEKIQMPNKDLKRC * 

TSLGVREMQIEV1RYYFSRSS*QKFK 

RVV/IIPGQLQRKCQF/PCTW*KSKPL 

KRFSEEI*YNINQIHLFEAGSCCVVQ 

DRVQ*YHHSSL*PQPPRIKQSFHLSL 

PTSWDYWHMPP/HPS*FCVCLFCFF 

SRDEVSPGCSSWS*TPELKLSSHLNL 

PKCRDARPEPPCVAQYDINQNCKK 

HVLS 


1287 


6784 


A 


1357 


703 


918 


TREVEVAVSRDHATALQPGQQRQD 

SVSKKKKKGRVQWLAPVIPSTLGD 

QGGWIT*GQEFETSLTNKVKPHLY 


1288 


6785 


A 


1358 


273 


561 


DRQAEKKRNIL* *NEI VLDLPR* PHT 
AS*ISSTT**FENTALRPGVVAHACN 
PSTLGGGA/GQIT*GQEF\ETSLANV 
VKPISTKNIKINWEWWCRL 


1289 


6786 


A 


1359 


375 


663 


LITKQLGLGVVAHVCIPQHFGRPRW 
ADHLSP\GVQDQPGQ\QGETQSPQK 
NTK1SQVWWHVPEVLAP*KAEAKG 
LLEPGRQRLPPTLHSRLGGSETL 


1290 


6787 


C 


1363 


79 


153 


MPDMIRQHSSCLIKRVYLTRWFGR* 


1291 


6788 


A 


1364 


4776 


9134 


WLHDSVNILKNIEHFFFFFFWRQSL 

APSSRLECSGAISAHCNLHLPGSSDS 

PASASQVAGITGAHHHAQLIFVFLV 

ETSSHHVGQASLKLLTSSDPLALAS 

QNAGITGMSHHTWPNH*IEHF*WV 

NCMVWEHYLNKAILKFYKEIKSRR 

DPTPKAYLIWGR*C*/TVL*NKEQVT 

DTKFLT*LFKGVGRM*KFTVPAPEV 

VRVS* L YLA * DKCL VIIV AMLMDRN 

VIFLKGPLMGFVG*LCSGFQGKEWF 

LFES YPSLPTSPTTLSP ALPK YFL * VN 

VTKANNFLQ*SIPFYIMVLTFPST*S 

QYTNFFFFSF/HFFFFFF/CFFETESHS 

VTQAGVQW*DLGSL*PLPPRFQ*FS 

CLSLLSSWDYRHAPLRPANFCIF**R 

/SGVSPCWPGWS*TPDLK 


1292 


6789 


A 


1365 


3 


287 




1293 


6790 


A 


1366 


75 


301 


AHKKLRAAPLAPMTGTH*K\VFVK 
AGDKVKAGN\PSWVMFPMKMEHTI 
KSPKDGTVKKVFYREGAQANRHHS 
FSRV 


1294 


6791 


C 


1367 


155 


377 


MKASSFKKLQKFYIDPYKLLPLQRF 
LPRPPGEKGPPRGGGRGGRGGGRG 
GGGRGGGRGGGFXXXXXXXXXGF 
RG* 


1295 


6792 


A 


1368 


363 


423 


SIKGTENGFLIVL*PKSQV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence < X=Unknown; **=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 


1296 


6793 


A 


1369 


157 


723 


KTLWRYGNRG/GFQRGGST/RAGGC 

/GAQGQGPEGHVAPY*GE\FLHPCE 

DDIVCKCTTDENKVP\YFNAPVY*E 

TKEQMGKVDAIFGQLRDFYFSVKW 

SENMRLSSFKKLQKFYIDPYKLLPL 

QRFLP\RSPGEKGPPK\SGGRGGRGG 

GRGGGGRGGGRGGGFRGGRGRYEG 

GGFRGGRGGGFRGRRTLSETC 


1297 


6794 


A 


1370 


1 


810 


ASPPLVCTHARSFSVLAPLFLHFPLL 

PDRRSRSFRAVHFWGPRSSPPHAAV 

RLREARRGRDRREKAESPTGEKSTS 

PSSSRRQRGPPTKVRRPPAPFTMQP 

ASAKWYVDRRDYVLKWEFVFLNTL 

RDV\NVNF\EKSKTYNFSCLGG\SDN 

F*GILNEIDLFH\CID\PNDSKHKRT\D 

RSIL\CCLRKRRIWASSWPKGLTK\E 

RGKGLIWV\SVDFN\NW\KDWEDDS 

DEDM SNFDRFSE\MMNNMGGD\E V 

VDYPEVDGVADDDSQDSDDEKMPD 

LE 


1298 


6795 


A 


1371 


1 


588 




1299 


6796 


A 


1372 


179 


989 


KWRNQSWRWPKPGTNWMLSCSVC 

WRRVTWTGSVWMRKLGKHPQTPT 

/IKDCSIAATGKRPSARFPHQRRKKR 

REMDDGLAEGGPQRSNTYVIKLFD 

RSVDLAQFSENTPLYPICRAWMRNS 

PSVRDAECSPSS\PLPPLPEDEEG\SE 

VTOSKSR*CVQACPPTHTPGGQPKN 

ACR\SRIP\SPLAALRMQGTP*RWSPF 

EPEPSPSTLIYRNMQRWKRIRQR\W 

RPPACLPLVGPFATAESPLCLSRWK 

EASHRNQLRYSESMKILREMYERQ 


1300 


6797 


A 


1373 


245 


336 


HIPSQGQDGK*VKNRARKIVSYSRG 
GWHSG 


1301 


6798 


A 


1374 


127 


872 


EATGQTVGTVPSSLSRPRPPLHSSSG 

GVRIQTLFATSRPLDKTASIFLVLSN 

ACIF*KILIA*KEIQDS*SHH\*K*LLLI 

RLDFLSSFFPP*LIN*FFFFPGNSLVH 

RLFFFFNLGMVAHTYNPSTLGGQSG 

RIA*A*EFKASLGNLVGPHFFFLGGG 

VGYKSPFIKPILNKKKTKSLQKKKR 

YRKRIPLLHMVPKREKNKGDNRQH 

AQQIKASFSYFFNVQNTSKGYTYLK 

QELSDAGHAGPGKPFQ 


1302 


6799 


A 


1375 


37 


80 




1303 


6800 


A 


1376 


1452 


1700 




1304 


6801 


A 


1377 


316 


373 




1305 


6802 


A 


1378 


144 


356 


FQFRLTSLRNSTDVHRCPQLPPPPPXS 

PPPYPGPWGMGCGRFPKGQQGPRP 

PRLSGLG*FLSFFALGFSDG 


1306 


6803 


A 


1379 


860 


924 




1307 


6804 


A 


1380 


263 


616 


TTCFSFESRASCHFHVASAVSPPTPL 

CSPATLMAQDKAGKPSPRK/PSLAP 

EKPLSPLPSPQ*RHSPKPKAPHVESP 

SGPSPTRAKKRV*FSSPPSLWGQEPR 

GHAECPLPYLGEGAPA 


1308 


6805 


A 


1381 


152 


272 


YSVLKFNYEILKNCFSFFV*VSEPFF 



295 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














KT1ILVYFTLTEKL 


1309 


6806 


C 


1382 


71 


316 


MCHHSQLTFLYFVKTKSHCVAQAG 
LELLASSDPLDSTSQSVGITGMSHH 
TQPLILFFNFSVSVKYTK1MVLKNGF 
RNSYKK* 


1310 


6807 


B 


1383 


165 


520 


XNLKLLDNWDSVTSTFSKLREQLG 

PVTQEFWDNLEKETEGLRQEMSKD 

LEEVKAKVQPYLDDFQKKWQEEM 

ELYRQKVEPLRAELQEGARQKLLP 

VLESFKVSFLSALEEYTKKLNTQ* 


1311 


6808 


A 


1384 


3 


558 




1312 


6809 


A 


1385 


3 


118 




1313 


6810 


B 


1386 


28 


384 


MKAAVLTLAVLFLTGSQARHFWQ 
QDEPPQSPWDRVKDLATVYVDVLK 
DSGKDSVTSTFSKLREQLGPVTQEF 
WDNLEKETEGLRQEMSKDLEEVKA 

KVQPYLDDFQKKWQEEMELYRQK 

* 


1314 


6811 


A 


1387 


2 


1093 


GGASCCLPRSLWLPSSRFRPCPRPG 

LWVPEVFSRSVPFSSPGCNEWGSTG 

LLHAEGTPLSQALLLLQVPHGPFRM 

KA A VLTL A VLFSDG * ARRRHF WQG 

G*SPPRAAWDRV\K\DLATRVPWTV 

LKEQRTETYVSQFEG\SALGK\QLNL 

KAPLTTGDSVDLPPFS\KLREQF\GP 

C*PRDFLGINLGKRETEGP*GKGR*G 

KDLWKEVKAKVAALTLDDFQERS 

WQEEIGAFTRQKV\EPLARKNFQEG\ 

ARPESLHELARRSLSPLGEEMRDRA 

RA\HVDALRT\HLAPYSDELRQRLG 

AR\LGALRENGGARMGQYHA\QAT 

EHLSTLSEKAKPALEDLRQGLLPVL 

ESFKVSFLSALEEYTKKLNTQ 


1315 


6812 


A 


1388 


1 


2076 




1316 


6813 


B 


1389 


560 


752 


XSVAAVTALNSESNFARAYAQGISR 
TKYWELIYEDSMDLIAKLPCVAAKI 
YRNLYREGSVTRGH* 


1317 


6814 


A 


1391 


1031 


1407 


CVGGRAQVEKEGAALRLRPATVPR 

ALMSLSSLVKPETA/ALCGTEMQDF 

FTPLLCDFKS\PGISFCKGT*MCLRSC 

* HN VRRWR/DQPTP VSTVTP VPTLT 

CVPSPIIFPVPERXGAGCLHLCLKFM 

VH 


1318 


6815 


B 


1392 


97 


880 


MAPRTVLLLLSAALALTETWAGSH 

SMRYFYTSVSRPGRGEPRFISVGYV 

DDTQFVRFDSDAASPREEPRAPWIE 

QEGPEYWDRNTQICKTNTQTDRES 

LRTAARLLQPERGRTMYGCDVGPD 

GRLLRGHNQFAYDGKDYIALNEDL 

SSWTAADTAAQITQRKWEAARVAE 

QLRTYLEGTCVEWLRRYLENGKET 

LQRADPPKTHVTHHPISDHEATLRC 

WALGFYPAGDHTDLAAGMPRTKL 

RNTELVETRPAGR* 


1319 


6816 


A 


1401 


1380 


2180 


EIQSEWNLQDL\ELQLEERLAGAWE 
E/L SFRA VRMP SP\FRS S ALMG\MCG 
SRSADN\LSWPFFH*NVMEPVTELM 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














QEQSYLKSELGLGLGEMGFEIPPGE 

SS\ESV\FSRAQQDSFCECSGPSNATR 

KMGVPSXTASVGKSKTPLVARKKVF 

RASVALTPTAPSR\TGSVQTP\PDL\E 

S SE\E VD A A\EG SPRKL * GPKSESE V/ 

EKEGHGKLPS\MPAAEEMHKN\VEA 

RLSLQQVIR\EIKESIVGEIR\REIGKL 

DFWAAVSS\SKASNSR\QDYH 


1320 


6817 


A 


1402 


119 


301 


INDKRKKKRPARPGAGGLHLQLCL 

SQPPQPRGHPAPIPTGQAGPRDSGP 

GASP*/GRDPPSD*WTPADLGSDPW 

AGPLPTPQEP*GSRWPSSATVSLSAS 

TATGTPCTYSHGTGWTQRLWTRGL 

PLSRDPPSD 


1321 


6818 


A 


1403 


1451 


2495 
♦ 


RGLAGNFEDRKSAHYVFQTFRGGE 

RRSLELEAHLEGWSLGLRFLLGPLK 

GPPA\QGHFHPSLPISSWRGAGVPHS 

R/SPFPTLGIPG*1FPPKPGRRPRGPPR 

KEDLGPGMVG/RPSGPLPQLPSAVL 

SADPAGPRPHVPFCEP/SPSHGVRAS 

PGSKWVEEEIGGEEGRQ/PKCRQAF 

QEAWLMQG/GARGQGLPGS/GCWR 

INKPSKPSKRGGKGLTCQTFSTN1C* 

SPPLMPRSLP\GPSFILHLISSQQP*SG 

LLFIDPIPPEKGRGGLSERWGRAFG 

DSVACSFQKPTPGPWEVFEQDAWP \ 

NPWP/QGPPPENFPKGNPSHSRNIHK 

GDEQSPVRTKTEPTPWGGKHSQFA 

SR 


1322 


6819 


A 


1404 


3222 


5798 


PLLTPLVSKVTAAGVPLFFFFFFFF* 

DIVSLCHPGWSAVV*P*LTAASNS*\ 

VKQSSHLSLPSSWDNRYAPPRPANY 

FYYFYFL*RLDLALFPKLLLNCWAQ 

VILPSQPPKVLGL*AQSSEGGIHSGL 

SLPSPCFLLCNPI 


1323 


6820 


A 


1405 


38 


402 




1324 


6821 


A 


1406 


2 


380 




1325 


6822 


A 


1407 


1 


477 




1326 


6823 


A 


1408 


1 


1104 




1327 


6824 


A 


1409 


524 


1584 


IVKMEKYSIMKSMNMHLTERKKDH 

FRNDTNTQSFYREKWIYVHKESTKE 

RHGYCTLGEAFNRLDFSSAIQDIRTF 

\NYVVKLLQLIAKSQLTSLSGVA\QK 

NYFNILDK1VQKVLDDLHISLLFKDL 

PQVLSSNLCTXLIRGVGKSVLVGNIN 

IWICRLETILAW\QQQLQGLQMD*G 

K*TMGLTL\SDLPLAHGWNNILLPV 

FQDGWGHSFTFRPR*PPRLYMAVG 

EDRQLW\KKL\CQYHF\AEKQFCR\H 

LILSEKGHS^/EWEVGCNFATFRKH 

YPAKEQYGRQHCIFCRHCSILFWKD 

SGHP\CTAADPDSCFTP\YSSQQFIAL 

FQVLRACPLPIPYWRFVNPCCPVQG 

LIVSVL 


1328 


6825 


A 


1411 


588 


855 


VLLSSYLTQYSLVFICWLFICLFICIFI 
FMYVTM*IWFAVVFVWNLVFPYKV 
VK/TP WRSRIH VHCL YF* *NYSPYAF 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














LYSA*CYSLCVH 


1329 


6826 


A 


1415 


277 


509 


YMLSCHHTFVQTHRMYNTKHEP*C 
KLWTLC*DNLSM*VHQL*KFPTLVG 
DVDS/ERRLCMYGDRGYMGNLYIL 
LSILL 


1330 


6827 


A 


1417 


15717 


16041 




1331 


6828 


A 


1418 


41 


544 


TKLVMMQKLLKCSRLVLALALILV 

LESSVQGYP\TRKPRHQWVRCNPDS 

SSAHCLEEKGHMFELLPGESNKIPR 

L\RTDLFPKTRIQ\DLN\RIFPLSEDYS 

GSGFGSGSGSG\SGS\GSWFLTGNGN 

RNYQL\VDE\SDAFQ*QPLGSLDRNL 

P\SDSQDLGQHGLEEDSMV 


1332 


6829 


A 


1419 


168 


467 




1333 


6830 


A 


1420 


2 


196 


ASTRSRRSGSRGLTRRAAFGVRAGE 

GWVCGGPAGSRRRRKLPLTGPGSG 

SFQCRSRGGRGSVNMGKGDPNKPR 

GKMSSYAFF\VQTCREEHKKK\HPD 

FSVNF\AEF\SKKCSER\WKTMSCKG 

RSSKF*RIWAKS*QSFAIDR\EMENL 

RFLPKGDKKGKKKDPN\AP\KRPPS 

AFFLFCSEHRPKIKMEHPGLSIGDTA 

KKLGEMWSEQSAKDKQPYEQKAA 

KLK\EKYE\KDIAAYRAKGKSEAGK 

KGP\SRPTG\SKKKNPPRSWRGWEG 

*EA**DPASGIWGAGRRGLGLWRA 

GGQSEEAETAPDRARFWEFSMSVT 

RWTRICQHG 


1334 


6831 


A 


1421 


3 


107 




1335 


6832 


A 


1422 


450 


851 


KTEFTQNYFWKSCTGVDGFFFSILF 

CLFV*DGVLLCHPGWECSGCDLHS 

LATSASQVQAILVPHQPSK*AWDYR 

RAPPQLG*YLYC\CRDRVFTMFVPG 

LSNFW\PHVI\HLPQ\PPKVLRIIGREP 

TCAPASMAF 


1336 


6833 


A 


1423 


6 


461 


AEMTPLHSSVGSRVRLHLKKKNYI 

KKPRKALFISIFGIIFFHLIYVSTYIYL 

STFSFTSLILMEFILCVV*VLHLQLK 

NAILMAYWY/TFILITWLPSSEEDLK 

VL*LFMPKNELIFSKCFHFLFIVPKFT 

LLDHLAFLRLKLAFWRLGWHST 


1337 


6834 


A 


1424 


222 


350 


GAHTWTGISQAALQPTAPGRLSRTL 
LFLC*KCGEICNLLSGC 


1338 


6835 


A 


1425 


198 


385 




1339 ; 


6836 


C 


1426 


207 


385 


MFFYKLAQMXQISVSTLKFKLVLFV 
PTGXQVNGGEPSTLYGRWGRXGSA 
PSWRYQPFCP* 


1340 


6837 


A 


1427 


327 


516 




1341 


6838 


A 


1428 


58 


255 


FSPDFYRGYIYFYHYFGFEKFFFTPS 
NFFISQSR*FFCVKMFSFFNLRFKIPL 
PNHVDFALCFFVV 


1342 


6839 


B 


1429 - 


242 


509 


MRPRKAFLLLLLLGLVQLLAVAGA 
EGPDEDSSNRENAIEDEEEEEEEDD 
DXGENDLEVKEENGVLVLNDANFD 
NFVADKDMDTARDLPPX* 


1343 


6840 


A 


1430 


338 


511 


NSFSKSKTPCVAHGRGVHAEAGNK 
RQYLGFLFFFF*FFILWCFTSCSEY 
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SEQ ID 
NO: of 
nucleoside 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


1344 


6841 


A 


1431 


2 


454 




1345 


6842 


A 


1432 


671 


955 


FFFF*IFTLGCFTSCSEY*ITMNDVK* 
FSPEFLPEGYLLFLSLFGV*KIFFYTL 
LISLFLKAD/RFFCVKMFSFFNLRFKI 
PLPNHADFALCFFVV 


1346 


6843 


B 


1433 


46 


3152 


MRPRXAFLLLLLLGLVQLLAVAGA 

EGPDEDSSNRENAIEDEEEEEEEDD 

DEEEDDLEVKEENGVLVLNDANFD 

NFVADKDTVLLEFYAPWCGHCKQF 

APEYEKIANILKDKDPPIPVAKIDAT 

SASVLASRFDVSGYPTIKILKKGQA 

VDYEGSRTQEEIVAKVREVSQPDW 

TPPPEVTLVLTKENFDEVVNDADIIL 

VEFYAPWCGHCKKLAPEYEKAAKE 

LSKRSPPIPLAKVDATAETDLAKRF 

DVSGYPTLKIFRKGRPYDYNGPREK 

YG1VDYMIEQSGPPSKEILTLKQVQE 

FLKDGDDVIIIGVFKGESDPAYQQY 

QDAANNLREDYKFHHTFSTEIAKFL 

KVSQGQLVVMQPEKFQSKYEPRSH 

MMDVQGSTQDSAIKDFVLKYALPL 

VGHRKVSNDAKRYTRRPLVVVYYS 

VDFSFDYRAATQFWRSKVLEVAKD 

FPEYTFAIADEEDYAGEVKDLGLSE 

SGEDVNAAILDESGKKFAMEPEEFD 

SDTLREFVTAFKKGKLKPVIKSQPV 

PKNNKGPVKVVVGKTFDSIVMDPK , 

KDVLIEFYAPWCGHCKQLEPVYNS 

LAKKYKGQKGLVIAKMDATANDV 

PSDRYKVEGFPTIYFAPSGDKKNPV 

KFEGGDRDLEHLSKFIEEHATKLSR 

TKEELMDVQGSTQDSAIKDFVLKY 

ALPLVGHRKVSNDAKRYTRRPLVV 

VYYSVDFSFDYRAATQFWRSKVLE 

VAKDFPEYTFAIADEEDYAGEVKD 

LGLSESGEDVNAAILDESGKKFAME 

PEEFDSDTLREFVTAFKKGKLKPVI 

KSQPVPKNNKGPVKVVVGKTFDSI 

VMDPKKDVLIEFYAPWCGHCKQLE 

PVYNSLAKKYKGQKGLVIAKMDAT 

ANDVPSDRYKVEGFPTIYFAPSGDK 

KNPVKFEGGDRDLEHLSKFIEEHAT 

KLSRTKEEL* 


1347 


6844 


A 


1434 


785 


1271 


LCTDQLHNFNNYFQDKDKCFYFPM 
FWSFLGLETEAACFKPDSKGKALQ 
NRKYFNWYLPSATSRDLWISPGWS 
QPFFFFFFFFFFFFF * RA 


1348 


6845 


A 


1446 


549 


791 


GLLSN*NFFFSILIFFFQTESRSVA\RL 

ECNGAISAHCKLRLPGSRHSPASAS 

RVAGTTGAHHHAWLIFFVFLVETG 

FHHVSQDGLDLL/NLVIHLPRPPKVL 

G*QAGVQWCDLRSLQAPPPGFTPFS 

CLSLPSSWDYRCPPPCLANFFCIFSR 

DRVSPC 


1349 


6846 


A 


1447 


59 


485 


NSPCSGSSIATASPERRKGINPAPPST 
PAAPCRS*ACTAAAAAAVR\DDRLN 
VTEELTSNDKTR1LNVQSRLTDAKR 
INWRTVLSGGSLYIEIPGGALPEGSK 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; A=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 














DSFAVLLEFAEEQLRADHVFICFHK 
NREDRAALLRTFSFL 


1350 


6847 


A 


1448 


125 


927 


NPPCSGSSIGPCSPKRRKGIKPGPPIH 

RKPAPSGS*\ACTAAAAA\AVRVPGS 

PSTAVWTRVRGVLGGAPDAPHPPLK 

DPRVGEGNSQRNPNL\SANLFYS\DD 

RLNEQKELXTSHDKDEHSRRPSSRLT 

DGKTPLN WRNNC * SGG SLFNIKP AG 

GRRWPEGSKGQLLQFLLEFA*GATC 

GADPKVFICFQTRTREKAEPPLLRVT 

FSFFGLCRLVRPGG1PLVPKETPDAC 

FMALQRSRESLPGEEEEVGARLRG 

WAIPPPWGHPLVCTGG 


1351 


6848 


A 


1449 


1 


866 


ESVDLAAEAVRIRRSPLIFSKAVHIM 

AAAFRKAAKSRQREHRERSQPGFR 

KHLGLLEKKKDYKLRADDYRKKT 

RITSKALRK\KALEK\NPDEFYYKMT 

RVKLQGWSYILLRETKGRK*PQEQL 

KADEELQDVKY1EMKRVAEAKKIE 

RLKSELHL/VWDFQGKQQNKHVFF 

FDT\KKEVEQFDV\ATHLQTAPELV 

DRVFNRPRIETLQKEKVKGVTANQT 

GLKRIAKERQKQYNCPAHQRIE\RE 

KKLIPLLPQKIQTRKDLMDKTQKVK 

WKKETVNSPVAIYKFQKSVENR 


1352 


6849 


A 


1450 


3 


896 


LRAVRVGLLLGGGGVYGS\RFR\FTF 

PGCRA\LSPWRVRVQR\RRCEMSTM 

F A\DTLLI VFI S VCT ALL AEG\IT\W VL 

\VYRTDK\YTRL*AEVEKQSKKLGK 

GRKETATEFSWFGQQKKKIERQEEE 

T*RNNNRDLS\MVR\MKSMFA\IGFC 

FTAL\MGMFNSIFDGRVVAKASF*P 

LFSYIQ\GLSH\RNLLG\DDTHRLVPF 

IF\LYILCTMSIR\QNIQKI\LGLAP\SR 

A\ATKQGRVDFLGPPPPSGEVLLEL 

KELFIFYSFFLGHTHIRMGQLFCSQE 

PIGSLYYLGLFLVLNYFLSLLGYD 


1353 


6850 


A 


1451 


2 


125 




1354 


6851 


A 


1452 


18 


1374 


LAEQIVPRGVGIRPPDKADQAPCRS 

PIRTPAPESWHCDSRQRFRQDSSRM 

KMRVLGLVVCLVLWTLHSEGSGG 

KLTAVDPETNMNVSEIISYWGFPSE 

EYLVETEDGY1LCLNRIPHGRKNHS\ 

DKGPKPVVF\LQHGLLADSSNWVT\ 

NLGNSRLGFILADAAIDVWMGNTR 

GNTWSPKHKTLSVSQDEFWAFSYD 

EMAKYDLPASINFL\LNKTG\QEQV 

YYVGHSQGTTIGFIA\FSQMLELAK 

GLKMFFAWGPVASVAFCTSPMAKL 

GRLPDHLIKDLF\GDEEFLPQSAFWK 

VAGVPHLATHVILXKELCGNLCFLL 

CGFNERNLNMSRVDVYTTHSPAGT 

FVQNM*HWSQAVKFQKFQAFDWG 

SSAKNYFHYNQSYPPTYNVKDMLV 

PTAV*\TGGHDWLEDVYGVNPLTQ 

IT\NLVFHESIPEWEHLDFIWGLDAP 

WRLYNK1INLMRKYQ 


1355 


6852 


A 


1453 


165 


1353 


LPKPRLGPGQPEKDRTESSVRMAIT 
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SEQ IO 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X= Unknown; *=$top 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














LEEAPWLGWLLVKALMRFAFMVV 

NNLVAIPSYICYVIILQPLRVLDSKR 

FWYIEG1MYKWLLGMVASWGWYA 

GYTEM\EWGEDIRAV\SKDEAVTLV 

NHQATGDVCTLMMCLQDKGLVVA 

HMMWLMDHIFKYTNFGIVSLVHGD 

FFIRQGRSYRDQQLLLLKKHLENNY 

RSRDRKWIVLFPEGGFLRKRREYTSQ 

AFAKKNKLPFNLTNVTLPRSGPTKIIL 

NALV\AQQ\KNGSPAGEDAKELASK 

SKGLQWIIDTR*PYPKAEPI/DNIQT 

W\VFGYRKPTVTHV\HYGIFP\IKDV 

P\LETEDL\TTWLNQRFVEKEDLLSH 

FYETGAFPP\SKGHKEAVSREMTLS 

NLWIFLIQSLAFLSGYMWYNIIQYF 

YHCLF 


1356 


6853 


A 


1454 


313 


650 


FVICV*TYTGMNTHSPTHTKTLSFLS 
DSG* FF YCRSL/CNIG * QKTYPQPNR 
LHTHTHTHTHTHRGYFSHTSSTVEK 
ALLTRIPEGSEEEDNGFYGWALRTI 
LVAFKSQCQMH 


1357 


6854 


A 


1455 


2 


401 


VSVGGLVGEVACACRDCIPETMAE 

GDNRSTNLLAAETASLEEQLQGWG 

E VMLMADK VLR WERA WFPPA I/MG 

IIYYLDPSVLSGVSCFVMFLCLADY 

LVPILAPRIFGSNKWTTEQQQRFHEI 

CSNLVKTRRRA 


1358 


6855 


A 


1456 


18 


741 


AACGAFSRVVVGVRVSVGGLVGEV 

ACACRDCIPETMAEGDNRSTNLLA 

AETASLEEQLQGWGEEMLMADKV 

LPWERAWVPPAIMGVVSLVFLIIYY 

LDPSVLSGVSCFVMFLCLADYLVPM 

LAPRIFG\SNKWTT\EQQQRFHEICS 

NLVKTR\RRAVGW\WKRLFTLKEEK 

PKMYFMTMIVSLAA/VLLAWGQQV 

HNLLLTYLIVTSLLLLPWT*TQHGIH 

FERTLGMANMEINKLLKHK* *TN 


1359 


6856 


A 


1457 


2 


529 


GRVDPKAKKEAPAPPXKAEAKAKA 

LKA/RRKAVLKGVHS\HKKKKIPHV 

HPPF\RRPGRHLR\LRRQPK\YPPEEP 

RPRRNKLDHYAMIKFPVLTTESAMK 

KIE\DNNTLVF\IVGCLKPTKHQ\I*Q 

GC*RKLFWTLDVGAKVNTPGFGPD 

GRRRKAYVPTWLPDLPIAFGMFAN 

KIWGFI 


1360 


6857 


A 


1459 


323 


624 


IVVHLVPTTQRSGKGKIMELVERSV 
VARVEVGHRGFLERGLPIAAINDM 
KKSPEIISGRMTFWQPRNWLLFACH 
ATNEVAQLIQGGRLIKHEMTKTASA 


1361 


6858 


A 


1460 


438 


549 




1362 


6859 


A 


1461 


210 


556 


QFWGPVATWGLPIDA1NDMKKSPEI 

IQWGG*HFALC\CYS\LTFMEILPYK 

V\QPSGTWASCFACHGTNEVRPSFI 

QGEGRLIPNTRMDLKRASGINQWG 

KGKNKVFEGDSLCPGCC 


1363 


6860 


C 


1462 


110 


509 


MLL1CSFAPATLXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; Y=possible 
nucleotide insertion) 














xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXVSA* 


1364 


6861 


A 


1463 


93 


180 




1365 


6862 


C 


1464 


128 


382 


MYLGISRRLSSMLTFLAYLHPRERP 
PHRAPXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXQQWAQG 
TGISIPRTCTSTGL* 


1366 


6863 


A 


1465 


3 


140 




1367 


6864 


A 


1466 


1 


609 




1368 


6865 


B 


1467 


1 


690 


MASWDEKDLTVPQPDTRKGSVLRC 

GLSSRALRWAGRGHVAAGWRPLA 

PESAGGWGMAAAMVPGRSESWER 

GEPGRPALYFCGSIRGGREDRTLYE 

RJVSRLRRFGTVLTEHVAAAELGAR 

GEEAAGGDRLIHEQDLEWLQQADV 

VVAEVTQPSLGVGYELGRAVAFNK 

RILCLFRPQSGRVLSAMIRGAADGS 

RFQVWDYEEGEVEALLDRYFEADP 

PGQVAASPDPTT* 


1369 


6866 


B 


1468 


1 


975 


MSPPGREQGLLLNLLRPSGLDNAG 

KTTILKKFNGEDIDTISPTLGFNIKTL 

EHRGFKLNIWDVGGQKSLRSYWRN 

YFESTDGLIWVVDSADRQRMQDCQ 

RELQSLLVEEVGSSYPLCTWRFFSY 

LRIEQMYNLVLYRDIQFPDFCFNSN 

TDWSKGLKTHARFGNTSLHVAHTD 

STNTTNFVDVWRGRTKSLACLLQL 

SSLTC1YTAGKMRLQDRIATFFFPKG 

MMLTTAALMLFFLHLGIFIRDVHNF 

CITYHYDHMSFHYTVVLMFSQVISI 

CWAAMGSLYAEMTENKYVCFSAL 

TILMLNGAMFFNRLSLEFLAIEYREE 

HH* 


1370 


6867 


A 


1469 


25 


353 


EVCYYRSSEAFFSELIKVILRHLCSV 

AGKGLCSIPQLNTREGSVLRRISKR 

GSPLAVEIEEGHCLXCLPLGTECLGI 

KPMVHLLNSEIGEKPPFSPLSPCSSA 

AFLLLR 


1371 


6868 


A 


1470 


79 


467 


RPESQRANGVDSGPNLKTVPQPDTR 

KGSVLKWISKRGKPLAVEIEESHCL\ 

CLPLRTECLGIKPMVHLFSCTRPVIV 

PSLELHYDIDSIAHMFVADLLLIITLL 

SYYIPFYLGFQNAGITGINHRAWFY 


1372 


6869 


A 


1471 


368 


611 


LCPSHFAPTTLTQSGSSLKTCVVLNS 
RFKACRAVPGPCLVNQMFASSILGV 
KSHHHSLVPINQGHNALWKAAGXPL 
PLKAGY 


1373 


6870 


A 


1472 


441 


1178 


FVALPQPLCPSHFDPTTLIQSGAHKN 

MCCIKSRFKRDLGLCRTCLVNKMF 

TSSILGKSHCHSLVSINQGHNAPWK 

AAG\PLPFRAGYC\QGFSPCDSLKYG 

\SWDEKDLTVPQPDTRKGSVLRWIS 

QRGKPLAVEMEEGHCL\CLPLGTEC 

LGIK/PPIVHLFNSEIGE\NRP\MVGG\ 

RH VLQ * CCLG * FL * LPLRCLGXGEKH 

KSGL/HVHIPVIVLS\LELNYDIDSFA 



302 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleoside 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














HMFF/SVDLLLIITLLSYYIPFC 


1374 


6871 


A 


1473 


1540 


1812 


GKFQLIKTLQNPVVCSLPVIPALWG 
GQRWVDHLRLGVRD*PGQHGETPS 
LLKNNNNNTKISWAWWHEPV\IPA\ 
MGEAEAGESLEP\GRRRLQ 


1375 


6872 


A 


1477 


1 


354 




1376 


6873 


A 


1478 


1 


411 




1377 


6874 


A 


1479 


2 


265 


RMYGKIIFVLLLSGIRNVHPK*IVSIS 
ASSTTGVAMHTSTSSSVTKSYISSQT 
NGITLINWWAMVARVIFEVMLVVV 
GMIILISYCIR 


1378 


6875 


A 


1480 


111 


520 




1379 


6876 


A 


1481 


106 


395 


EEALPPPLHCTWVPFPSFECLQEMS 
KEIVSISALSTTEVAMHTSTSSSVTK 
SYIS\SQTNGRKRDNLSDRFHCTSSC 
SDNTSLFLCVMGWYYWERSS 


1380 


6877 


A 


1483 


3 


1078 


TRAAGLRAGVRVPRSPGPSRRMPA 

RSGAQFCRRMGQKKQRPARAGQP 

HSSSDAAQ\APAEQPHSSS\NPAQAP 

CPRERCL\GPPTTPGPYR\SIYFSSPK 

GHLTRLGV\EFFDQPAVPLARAFLG 

QVLVRRLPN\GTELRGPHRWETEA/ 

YTLGPED\EAAPLQGGWPGKTPR\N 

RG MFH * KPGD/L W V V YII YGM YFC 

MNISSQGDGA\CVFL\RALEAPGKS 

WRPMRQLRS\TLR\KGTRQARVLKG 

PPKLCSGP\SKL\CQA\LP1NKSF*PEG 

TLAQDEAVWLERGPLEPSEPAVVG 

S/APRVGVGHAGEWARK\PLRFYV\ 

RGSPWASVVDRVAEQDTQACAKG 

LPRQDFLHCLKTRINVLFLEKKKKK 


1381 


6878 


A 


1484 


3 


452 




1382 


6879 


A 


1485 


26 


493 


NSTDSERTHPWLLSPARQRPTSRPA j 

WGKVGAHAVRSMCAEALERMFLS 

FPT\TKTYFPHFDL\SHGFCPG*RATG 

KKVDDSADQTPWPTWDDMPKRRC 

PP* SDLHAHKLS/RLDPVANFKAPKA 

TCLAG*PLAAHLP\AEFQPLAVARLP 

WGQISWGFC 


1383 


6880 


C 


1486 


30 


200 


MCISYTKGHFVVVWWVFPGFSK1LF 

RYISCPAPCRSSRMQSQCAHSSQSE 

VPGHRA* 


1384 


6881 


A 


1487 


31 


664 


APALPGCEHMMAIRELKVCLLGDT 

GVGKSSIVWRFVQDHFDHNISPTIG\ 

ASFMTKTVPCGNELHKFLIWDTAG 

QERFHSLAPMYYRGSAAAVIVYDF 

TEAGFHFHPLKKWV\KRLKELGPE\ 

NIVMAIAGNKCDLSDRREVPPEGML 

KE Y\AESIG AI V VETSAKN A Y* YRKS 

SFKEISRPDPHPWTPHENGNNGTIKS 

*EANPCKPVRRCC 


1385 


6882 


A 


1488 


124 


1180 


DLGKPLFKVQEEGGRPPTLNQSEVV 

ALCPQGPGANHDARSLIMDSPRAG 

THQGPLDAKTEVGADRCTSTAYQE 

QRPQVEQDGKQAPLSPGLPAMGGP 

GPGPCKDPAGCGGAGAXGGSEPLVT 

VTVQC AFTVALRARRG ADLS SLRA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ 10 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














LLGQAFPHQXAQLGQLSYLAPGEDG 
HWVPIPEEESLQRAWQDAAACPRG 
LQLQCRGAGGRPVLYQVVAPPPPK 
RGTPKPKRALDPFPPPS PPPPPKGPE 
DLGFRQGDTVDVLCEWGWAWPFP 
GSTVVPG V WG A * S S AC A VSRRGTQ 
KATPG * RP A EPD VPL A VDQ A WLEG 
HCDGRIGIFPKCFVVPAGPRMSGAP 
GRLPRSQQGDQP 


1386 


6883 


A 


1489 


1 


229 




1387 


6884 


A 


1490 


3 


461 


AASTRFRASGQFVMAGAGSAAVSG 

AGTPV\AGPTGRDLF\AEGLLEFLRP 

AVQQLDSHGHAVRESQVELRDQID 

NLATELCRIN*GQKVAL\DLDPYVK 

KA/ILNARRRV\VLVNNILQ\NAQE\R 

LRRVNHRWAREQPARRAMLDSGIY 

PPGSPGK 


1388 


6885 


A 


1491 


1274 


1416 


FGIFSQFSVLH*SGK*A*N\YYYYYY 
YYYCYFYKMEYGSFFNLQVTF 


1389 


6886 


A 


1492 


243 


1125 


FQQRLYRAARRFTMVKIAFNTPTA 

VQKEEARQDV\EALLSRTVRTQILT 

G\KELRVCHPGKKEGSSGEMLWFTL 

FRAFQFILG\GLYLFGGACIYK/YTF 

MPKRHHFTVGEMCFFDSEDPANFPF 

GGGEP*LSCLVT*/EEADIREDDNIAI 

IDVPVPSFS\DSDPAANYFMTFEKG 

MTA\YL\DLLLG\NC\YLMPLQYFYL 

LWPPKKIWVELFGQTGRVGRY\LP\ 

QTYVVR\EDLVAVSRKIRDVSNLGIF 

IYQLCN\NRKSFRLRRRDLLLGFNK 

RAIDKCWKIRHFPN\EFIVETKICQE 


1390 


6887 


B 


1493 


28 


282 


MYHDWRLVPKHEEEAFTAFTPAPE 
DSLASVPYPPLLRAMIIAERQKNGD 
TSTEEPMLNVQRIRMEPWDYPAKQ 
EDKGRAKGTPV* 


1391 


6888 


A 


1494 


2 


187 


QNDRKMETQA/PEEPMLNVQRJRM 
EPWDYPAKQEDKGRAKGTPHPTPR 
AHAGESGKRSLPFPH 


1392 


6889 


A 


1495 


302 


771 


RKRG VCTHLLCRRRS A SNCRAPALP 

SLTFEGQDAPGLPVVQVLRRVVGP 

HPREAPVARLVVLPQPGLARDQAA 

QAEEREAAEQLQ/AGGSRGARRPRP 

GPAAGVQRTAASRSRSPPRRAGSRA 

ACSVAPAGRARGGPAPRSAADAPS 

SAPWRVRVLSG 


1393 


6890 


A 


1496 


497 


1212 


SWPGGEAGTARRPGCLPAPA*TR*R 

PPPRAWAPAASHGT*RVRSPAPRSQ 

SSLMKKKRR\FEGQDAPGLPVVQV 

VQSHKQAGSARKALGPRGQEVGAS 

/DHANLQGGGEAGRPAGCRVGVRT 

GCTHLLRVVGPHPREAPVARLVVL 

PQPGLARDQAAQAEEREASEQLQQ 

SGSRGARRPRPGPAAGVQRTAASRS 

RSPPRRSGSRAACSVAPAGRARGGP 

APRSAADAPSSAPWRVRVLS 


1394 


6891 


A 


1497 


852 


1562 


FGKAGWELNRRERGSWRVEEKDL 
QR WG VCG G G LCLPKP VRRS G VCL S 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














LKHISGGLRTLSQAPNWRNNSNGR 

VRGKHSLNLAQPFHPSLSYELKPCC 

VSQGLQRGILPPPQVSGPTFCSPKAL 

TPPSVRVLPPPPPP*CASVCMSVNSP 

PALPTPLAKVSPADLAPRD*AHISG* 

RG*PLGHPHLSPLMLFTSPEPSE/PPP 

YPPSAPVPSSFSPARPAPPTVWPPPM 

QHRLWLPFPSS 


1395 


6892 


C 


1498 


127 


355 


MKNRILQRNGXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXX* 


1396 


6893 


A 


1499 


529 


2082 


FLDLLHFTTSLIIPHYKRIRDLTYTIR 

HFPFVHLSPKCLDRLPSLFLIHLLGV/ 

VIL* ALEPIH* SSSFLFH*LKIFSSPLW 

NI*VSPTFDSHF/CFLLILNLFLLSFPL 

SALI/NFQLQF*IKNETFHTLL1G*SEH 

* I/HT* MI STLF WLFK/LLLTG SL V * A 

RIFSCVHTQYHHACAIEKEMYLSSL 

FLFFMNNSKSCLILFCSIIGPEFFDILL 

IC/LFFFLD*HFSSIPALQ*YYLWALN 

AHSSQKARDSMLS/F*/ILVCWIAVT 

LG * DTLL A VTLE * DI LSK VHCFMDPI 

SSSFLVFNPHFGWENFPQRYFPQVR 

VQRRLS*KFA*QEKCPPLWMFLPEQ 

SALTMKFLGYQKISLKALKDVDPID 

FWAFSVG**QIC*QSISHPFLC*ANR 

DDLICFLPGHFNIFLLSLIFQNFTILC 

LDVRLYWALSIWRLSL/RLFFN/IFFF 

LFLHLTLSLASLPGTPNITY*MTMSL 

FFLY\FYYLSLFALYLGEIPSTLFFQT 

VYQILLAVLFYFQRDLPYSQSSLSFP 


1397 


6894 


A 


1500 


3 


930 


SSRGRAGGVWRFERDEDGTGAGCG 

QWTRFCREPKMAVNVYSTSVTSDN 

LSRHDMLA\WINESLQLN\LTKIEQL 

CSGAAYCQFMDM\LFPGSIALKKVK 

FQAKLEH\EYIQNFKILQAGFK\RMG 

VDKIIPVDKLLKGK\FQDNFEF\VQW 

VKKFFDANYDGKDYDPVAVARXQG 

QETAVAPSLVAPALNKPKXKPLTSSS 

AAPQR\PI\STQRTA\AAPKAG/PLGV 

VRKNPGVG\NGDDEAAELMQQGQR 

I *NLLFEDLGGKERDF YFGKLRNIEL 

ICQENEGENDPVLQRIVDILYATDE 

GFVILDEGGPQEEQEEY 


1398 


6895 


A 


1501 


3 


87 




1399 


6896 


A 


1502 


1 


667 


RRSSARRGGRSEPGRAAGGGAAED 

TRRRAGDMDRGEQGLLRTDPVPEE 

GEDVAATISATETLSEEEQEELRREL 

\AKVE\EEIQTLSASVKQQKRKHL\A 

EIQAGNLGINSLQELKQNIAQGW*D 

VTVT\SAYKKT\SETLS\QAGQKA\SA 

AFSSVGSVITKKLEDVKNFPNFLNH 

FEEKVENLKSKVRGH/TKPAGGDF\ 

GEVXLNSAANASATTTEPLPEKTQES 

L 


1400 


6897 


A 


1503 


1 


395 ; 


AKAKMADVLDLHEAGGEDFAMDE 
DGDESIHKLKEKAKKRKGRGFG/SR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *= s Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














*VWGKWGRVA**GRSYGFWSPHPP 
HRNNGRKEEFSVISCMSLIEEGSRA 
RMREDYDSVEHDGDEPGPQRSVEG 
WILFVTGVHEEA 


1401 


6898 


A 


1504 


146 


833 


CLSGTDEISIEGEMADVLDLHEAGG 

EDFAMDEDGDESIHKLKEKAKKRK 

GRGFGSEEGSRARMREDYDSVEQD 

GDEPGPQRSVEGWILFVTGSP*RKP 

PEEDIHDKF ARIMGEIKNI S S STFDR 

RTG/YILKGYTLSLNIETYKEXAQAA 

MEGLNG\QDLMGQLGGV\DWCFVR 

GPPK\GKRRGGRRRSR\SPDRRPSLT 

GPLLSRCSLQDSIWTMAALGQ1GLG 

WELCCVYI 


1402 


6899 


A 


1505 


717 


1563 


APLPAVLTQTIHLVTGTAFHSGKVD 

IVTIGYPFIDLNDMVCMSQYDSTHG 

*FHSTVKTENGKLVINGNCITHHPR 

RDPTKIK*DDAGTEYVVESTGVFMT 

MEKAEAHSAPSADG\LNDEKYENSL 

KIIGNASCATKGFAP/LPAKVIHDNF 

GIVEGLMAMVHAITATQKTVDGPS 

KK\WHDSHGALQNIIPASTGATK/A 

GMAFLVSTTNVLVMDLTLEGILGY 

TEHQVVASDFNSITHSSTFKAGVGI 

ALNNHFVKLISWYENEFGYSNRVV 

DLMVHMASKGSS 


1403 


6900 


A 


1506 


625 


2919 




1404 


6901 


A 


1507 


2 


76 


HHYAKLGTRAVRRARRCAGWQSY 

VDNLMCDGCCQEAAIAGYCDAKY 

VWAATAGGV\FQSITPIEIDMIVGKD 

\RKGFF\TSGLTLGA\KKCSVIRDSLY 

V\DGDCTMDIRDKQS/QGGEPT\YNV 

A\VGRSG\RALVI\VMGKGKVFHRR 

HTLTRKAYETPLYT*RQAWHEGSA 

KG SKMCRL AELRG 


1405 


6902 


A 


1509 


63 


290 


GG 1LLSI SRPYKTKPTHGIGKYKHLI 
KAEEP\KKKKGKVAVRAINLGTDY 
NYGVLNIH\LT\AYDMTLAESYAQY 
VHN 


1406 


6903 


A 


1510 


315 


1092 


RPRSSKRMSGTSEKVLCLRNNTJFK 

QAFSLLRFRTSGEKPIYSYGGILLSIS 

RPYKSK\PTHGIGKYKHLIKAEEPKK 

KKGKVE\VRAINLGTDYEYGVLNI\ 

HLTAYDMTLAESYAPLFSTTFCNSL 

SH*KSEESYAMPTQNHKKWLPVCR 

DQGQPKCLLGLKCLPTHE\RV\VQIS 

GLSATFARKJFSWKIIPKPVLP*RESG 

LFS*REHTERKTSRGRFQRFDPELGR 

TFWAKFEVATVDPFHCQQWSYLSA 

KEKSLLGS 


1407 


6904 


A 


1511 


284 


758 


KQNPSSPLQRLIAGSNLDSEPRIQTD 

ILKQATKDRVSDFHKLKQSRFFDEN 

ESPVDPQHGSKLADYNGDDGNVGE 

YEADKQAELAYNEEEDGDGGEEDV 

PPDEEREL/PNGKKQAMESNISMMS 

FKS*RNASENLKCCKMKSFYFVLSD 

FCCKDELYQL 


1408 


6905 


A 


1512 


148 


476 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


1409 


6906 


A 


1513 


204 


620 


GDAMAAVTPRPPLPEGCRAPSSAPT 

VSLPELRSLLASGRARLFDVRSREE 

AAAGTIPGALN1PVSELESALQM\DQ 

LAFQGFIFLLEKPKLGR*ASSFSFLFR 

WG KRG LQ A TQL ARSLG YTG GFAT Y 

AGAY*\EWLEKES 


1410 


6907 


A 


1514 


1386 


1711 


FPKSIMGLVTIQDMNLCIKFIGLSHL 

PALVLLYC/DVRACVMSGC/LRKTS 

EKNLKSRPSFFACSILSRNVQCNWT 

KIGMFKDI*GFFCFPYFYLFSVSCIFA 

YLCRFSGF 


1411 


6908 


A 


1515 


481 


1380 


TSKQNAAPLVKYFQEKGLIMTFDA 

DRDEDEVFYDISMAVDNKLFPNKE 

AAAGSSDLDPSMILDTGEIIDTGSDY 

EDQG DDQLN VFGEDTMGGFMEDL 

RKCKIIFIIGGPGSGKGTQCEKLVEK 

YGFTHLSTGELLREELAS *SERSKLI 

KDIMERGDLVPSGIVLELLKEAMVG 

\SLGDTRGFLID\GYPREWKQGEEF\ 

GRRIWRPHSWVICME\CSADT\MTN 

RLYLQRSRS SLP VDDTTK\TMAKRLE 

AYYRVASIPVIAYYETKTQLHKINAE 

GTPEDVFLQLCTS*LTLLFSEGKNA 

CLG 


1412 


6909 


A 


1516 


47 


416 


NSY1YMC1YSYINTIYIHIYLESNISLP 

LNIYISTPT/HIY*RHTV*VHTKAYV 

HML*HVYIHFCLCVHKSFKGTIYRD 

ASFLESCSKVNTECHKLRKVKRKYS 

RIHHTGIHQSSLIITSPFTF 


1413 


6910 


A 


1520 


1386 


1666 


SLMAPQKMGRTSCSPSERLGN*GPE 
TGSDSHKTPQQGCKGGRTRGSIVSL 
GDRRPLAP/GACFAGDKDFLGLRSP 
GVGTALLGCTSINQRLLWA 


1414 


6911 


A 


1521 


304 


1253 


VTNEMSQGVGKYDFYIGLGLAMSS 

SIFIGGSFILKKKGLLRLARKGSMRA 

GQGGHAYLKEWLWWAGLLSMGA 

GEVANFA\AYAFAPANSSGLHLGAL 

\SVLVKCPFFLSYFLNERLNLHGKIG 

CLLSILGSMVMVIHAPKEEEIETLNE 

MSHKLGDPGFVVFATLVVIVALILIF 

VVGPRHGQTNILVYITICSVIGAFSV 

SCVKGLGIAIKELF\EGSLCCGIPWA 

WILLLSLIVCVSTQINYLNRAL\DIFN 

TSIVTPIYYVFFTTSVLTCSAILFKGV 

GKDMP VGRCPL VL* SGFFTIIVGG Y 

SCCMPLKTSALA 


1415 


6912 


A 


1522 


20 


131 


KEILPKQAFAVAPTYITEPVEIKFFFF 
SRIRL*VPPG 


1416 


6913 


C 


1523 


7 


348 


MSKLYIMQFXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXHY 
TV* 


1417 


6914 


A 


1524 


1103 


1388 


VLLIFNLFPMALYFVCFSF/CFFETEA 
HSVT*ARVQWHDLGSLQPLPP*FK* 
FSCFSLPCS*YYRHLPPYPANFCIFSR 
DGVSPCCPGWS*TPNLR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possibIe 
nucleotide insertion) 


1418 


6915 


A 


1525 


149 


421 




1419 


6916 


A 


1526 


1 


1107 




1420 


6917 


A 


1527 


25 


1486 


GPQQPHSRSTHASGRPQSLSPVLSLS 

PDSMSFTTRSTFSTNYRSLGSVQAPS 

YGARPVSSAASVYAGAGGSGSRISA 

SRSTSFRGGMGSGGLATGV\AGG\L 

AGMGGIQNEKETMQSLNDRLASYL 

DRVRSLETENRRL\ESK!RE\HLEKK 

GPQ\VRDWSHYFKI\IEDL\RAQIF\A 

NTCGTMPRIRSARIDNA\RLA\ADDF\ 

RVKYEDRSWPMCPVLWRTD1HGLP 

KVH/1DDTNYHTDLQLETEI\EALK\E 

ELLFQ*RRNHEEGS*KALRRQI\SSS 

GMNAWRLD\APKSQDLAK\1MADIR 

\AQ\YDELGSKKNPRGSLDKY\WSQ 

QI\EESTTGGSPQKSAEVGVAVETHA 

HRSLKRTVPVLGRSTLDSM\RNLKG 

QLWRTSLREG*RPAYALTRLEPAPT 

GSLL\HLESEL\AQTRARGTAARPRE 

YEALLN\IK\VKLEAEIAT\YRRL\LED 

GEDFNLGDALDSSNSMQTIQKTTTR 

RIVDGKVVSETNDTKVLRH 


1421 


6918 


A 


1530 


277 


693 


PWHCPDSHYSQQPGSTASSSVPART 

GGPCWSSSCSPN*CCTSCCSTTPTPT 

LDPR/GSRHCQLPWLKQLPKGM/CT 

STCLHGSCGCICGSCGPCGCIDGPTL 

GRNHNEPHHHSHGDLPYRFPEHAH 

HGHATLMGLMDTPLV 


1422 


6919 


A 


1531 


1 


364 


PFVSLGLMCFGAL1GLCACICRSLYP 

TIATGILHLLADTML*SPGHMEVSC 

VDAPAEIPS*APN*QPTSFPAMCGSH 

PGCPALTSLQRTSATAIILLHPCETLI 

KNQLAEPNQPMELIEIK 


1423 


6920 


A 


1532 


1 


898 


RGESRVLWSELEGEAGGAGGWASS 

LNARMDNRFATAFVIACVLSLISTIY 

MEG\S1GTDFWYEYRSPGQENSSDL 

NKSIWDEFISDEADDATYN\DALF\R 

YNGTVGFLRRV Y SPYPKTLHWVL A 

HHERTESFDVVTK\CVSFTL\TEQFM 

EKF\VDPGK/HTNSRGLDLLRTYL\W 

RCQFLLPFWSLGFDVLWGALIGLC 

A\CICRSLYPTIATGILHLLAGLCTLG 

SVSCYVAGIELLHQKLELPDNVSGE 

FG\WSFCLACVSAP*QF/LWASALFI 

WAAHTNRKE\YTLMK\AYRVGMSK 

KPACF 


1424 


6921 


A 


1533 


939 


1591 


LQSLCRVLLQMESGSRDTIPGVCKR 

ERENREDTEVLQPRFPYQGGQLVG 

KA ATPQPFG * ST VG WTLQPQ * P * YP 

AGQGCPP\RCPPAPSS*GSKRPPEPQ 

QGRLGPKPGSPQA*GNASPPKCPPA 

PVPTPCXPPTLCTGEKTGGARAGPW 

VGAGSPW*DPR*DGPIPCPVGDPLSP 

HPCCVIVALLPFNVSVPGGRGGAPP 

QPP*T*PKAMAVAPPFV 


1425 


6922 


A 


1534 


34 


912 


GRIRMQRQSTTGGRGIMEGPRGWL 

VLSVLAISLASMVTEDLCRAPDGKK 

GEAGRPGRRGRPGLKGEQGEPGAP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; /=possib1e nucleotide deletion; \=possible 
nucleotide insertion) 














GIRTGIQGIAKGDQGEPGPSGNPGK 

VGYPGPSGPLGARGIPGIKGTKGSP 

GNIK\DQPRPAFSAIR\RNPPMGG\NV 

VI\FDTVI\TNQEEPVQDPSG\RLVCP 

EPGYYYFT\FQGAGPQW\EICLSIVSL 

LQGARVRRSPGAFC*HPPTRGLFQV 

VSGGMGL\QLQQGDQ\VWVEKKPP 

QKGSHFYQGSE\ADS\VFTGFL\IFPIC 

LSQGRTPSPPPTSLASMLRL 


1426 


6923 


A 


1535 


919 


1260 


YSVSEFRGQTLTAKFCFFERESHSW 

PRLECRGTILAHCNLCLPGSSDSPAS 

ASRVAG\TTGACHNARLIFVFLVET 

GFHHVVQAGLNS*PQVIHPPCPPKV 

LGLQACTWHLAH 


1427 


6924 


C 


1536 


130 


441 


MVQNKGQLPANSQRGTEAXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXD* 


1428 


6925 


C 


1537 


5 


316 


MVQNKGQLPANSQRGTEAXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXD* 


1429 


6926 


c 


1538 


74 


91 


MTLAM* 


1430 


6927 


A 


1539 


368 


430 




1431 


6928 


c 


1540 


191 


592 


MGQQPGQARAPSYCRCPLSPGSGR 

ALRWERPGGGQGPKEIVLSGCVPE 

KGPQTPAQPHSLRHLQNPEATARTG 

EEATSAAGGPWASPSFGGTQLCSDT 

MPALLGARSTCWIATHTHVCTLPLS 

ECGPINILLE* 


1432 


6929 


A 


1541 


58 


1531 


VIAVTSALPGRTQAAWTRVVKMDL 

L A AKM A VG G G SLMTDLTS SI SKPL 

VPVGNKPLIWYPLNLLERVGFEEVI 

VVTTRDVQKALCAEFKMKMKPDIV 

CISVDDADMGTADSLRYIYPKLKTD 

VLVLSCDLITDVALHEVVDLFRAYD 

ASLAMLMRKGQDSIEPVPGQKGKK 

KAVEQRDFIGVDSTGKRLLFMANE 

ADLDEELVIKGSILQKHPRIRFHTGL 

VDAHLYCLKKYIVDFLMENG\SITSI 

RSELMPYLV/RGKQFSSASSQQGTRK 

EKEGGSKGKRGLKSFRISYSFY*KE 

ANYTGTGAPY\D\AC*NACRGDRWE 

DLSRSQVRCYVHIMKEGLCSRVSTL 

GLYMEANRQWPKFLSALCPGRTHQ 

SISSSPDCQHYTWVGVD\SLIGPRDH 

RLGEKVIPLSASVIGSSL/CLIKDRVT 

IT\NCL\LMNSVTFWRKEANIQGSVI 

L\NNAV1\EKGADIK\DCL1GKWARRI 

EA\KAKRSVCR*S*GNDQLMEI 


1433 


6930 


A 


1542 


315 | 


644 


EEETPKDQCLGAHFSSDTFPRQSRL 
LGVHGRGAGSLCTGLLSEHCPSTPP 
SGSPRVTYYLPH\PPLPPSP/SWAPTP 
PAHR* KPSTEPFPGPSTQ V V*PLPMF 
TTKGPAPP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


1434 


6931 


A 


1545 


1 


364 


FFFFF*DGVSLLWPRLERNGVISAHC 
NLCLP ASND SP A S A SL VAG ITS A C/R 
PLPPKQK*LFFFLRWSLALSPGWSA 
VARSWLNATSPGYF**KQGFHHAG 
QDGLGLLIHPPWPPEVLGLQA 


1435 


6932 


A 


1546 


1 


391 




1436 


6933 


A 


1547 


2 


2371 


GPPGRARARGLRRAPAAFLRRSLSL 

PAAFSSAAGPSSPQRSQEGRREPRTP 

RSSRGSRGSRPRRRLRLRRGRSAIH 

GEGRTAKGSAAWSARTFRSPPGVG 

RDPMRRAHEGREIPSLGGARRREVL 

QAGRSQRAAGRRRRRQELELGVGS 

GRPGGPPPGPGRRGTCAAALPPEWP 

RRRTGLPRRGPRPPLAMAKWLNKY 

FSLGNSKTKSPPQPXPRPDYREQRRR 

GERPSQPPQAVP\QASSA\ASASCGP 

ATASCFSASSGSLPDDSGSTSDLIRA 

YRAQKERHFQDPYNGPGSSLRKLR 

AMCRLDYCGGSGEPGGVQRAFSAS 

SASGAAGCCCASSGAGAAASSSSSS 

GSPHLYRSSSERRPATPAEVRYISPK 

HRLIKVESAAGGGAGDPLGGACAG 

GRTWSPTACGG*KLLNKCSSSSAEE 

SGAGMKDKVTIADDYLDPFDAKND 

LKSISGKGESAGYMEPYEEQRIMTE 

Y*RQECVRSQH*GIQLYETP*EPEGQ 

NFESESESTVNPRMRENKLPQDYEQ 

/RPAD*Y\DQPLELNPV/TQFPALAA 

QFNGNEKPQSSPSPSR\DRRRQL\RA 

PGGGF\KPIKHGSPEFCGILGERVDP 

AVPL\EKQIWYHGAISRGDAEN/LCL 

RLCKEC S YLVRNSQTSKHD YPLSLR 

SNQGFMHMKLAKTKEKYVLGQKS 

PP\FDSVPEVIHYYTT\RKLP\IKGAE 

HLSLLYPVAVRTLLSGPDSALLCDR 

AWRLARCQRPPTNQPPATVAGCVV 

CVVCMVLAHHCMSLECCCHLRGLE 

KAWIKTEGRQHTTPSPNPNEALEFL 


1437 


6934 


A 


1548 


304 


678 


PQVILPPLVSQGCWELPDVSPLRPSL 

VW*FL/RK*KLDLPCDPAIPLLGVYP 

RKIKACFHTKTCIQIFIATLFGIAKKK 

GKQPKQPSAGEWINTWW/HIHTMK 

HCSAVKKEQTIETISLFRSRIWRI 


1438 


6935 


A 


1549 


80 


623 


LGGVTRGFNMRIEKCYFCSGPIYPG 

HGMMFVRNDCKVFRFCKSKCHKN 

FKKKRNP\RKVRWTKAFRKAAGKE 

LTVDNSFEFEKRRK*TYSNYQRDLL 

GIKTI\DAMKRVEEIKQKPPS*IYNEQ 

IE/GKIKSYRKFQDIKRSPSQNIPSLS 

RAPPCQAKGKQLGEEMGTARLQGG 

CGHGKMPP 


1439 j 


6936 


A 


1550 


1021 


1544 


EPTKKCCVYYAQFLSLPSLFFPTGSE 

EQDSIYFILFFEMEFRSWTQAGVQW 

CDLGSLQPPPPGFKRFSCLSLPSSWD 

NRLLPQGPANFCIFSR/GWGFHRVG 

QAGLFSRDGVSPS*SGWSRTPDLVI 

RPPWPPRVLECSGQYIIFPWLFSRFS 

LSIFSKFDCNLSQFGFIWICLFYSS 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=linknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


1440 


6937 


A 


1551 


2 


210 




1441 


6938 


A 


1552 


2 


310 


IGVKMEEYAREPCPWRIVDDCGGA 

FTMGTI\GGGIFQAIKGFRNSPVGVN 

HRLRGSLTAIKTRAPQLGGSFAVW 

GGLFSMIDCSMVQVRGKEDPWYNSI 

TSGCLNGEPYWQARNGTQWPMVG 

VSPQWVGIFPSF*FEGSWYLCLTRF 

ASGTVFPMGP\QFA\EDPSPVCLSTQ 

LPSL\PFGGGIFQAIKGFRNSPVGVN 

HRLRGSLTAIKTRAPQLGGSFAVW 

GGLFSMIDCSMVQVRGKEDPWELH 

HKWYP 


1442 


6939 


A 


1553 


1 


4629 




1443 


6940 


A 


1554 


96 


721 


PGQLSSLTPPRPASLLPWRAAYLFLX 

LFLPAGLLAQGQYDLDPLPPFPDHG 

QYTHYMDQIDNPDYYDYQEGTPR\ 

PSEGQFQ\F\QSQQEVQQGVIPSPNPR 

AQGNAEL\EPTEPGPLDCREEQYPC\ 

TRL\YSIHRPCK\QCLNEVCFYSLRR 

VYVINKEICV\RTVC\AHE\ELLRA\D 

LCSGTSFSKCGR*WASSGL\CQSV\A 

ASCA\RSCGSF 


1444 


6941 


A 


1555 


262 


732 


FQNKGNFFSTKRTEVSPSTQFNYFA 

RKNTTLIIRISHSSLGQVRIRLVWFG 

LVWFWFLETGV/CTLVIRGWEFQWX 

CDQNSLQP*TPGLQRIFPTSASQSTG 

ITGVSHHSLVRYVFVTEIQLKFWILI 

TKITVLLVYN*L*NKGY*YIFIFTFFL 

NLQN 


1445 


6942 


A 


1556 


162 


496 


HSYIHIVHVCNFFMYSFAVFVFKKH 

LLLCLYNRTVHYYNLGKL*INS*FK 

QPVYMHFVLYC/INLCFTYMVKAA 

RILLLICNYTHKIYICMIHEIYLEMFII 

LMDILWCE 


1446 


6943 


A 


1557 


2 


247 


GEIVVFKVEGRDIPIVHRVIKVHEKD 
NGDIKFLTKGDNNEVDDRGLYKEG 
QNWLEKKDVVGRAR/GYALLAVM 
GAYVLLKRES 


1447 


6944 


A 


1558 


1 


503 


VRAGAVGAHLPASGLDIFGDLKKM 

NKRQLYYQVLTLAMIVSSALMIWK 

GLIVLTGSESPIVVVLSGSMEPAFHR 

GDLLFLTNFREDPIRA/GDNGDIKFL 

TKGDNNEVDDRGLSKEGQNWLEK 

KDWVGRARGFLPYVGMVTIIMND 

YPKFKYALLAVMGAYVLLKRES 


1448 


6945 


A 


1559 


180 


257 




1449 


6946 


A 


1560 


2 


676 


FVRCSAAVCATQSRRAARSPENPA 

MVRAGPPWGLNLPASRLGISSAD\L 

KKMNKRQLYYQSFKPSPWIVSSAL 

MIWKGLIVLTGSESPIVVVLSGSME 

PAFHRGDL\LFLTNF\REDP\IRAGEIV 

VFKV*RPRTFPISSQR*SKVHEKD\N 

GDIKFLDLKGDNN*SLMD*EALYK 

KARNWLEKKDVVGRARGFLPYVG 

MVT\IKMNDYPKFKYALLAVMGA\ 

YVFLKR 


1450 


6947 


C 


1561 


449 


820 


MVIXGQISPMTATSGQKAFLAGPLG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
the 
d 


SEQ ID NO: 
► in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














SLGTLPRSQAVKRRLLLKLTKDR1F 
RDVLLLMFLKGHRETHGQCLQRQQ 
TKESTSIVVLALCGLYGKQVVTLLN 
VGIPFSINVYFTTPKSPLIMKLII* 


1451 


6948 


A 


1562 


251 


473 




1452 


6949 


A 


1563 


22 


212 




1453 


6950 


A 


1564 


160 


397 




1454 


6951 


A 


1565 


17 


262 


LFKWAKALNRHFSKKHIQMANQH 
MKRCSTSSAIREIQVKIAMVYN*YTI 
*HSQ\YSLQLPFPLWKTVWKFLTVV 
KLLNCSVK 


1455 


6952 


A 


1566 


2 


294 


GNKMAAPKGSLWVRTQLGLPPLLL 
LTMALAGGSGVTASAEAFDSVLGDT 
ASCHRACQLTYPLHTYPKVGPVRS 
GLRPFPCSPFLGSPHVCRLWQPGC 


1456 


6953 


A 


1567 


366 


1412 


QRGTRWRRERGSLWVRTQLGLPPL 

LLLTMALAGGSGTASAEAFDSVLG 

DTASCHRACQLTYP\LHTYPKEEEL 

YACQRGCRLFSICQFVDD\GIDLTRT 

KLECESACTEVAYSQSDEQYALPFL 

GCQNSACHFAE\LRQEQLYVPRWP 

KMAPTFFL*LLGEGSFWELT*WDSA 

Q\SF1TSSWTFYLQA\DDGKIVIFPV* 

SQKSQYAPHFGAREPTNFEENHLLS 

KMSSDLQMGKFHQAHQGIFLKNEE 

RDGLFKKPSILNSGWILTT\TLVLS\V 

MVLLWMCCATVATAVEQYVPSGE 

AGVTMGDLEFMNEQKLN\RYPASF 

SCGLVRSKTE\DHEEAGPSYLPKVN 

LAPFLEI 


1457 


6954 


B 


1568 


76 


384 


MSGWGVLSGRLNPAAREKDVERFF 

KGYGRIRDIDLKRGFGFVEFEDPRD 

ADDAVYELDGKELCSERVTIEHAR 

ARSRGGRGRGRYSDRFSSRRPRND 

RRNAPP* 


1458 


6955 


A 


1569 


3 


229 




1459 


6956 


A 


1570 


152 


536 


PDIMSGCRVF1GRLNPAAREKDVER 

FFKGYGRIRDIDLKRGFGFVEFEDP 

K\DADDAVYELDGKEL\CSERVTIEH 

ARARSRGGRGRGRYSDRFSSRRPR 

NDRRNAPPVRTENRLIVENLSSRVS 

WQVC 


1460 


6957 


A 


1571 


771 


1383 


ILIEYKCGKCHVCTLSNIFSFSSLVFF 

ISCDCLCVPFPLLCLTQLSCVKDLK 

DFMRPAGE\VTFA\DAHRPK\LNEGV 

VEFASYGDLKNAIEKL\SEKEINGRK 

IKLIEGSKRHSRSRSRSRSRTRSSSRS 

RSRSRSRSS\KSYSRSRSRS\RSRSRS 

DVPVLLSRSPRA*EEPRNRGSSSRSK 

SPASVDRQRSRSRSRSRSVDSGN 


1461 


695S 


A 


1572 


236 


1377 


PDIMSGCRVFIGRLNPAAREKDVER 

FFKGYGRIRDIDLKRGFGFVEFEDPR 

DADDAVYELDGKELCSERVTIEHA 

RARSRGGRGRGRY\SDRFSSRRPRN 

DR/RVCEGWMAALNNYW*G*PFKI 

QESLAVMILGPAV*SVLLFPR*PIVL 

DES1*VIEHKSIDGSH*NGL*YLMA* 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














TCPQLNTSAVIAFLPL*IRIFFLRNAP 
PVRTENRL1VENLSSRVSWQDLKDF 
MRQAGEVTFADAHRPKLNEGVVEF 
ASYGDLKNAIEKLSGKEINGRKIKLI 
EGSKRHRSRSRSRSRTRSSSRSRSRS 
RSRSRKSYSRSRSRSRSRSRSKSRSV 
SRSSPCPEKS\QKRGSS\SR\SKSPSHL 
WNRPEVPGPRSRSQIQLDQWPIKPV 
K 


1462 


6959 


A 


1573 


568 


770 


PDIMSGCRVFIGRLNPAAREKDVER 

FFKGYGR1RDIDLKRGFGFVEFEDPR 

DADDAVYELDGKELCSXERVTIEHA 

RARFTRLGRGRGRYSDRFNNSAEL 

RNDRRNAPPVRP\ENRLIVENLSSRV 

SWQDLKDF\MRQAGE\VTLPDTTRL 

NL\NEGVVEFASMGDLRNAIEKLSG 

RELNGRKIKLIERPAKRPQ*VQQSRS 

SDPGTQKSPLGPRSRSPSPVVANLN 

SRSKK/RRGSREPGSPEPSPRSC*VGS 

SP VP* ERFFKG YGRIRDIDLKRGFGF 

VEFEDPRDADDAVYELDGKELCS 


1463 


6960 


A 


1574 


22 


202 


TKSSS*CDSVATCGHKFSCPHNLSKI 
HDSISPRVC\SICKPHGSIHKLCIKIKF 
HIFAR 


1464 


6961 


A 


1575 


1 


1878 


MQYSHHCEHLLERLNKQREAGFLC 

DCTIVIGEFQFKAHRNVLASFSEYFG 

AIYRSTSENNVFLDQSQVKADGFQK 

LLEFIYTGTLNLDSWNVKEIHQAAD 

YLKVEEVVTKCKIKMEDFAF1ANPS 

STEISSITGNIELNQQTCLLTLRDYN 

NREKSEVSTDLIQANPKQGALAKKS 

SQTKKKKKAFNSPKTGQNKTVQYP 

SDILENASVELFLDANKLPTPVVEQ 

VAQINDNSELELTAVVENTFPAQDI 

V HT VT VKRKRGKSQPN C ALKEH S M 

SNIASVKSPYEAENSGEELDQRYSK 

AKPMCNTCGKVFSEASSLRRHMRI 

HKGVKPYVCHLCGKAFXTQCNQLE 

NACKELHTGEKPYKCGICVIKGFAQ 

KC\QLVFHSRMHHGEEKPYKCDVC 

NLQFATSSNLKIHARKHSGEKPYVC 

DRCG\QRFAQASTLTY\HVRR\HYW 

EEKPYV\CDTCG\KAFAVLLVLFIHS 

FLRKAHTGEKPYICGICGKSFISSGEL 

NKHF\RSHTGERPF1CELCGNSYADI 

KNLKKHKTKV\H S\G ADKTPRTPS A\ 

EDPNLGVKQDPMQKSPFNPETYGCE 

SPS*YELYPLALPLGTED\HHMLLPV 

TDTQSPTSDTLLRSTVNGYSEPQLIF 

LQQLY 


1465 


6962 


A 


1576 


42 


134 




1466 


6963 


A 


1577 


154 


768 | 


HVACGLLWIYVSPSAHLNLDGTITT 

K/ENLGTVNEILLG SNPTEAELQDMI 

NEVMSDGNGTIDFP\EFLTMMARK 

MK\DTDSE/EKEIRRKHSRVFGLRVG 

NGLYLVACRNFRHV\M\TNLGRRKF 

NQIEEV*WN*SRGSQILDG*WSKLT 

YEEFVQMMTAKVRPLSRNVLNFLV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














QNCFICLFLWFVTLSCKKVFSPTCQ 
KKNMHVIGN 


1467 


6964 


A 


1578 


3 


202 


RRMVSAFSCRCMPSEPCIAVTAPCM 

MAGQAPAERTAQ*PLYF/CTLFQGS 

LSPT*REVGWPLGPAGM 


1468 


6965 


A 


1579 


133 


378 




1469 


6966 


A 


1580 


891 


1744 


DMFPITPSRSVLPSFLLTYLPRQSL/N 

SVAQAGVHWCDLSSLQPPPPGFKQ 

FSCLSLPSTW*LGLQACTTVPS*FFV 

VVVCIFFFFLVETGF/TLGWARLVLN 

L * LQ/CDPPT W A SQ S AG/ITD V SHH A 

QPILRFKCLS*CIRSFNEGRIKGTRQ 

NKVELSL/CFLRQESHSVTQAGVQW 

CNLSSLQPLPPGFKQFSHLTG\LPKC 

WDYRSKRPRPANQTSILGC*RKDPY 

*LHWAKKATEDIKLESCRLTPGKAR 

PTANFLRQGQFFWGP1LGGLLGPQE 

GFPFLFFKGF 


1470 


6967 


A 


1581 


2119 


2436 


TTRYLKKTSTTGQRKKRGRGNGSF 

PTENLVPSGTVTGSQQLGPPFR*N/H 

TEECWGPPTADGRAGKGPRQQPGR 

AQRIYRWDPSDGTTWHHHRPCGSR 

GTDQPETK 


1471 


6968 


A 


1582 


208 


296 




1472 


6969 


A 


1583 


185 


947 


SHCSSGMEIPVDQLPSLPRAALVAQ 

NYINYQQGTPHRVFEVQKVKQSQA 

WKDI\PGKEGHKYS/HLKFAV*KKL 

YKKQVKG*TCTA\EVLLPFQRGQET 

LHQEVNFHILKEKLGKNPD\EEDNT 

F\YQRLKSMKEPLQAQNI\PD\NFGN 

VSQEMTLVLNLAWVACGLI* * WQK 

FLLKTTWYK\MVKI\QTCQARCQRI 

DDF\IELDYPPFYFINIASQEIIP\WQM 

QVLWHPQYGTKVKHNSRLPKEVHL 

GYTPKPLTLEV 


1473 


6970 


A 


1584 


5060 


5662 


ESQAAPPPRPSTLHRPARATAITAC 

WSSQASGPQAVRRRLLTPLSSPAAR 

DLVSKEGFRRARHVVGEIRRTAQA 

AAALRRGDYRAFGRLMVESHRSLR 

*GPLGAPLLPGTGRPRPTPSISSLQ\D 

DYEVSCPELDQLVEAALAVPGVYG 

SRMTGGGFGGCTVTLLEASAAPHA 

MRHIQEHYGGTATFYLSQAADGAK 

VLCL 


1474 


6971 


A 


1585 


2 


987 


LREGCPQR*RQPTQLDWPYF/CPFSP 
VC*KTKTKKPYPCAPKLGHVRCPT 














ASTLQAHTGPCPPSPQTGPQTRAGL 
LHICVGVGARFLFLLSLSPFGDIPL 


1475 


6972 


A 


1586 


318 


382 




1476 


6973 


B 


1587 


106 


293 


MAGRVCLCQGSAGSGA1GPVEAAI 

RTKLEEALSPEVLELSFRGTEPPTTT 

PAGPRSAGRGAGS* 


1477 


6974 


A 


1588 


442 


905 


PMLSGRLVLGLVSMAGRVCLCQGS 
AGSGAIGPVEAAIRTKLE\EALSPE\V 
LELRNESGGHAVPAWAVRLHFRVG 
CW*ALVFEGLSPLTTDTGLFHAALA 
EELGRFRSHALAMPGTDPPPQWREN 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














\SQLEQLAPPCLG\GKQENFLGTPLE 
PPKRG 


1478 


6975 


A 


1589 


1206 


1335 


KTQERYFNLKQN*TGQAWWLMH/I 
WEAEAKGSLEPRSLRPAWAT 


1479 


6976 


A 


1590 


136 


837 


PSEKTSPDRDKKKRAVRSILFLLELQ 

NIIIQDHDQGQEKENESQIMKEENT 

GAGAEAKREEDMNPKVKSSKKHKS 

EEHNDKEHSSDKGRERLNSSENGE/ 

AQAQTPRKEGH/RKGRGHSRSRSRE 

RRHRIRGRERKKSRSRSRERKKSRS 

RSRERKKSRSRSRERKRRIRSRSRSR 

IQRHRA*D*KAGVGPRSRSRDRKKR 

IEKPRRFSRKFKPDSQVHLPLEGRTQ 

PWDAQEAFS 


1480 


6977 


A 


1591 


209 


1545 


PYYFLQANSPPGPLLTPALLPHRILS 

DVTQGLPHAHSACLEKLKRSYEFY 

RYF\ETQHQSVP\QCLSKTQQKSREL 

NNVHTAVR/SLWQLHLKALLNEVII 

LEDELEKLGCTKETQELVSEAYPILE 

QKLK\LIQPHVQASNNCW\EEAISQV 

DKLLRR\NTDKKG\KP\E1AC*KPTCY 

SSTF*RQPTLHIADQDPIPEEQE\LEA 

YVDDIDIDSAFQNRHDFYYLSQEDK 

ERQKREHEESKRVLQELKSVLGFK 

ASEAERQKW\KQLLFSG\HAVLK\SL 

FPVGPQWEPISNSEPSMNSDMGKVS 

KNDTEEESNKSATTDNE1SRTEYLC 

ENSLEGKNKDNSSNEVFPQGAEER 

MCYQCESEDEPQSKIGSGLTTXAPPT 

P\RDSLQPSIKQRL\ARLQL\SPDFTFT 

AGPCWQEVGCLDLLLPFTTMAGNR 

LFGDEEEEQIIEEN\KN\EIEEK 


1481 


6978 


A 


1592 


1 


296 


DFPLPTLLKTGPGPGF/YNGPP* GER 
FYVASPG*IWAPQGFF*KGPPSSSSS 
SSSQRSKPLFPCFANKTG*VGCFLVI 
SQRDQIPYPRPTPPTLPWLQP 


1482 


6979 


C 


1593 


15 


350 


MLISLNINQTLLYCNKTENCXXXXX 

XXXXXXXXGGPFKRTPGGPKFNRG 

WQGKIFPLKGGLLKPHWGIFXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXEKGEKQPEKPGG* 


1483 


6980 


A 


1594 


11 


129 


APWLSVLY*SESPEAQPPYMMGPLE 
SP*AQRCPGLERGR 


1484 


6981 


A 


1595 


2 


660 


NFPTARLFRLFYPLFPLKIFIFPKAFN 

FCREVGPFCPPPK*GFFPKIPK*VFN 

RPP/SKGKSFTLPAPVKFGPPRGPFK 

RAPSSSSSSSSPVV*APWPTVLY*SE 

SPEAQPPYMMGPLESP*APHEGVTA 

WVES*GPCPA*PWGRQAAPQPPPPP 

QERAG*EPESKFGPGSK/PPERPVYA 

GNSPVLRSGLTSPSPSPAPPGGFKY 

MEERSKADLGPGMEKG 


1485 


6982 


A 


1597 


1 


680 


ESRIRRRSSRRPREPPGPSRRRRRRR 

PDPRTMPSEKTFKQRRTFEQRVEDV 

RLI\REQHPTQIPR**LERSKGNNQPP 

\VLDK\TKF\LVPDHVNMSEL\IRI\IR 

RRLQ\LNANQA\FFLLV\NGHS\MVS 

VSPHPI\SEVYE\SEKDE\DGF\LYMV 
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SEQ ID 
NO: of 
nucleo-tide 

SCU UtllLL 


SEQ ID 
NO: or 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; *=Stop 
codon; /=possible nucleotide deletion; \-possible 
nucleotide insertion) 














LCPPPE/YGLR*TLSV*N*KKKNAAS 
S*NCLNPLPKEK1KECYPTEIDQFIPI 
TDHETSSVPTLGVLGSCVCVSSRKT 


1486 


6983 


A 


1598 


2 


508 


PDSSGPHRLRENPPMVAVSCPTKTN 

VKGPPGGKVGAHAG\EYG\SEALE\R 

MFLSFPT\TKTYFP\HFDL\SHGLCPR 

LKGHG\KKVADALT\NAVAHVD\D 

MP\NGVVRP*SDLH\AHKLVRVDPVN 

FKLLSH\CLLVTLA\AHLP\AEF\TPA 

VPRPPWDKFPWLSVKHRCLTFKYR 


1487 


6984 


A 


1599 


295 


758 


VLSRKCQRSLTAFSSKCPNSWFSITQ 

TECKTMTCGMPQHVTQQ*RPIINTS 

HQYSVKLGHP\DTL\NQGEFKELVR\ 

KDLQNFLKKENKNEKVIEXHIMRGP 

GTQNAAQPAELSREF1MLMGEA*PG 

AFPRRKIARGLTEGPGHPNK*PGPG 

GGAPP 


1488 


6985 


A 


1600 


411 


1259 


SQGTTSRGSWEFPHSPEIEETSCLAE 

LFEKAAAHLQGLIQVAKQGATLCT 

LYAKYKQVKVGNCNTPKPSFFDFE 

GKQKWEAWKALGDSSPH\QAMQE 

YIAVVIKLDPGW/ISSDIQRRNGKEA 

NTGFGGPVISSLYHEETIREEDKNIF 

DYCRGKQH*PYNQKPSNPKNVDVN 

VKDEEGRAP\LHWGL*SEDIKELVH 

SVAANIELTLNCQD\NERPKQALHY 

ASACGVSGIL*ELAAPSLGADPDSPR 

PG WLPA RGG DRLQNSFFG A A A AHN 

WQGLIKRLENCSL 


1489 


6986 


A 


1601 


177 


409 


FLQASGILKGFEPNLL\NLVLTVTI*Y 
MRDPDDQYKLTGGHPGKLGLVVFR 
G\TSLVL\ICPQDGMEAIP\NPFIQQQ 
DA 


1490 


6987 


A 


1602 


1 


165 


PLKRSDGCNDGRPTRPPTRPDTTVF 

TSNLKQTRMVHLTPVEXKSAVTAL 

WGKVNVDEWGGKALGRLLVVLP 

WDPKRSFQSPLGESVPTP*MVHLTP 

VERVCRYCPVGQGERG 


1491 


6988 


A 


1603 


240 


461 




1492 


6989 


A 


1604 


2 


206 




1493 


6990 


A 


1605 


2940 


3296 




1494 


6991 


A 


1606 


189 


736 


ENKISSVFKADFLPPAPCSLPGLEVS 

VSPKGKNTSGRESGFGWAIWMEGL 

VFSRLSPEYYELA\RPHLRDEEKS\CP 

C\LAQE\GPQG\DLLTKTPELGP*ITR 

TC\LTI\VQKT*RKMVDKP\TQRSVS 

NAATRVCRTGRSRWRDVCRNFMR 

RYQSRVTQGLV\AG\ELAQQNLVST 

SRLCIPSTGPL 


1495 


6992 


A 


1607 


J 


452 




1496 


6993 


A 


1608 


3 


485 


PTLLVPTDSERTHPWLLSPADK\TN 

VKGPPGGKVGAHAVRSMCAEALE 

RMFLSFPTTKTYFPHF\DLSHG\SAQ 

V*GPRARKVADAL\TNAVA\HVGRT 

LPNALVPPLSDLHAHKL\RVGPGSTF 

KLLKATCLAGLTLVAAHLPARVQPL 

AVASLPWDKVSWASC 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO; of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
)ocation of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; *=Stop 
codon; /-possible nucleotide deletion; \= possible 
nucleotide insertion) 


1497 


6994 


A 


1612 


77 


636 


QPQTDTMVHLTPVE\KSAVTALWG\ 

KVNLDE\VGGKALGRLL\VV\YPWD 

PQKVL*NPLGESVPTP*MLVKWGKP 

PKGEKAQWQKKKCSGAL*VNGPGL 

T/HGQPSKGTFGPH*SE\LHC\DKLH\ 

VDP\ENFRLPGQQCLVCVAGPITLG 

KEFTP\QLQACLFRKLVA\GVANAL 

GPTSNHLSLAFLAGPISN 


1498 


6995 


C 


1613 


167 


391 


MNVFMCRLGTTFHLVLLLPSVLPSL 

RKTVFLNPFSIKQRFQRWKHWVFQ 

VASELTDAILSSCGHLFLPGSHNLS* 


1499 


6996 


A 


1614 


1402 


1871 


GLQGSQSLHIPSLTGLRHACITLGKT 

AHSSRLHPSPAPPPYL* STDTRDNN 

APEPTPPRSWTWRA*/PMGRGSSQE 

GQASQQPWPGEGKSGCEMPP\LVY 

KVKPEP*P/SPDPWGL*QSMPLDYL 

HLSVILRWRRGGGQWQGATKISRR 

DRRGGALLLHL 


1500 


6997 


A 


1615 


8 


551 


SAQMAVTTADPRVRPRVRTQLCSL 

ASLIQTLLVHLTPVEVKSAVTALWG 

KVNVDEWGGEDLSVRLLPVYPWTQ 

TFFD\SFADQSTPDAAMGNPKVKAH 

S\KKVLG\AFSGGPGCTWDNLKGTF 

AHTEVSLHC*QACTWDP\ENFRLLG\ 

NVLVCCCWAHSLLGKEFQPHQLQA 

CLIKKIGWLGVG 


1501 


6998 


A 


1616 


3 


389 




1502 


6999 


A 


1617 


1 


672 




1503 


7000 


A 


1618 


18 


621 


RSLRCSRHSCLATSSPLPCARRAWH 

PARGKADQPFCRSAGPSVPAAQPR 

GENREKEETTRIGPGVMESKEKRAV 

NSLSMENANQENEEKEQVANKGEP 

LALPLDAGEYCVPRGNRR\RFRVRQ 

PILQYRWDMMHR\LGEPTGQGMKR 

RE*WKRIGEEVRQLMEKSWRGKSQ 

L\SH\SLRGESGTDPPSPMTHHD*VF 

ALMPLNP 


1504 


7001 


A 


1621 


3 


700 


HASDRRHHGSHACSRVSSGHQAGL 

LGGGWEEDRECGQRAEGMMFWA 

ALALAATSPSRLLLSPGKGPVPSRLL 

PLSDAASPTWLKLTI*RR*RSQIYQT 

G\QEGPLLPSQIGVI\LRDSHGVA\QV 

RF\ VTGNKIL\RILKS * GTCS * IFLIDL 

YHLN*ESQFAVRKGILRREQERDKG 

G*NFPSDF*IGEAGFHPFWLRYYKD 

QAESSLPNWEIWNHLTASALGRINL 

VWCTPSN 


1505 


7002 


A 


1622 


1 


340 


GEHSMAPPAHFRALLYHPGTATLV 
PHPASISQHSPSPWGNA/RG*PV*RQ 
RHLTAPRSPPHPRFRHKPGKDPREN 
PSRWPEVPSLPQTHVVPGQAAWDT 
VNTTVCKNRSTKPQD 


1506 


7003 


A 


1623 


3 


1076 


HPVPSSSYSVHTLSPAAMTEQMTLR 

GTLKGHNG\WVTQ\IATTPQFPENNL 

PASRVEKAIILRKPARGWSQPMNFQ 

RRSRRIHSHLLRMVVIS*DGQFC/AF 

QGFWDWKPCALGDLTNG/TPTRGR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; Y=possibIe 
nucleotide insertion) 














FCGPIPKDVLSVAFSSDNRQRLSLGS 

RE*THQSLWN\TLG\VCKFNLSRNES 

H/SESWVLCV\RFLAPTTSKPLSIGLP 

VAWDK\LVQV\WKPGLNCKADAPN 

PHLATTGFLXNTGDLSSSRWDPLCA 

SGG\KDGQA\MLWDL\NEGQPPLQR 

*NGGDI\INA\LCFSPN\RY\ WLCIAAT 

GPSMKIWDLEGKIIWDELKQEVISTS 

SKAEPPQCTSLAWSADGQTLFAGY 

TDNLVRVWQVTIGTR 


1507 


7004 


A 


1624 


1 


1189 


LQGGGRRGCGASFSKPSSAILVAAA 

THALAAAMTEQMTLRGTLKGHNGX 

WVTQ\IATTPQFPENNLPASR\EKAII 

LRKPARGWSQPMNFQRRSRRIHSHF 

V\SDVVIS*DGQFC/AFQGFWDWKP 

CALGDLTNGHPHEGDFVGPYPRNV 

LSVA\LSSDNRQRLSLGSRE*THQSL 

W\NTPGWCANTTVPG*EPTQEWV\S 

CVPLPRPNNQQTPIIVLLWPGNNLV 

QVMETWANCKLKDPT/NHWPTPGY 

SETPVTVLSRMDPFCAXSGGQGMAQ 

AHVYGDL\NEG\KHLLHARMVGTSI 

NA\LCFSP*PATWLCAATGPS\IKIW 

GFRGERSIVDELKQEVISTSSKAEPP 

QCTSLAWSADGQTLFAGYTDNLVR 

VWQVTIGTRLEVYGRALPIKKKTGF 

SEKKKK 


1508 


7005 


A 


1625 


3 


445 


GEFADSF/SSMGSPVNAQDFCTDLA 

VSSANFIPTVTAISTSPDLQWLVQPA 

LVSSVAPSQTRAPHPFGVPAPSSGA 

YSRAGVVKTMTGGRAQSIGRRGKV 

EQETDQLEDEKSALQTEIANLLKEK 

EKLEFILAAHRPACKNPDDLGFPE 


1509 


7006 


A 


1626 


7 


514 




1510 


7007 


A 


1627 


3 


462 


RRSERAVTVLLPSSASQRPPVSAPRP 

LARLCLTATMMFSGFNADYEASSS 

RCSSA\SPAGNSLSYYHSPRRPPFSA 

WGSPVNAQ\DFCTGPGPFSSANF\IP 

TGHLPSWTSPD\LQWLVQ\PALVSS 

V\APSQTRAPSTFSESPPPTAGA\YSR 

AGVVKTMTGGRAKSIG\RRGKVEQ 

LSPEEEEKRRIRRERN\KMAAAKC\R 

NR\RRELTDTLQA\ETEQL*DERTAF 

WT\RMSHPVEEEGKLEFILAAHR\PA 

\CKIPDDLGLPRKRMSVASLDLTGG 

LPRGLPPRRSEEAFTL\PLLNDP*/DP 

KPSVEPVKVSISSMELKTEPFDDFLFP 

ASSRPSGSETARSVPDMDLSGSFYA 

ADWEPLHSGSLGMGAHGHRGWEP 

LCTPVVTCTPSCNCLHVFLRLHLPR 

G * LLPQLCSCPPQGQQQQ* AFL* LA 

QLTHAAGPVRGQGRGGSRHPQV\PL 

PELVHYREEKHIFP*RVPRPGIASLT 

TTHPADLLFQHGARLSTRRDFCTGP 

GPFSSANFHSHGSLAILDQSGPCSG 

WCKPALVSSVGPIADQSPFNLFGVP 

TPYRWGLAPGLAL 


1511 


7008 


B 


1628 


43 


674 


MDWTWSILFLVAATTGVHSQVHLV 
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SEQ ID 
NO: of 
nucieo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop j 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














QSGAEVKKPGASVKVSCKASFNSF 

DTYGFNWVRQAPGQGLEWMGWV 

SAFNGDTNYIRKLQGRVTMTTDSST 

STAYLELRSLKSDDSAIYYCAATNS 

DKYFWGQGTLVTVSAASPTSPKVF 

PLSLCSTQPDGNVVIACLVQGFFPQ 

EPLSVTWSESGQGVTARNFPPSQDA 

FGDLYTTSSQLTLPATH* 


1512 


7009 


A 


1629 


3 


1639 


SPGIFRGFQSVIRTEQRELTMESGLN 

WLLLVAVLKGVQCEVQILESGGGQ 

VQPGG SRTLSC A ASGFIFSN Y VMT W 

VRQAPGKGLEWVSSTAASGANTFY 

AESVKGRFTVSRENSENMMYLQMS 

SLRDEDTGIYYCAKDGDVPNLGVA 

WIVAGPGNVRPRKWFDAWGQGTT 

VTVSSASPTSPKVFPLSLCSTQPDGN 

VVIAXSCLVQGFFPQEPLSVTWSESG 

QGVTARNFPPSQ\MASGDLYTTSSQ 

LTLPATQCLA\PKSVTCHVKHYTNP 

HPDVDGXPCPVPSTPPTP/CSLNSTYP 

I SLMLPPPT VTAPTGPSKDLFLGSE A 

NLTCTLTGLE\NASGCHFQSEGLQV 

GKSAVQGP\PEA*PSVAAYSVVQLS 

CRG WRE AMEPL VRPFTCTA A\HP V 

VQGPALTAHPLQNPGNTFPGPRVHP 

FAPAVGRVCPFNDLLT\LHCLAR\AF 

SPQGPC WVR WLQGSPKLPPRKST* L 

G/PFPAGAQARAPTTFAVTSILGR/V 

QPEDWEE/EGTPFSCMAGH\EALAL 

AFTQKTIDRLARKPTHVNV\SAVMP 

EVDGTCY 


1513 


7010 


A 


1630 


3 


497 


SSGPTRLRENHPWLLSPADKTTVKG 

PL/WGKVGAHAAEYG\SEALGEGFS 

LSFPQPPKTYFPATSDLE/HNGFAPG 

LKGHGQRKFGRTR*PKSRGGNVD\D 

MPQTALSAPERPCTAHKL\RVDPV\ 

NFQASLSHC/LCLVTLAAHLPAEFVT 

PAVRRLLWSKFLASWSTVL 


1514 


7011 


A 


1631 


9 


489 


NSARATDSERTHHGARLLPDKTKA 

QRPPRLKLGANA\GEYG\SEAL\ERM 

FLSFPNPPKTYFRQFRP*ANGFAQG* 

RGHGQRRWPDALTQ\AVA\HVDEH 

APNGAVRP* SDLH\AHKL\RVDPVN 

FQASLSHCLAW*PWPAHLPRPSSTP 

GGATPSLEQSSWASC 


1515 


7012 


A 


1632 


2291 


2960 


INCPAQAKVADILQFNFKKFVCLF/D 

FLRQSLALSPRLQVQWXYDLSSLQSP 

SPRFKQFSCLRLPSS*NYRCASPRPT 

NFLIF/M * RWGFTMLARLVFVLLTSS 

DPPTSA/SHSAGITSVSHCTRPLQSIFI 

* PLEQ V S * VKDKNNN KKTHFF VLFC 

FLRQSHSWTQAGMQWHDQSSLLL 

QPPRLKQFSHFRLLSSWYYRCLANF 

*IFCKDGVLLCCPW*SQTPGLK 


1516 


7013 


A 


1633 


1 


1233 




1517 


7014 


A 


1634 


233 


884 


ESPGVGCSARRGPRPRSPGPPPAAP 

GTPRPHGIPLYTRAGHQ**GEIRRRP 

CTFISKFLRPQGGSASERQLPDLQAR 
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SEQ 10 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO; 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














AWQELLGRPFNKHXHWFPR* SPCKG 
IGVTRCI\RINP*KWIPLIGPGQHSAIG 
LSSQELFRLLP\SEL\TLWG*PPIEVSY 
RIGEDGSHLCACMKPSPA\GGST\QN 
QT\NVQMV\DS\RISCKEELLLGRTEP 
FPKTTNMMTVSG 


1518 


7015 


A 


1635 


2 


402 


SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


1519 


7016 


A 


1636 


2 


522 


GLEFGTSHRLRENPPWCLSPADKTN 

VKA\AWGKVGAHAGEYGAEALER 

MFLSFP\TTKTYFPHFD\LSHG\SAQG 

*RAHGK\KVA\DALTK\AVA\HVDD 

MP/HNGAVPPLSDLHGAQAFGWDP 

VQLQSS*SHLPCW*PLARPPSPAEFQ 

PLAVATSSLGQSFLGFLLKHRCLNL 

PNYR 


1520 


7017 


A 


1637 


344 


742 


GFLIGVNEKTCFFTSPMLHDSYFFFL 

VNVIRCHFICGTYLYWAKHIFSFVPF 

FLSFLFTSFISLFLPFPFFLFFFFFFW* 

LLLPTPFYVSF\MKG*SFNF*FFIFKC 

RLLTLLQNIK*TREMTTFDYFLSVFL 


1521 


7018 


A 


1638 


1 


519 


PLKRSDGCNDGRPTRPPTRADTTAY 

TSNLKQTLLVHLT\TEEKSAVTALW 

GKVNVXEKVGGKALGRLLVVYPWT 

QRF\FESFGDLSTPDAVMGNPKVKA 

HSQESSPRGL*WWAWLTWDNLKG 

TFAHTEVSLHCDK\LHRGSLKNFRL 

LGQRAWSVVAGPIHFWQKNFNPTS 

CRLA 


1522 


7019 


A 


1639 


3 


452 




1523 


7020 


A 


1640 


3 


484 


PTLLVPTDSERTHPWLLSPADKDQR 

QGPAWGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHG\SAQV* 

G PRARK V AD ALD/TN A V AN VG RTL 

PNALVRPL\SDLHAHKL\RV\DPVQF 

SSFL\SHCLLG*PWAVHLPRPSFNPW 

RLQGFLGDKVSWAFC 


1524 


7021 


A 


1641 


180 


613 


SFAGISNGLAGRSVKDSGKAQ\AKA 
VSR\SQRAGLQSQWGR\1NRH*KSRD 
AS\HERGGATA\AVYSA\AILE\YLPQ 
KVLELAGKASKDFKGKAYYPLRHL 
Q\LAIRG\DEE\LDSLIK\AT\IAGGGVI 
PTTSHQ1SDRGGKKKDNQKTV 


1525 


7022 


A 


1642 


107 


368 


IY1ILRD*VLSTFVCFILCKAIYKNIW 
TAFWKCS*ILICSI/LCNYVCTCTSVY 
ALCYIYIIDLR*QQTYLCESKCTCIC 
MYVCIFLC 


1526 


7023 


A 


1643 


790 


1252 


CAKPETQNNGNLRVRLRPLHFGHT 

LN*VRT*LKRRIFFFLRQSLALSPRV 

ECSGMISAHCKFCFLGSGHSPASAS* 

VAGTTARRQHAWLFLCVFSRDEFH 

RISKDGLNLL/NLVICPPRPPKVLGL 

QHEPPCPAKRRNFLSKIMGGHCFEL 
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SEQ IB 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; *=Stop 
codon; /=possibfe nucleotide deletion; V=possibIe 
nucleotide insertion) 














SSCN 


1527 


7024 


C 


1645 


171 


329 


MGARASGRSPLCQVGRQEQGLRGR 
NGPLPASRLPQQPQVVPATPQSPRD 
DLA* 


1528 


7025 


B 


1646 


196 


514 


MGRDTGPELCLHDSSLPAADDGPSL 

PTKQNEEFRPFIRRLPEFKFWHAAT 

KGILVAMVCTFFDAFNVPVFWPILV 

MYFIMLFCITMKRQIKHMIKYRYIPF 

THGKRX* 


1529 


7026 


A 


1647 


43 


321 




1530 


7027 


A 


1648 


35 


821 


GRPRLGRSGAASYRMSEGDSVGES 

VHGKPSVVYRFFTRLGQIYQSWLD 

KSTPYTAVRWVVTLGLSFVYMIRV 

YLLQGWYIVTYALGIYHLNLFIAFL 

SPKVDPSLMEDSDDGPSLPTKQNEE 

FRPFIRRLPEFKFWDASVCGDGRCS 

CKAGGGRQCPVLAADAALTFSPHL 

K\HAATKGILVAMVCTFFDAFNVPV 

FWPILVMYFIMLFCITMKRQIKHMI 

KYRYIPFTHGKRRYRGKEDAGKAF 

GQLEAGLRLPHVLQEQF 


1531 


7028 


A 


1649 


156 


818 


HSYRMSEGDSVGESVHGKPSVYVYR 

FFTVRLGQIYQSWLDKSTPYTAVR\W 

VVTLG\LSFVYIDSEFTCLQGWYIC* 

PMPLGIWHLNLFHKLSFSPKWDPSL 

M\EGLQDDGSFGYPTKQERREF/RA 

PFIRKGSPGVLNFWHAGYPRASLVA 

LWSCTF\FDAFQTSPVFW\PIL\VMYF 

HHASSCITDGRRANSRHMDLSYRY 

MPVSHMGK/RGRYRGKEDVAGKAF 

AS 


1532 


7029 


A 


1650 


154 


685 


PPLHLRDCFSPPGRALSPVGFYPYR\ 
RSVP\TWLKLT\SDDVKE\QIYKLGQ 
EGPLLLSQIG\VILRDS\HG\VAQVRL 
G\TGHDTFKI\LKSKGLAPDLPEDLY 
HLIK\KA\VAVRKH\LERNRKD*GC* 
NSRLILIESRISPFWLRYYK\TKR\VL 
PPNWEIWNHLTASAPGRINLVWCT 
QAIK 


1533 


7030 


C 


1651 


127 


435 


MAASXNPEVLDITEETLHSRFLEGV 
RNVASVCLQIGYPTXASVPHSIINGY 
KRVLALSVETDYTFPLAEKVKAFLA 
DPSAFVAAAXLGCCHHSCSXCCCSP 

s* 


1534 


7031 


A 


1652 


1 


689 


KCFI/VGADNVASKQMQQIRMSFRG 

KAVC*WGKNTMMRKPIRGHLENNP 

ALEKLLPHIRGNVGFVFTKEDLTEIR 

DMLLANKVPAAARAGAIAPCEVTV 

PAQNTGLGPEKTSFFQALGITTKISR 

GTIEILGVRNVASVCLQIGYPTVASV 

PHSIINGYKRVLALSVETDYTFPLAE 

KVKAFLADPSAF/VAAAP/VAAATT 

AAPRAAAAPAKVEAKEESEESDED 

MGFGLFD 


1535 


7032 


A 


1653 


68 


1130 


RTAVMPREDRATWKSNYFLKIIQLL 
DD YPKCFI VGVADN VG SKQMQQIRI 
VPWGEACVLMGQKTM\MGQAHPK 



321 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /—possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














GTL*NNPSLWRKLLP\HIRG\NLGFC 

FTQGGPSLEIKGHVCLANKGLPSWL 

PVVGANCPHGEVTGGQPQNTG/LSG 

PEKTSFFPGL*AITTK\ISQGAPIENPE 

VNVPAESRTGDQSGKPSEANAA*TC 

SNISPF\SFGAGSSQPGVSTNGSHLPP 

LKGLDIHRRNLCIFWLSWRGVRNV 

AKCLSARLAYPTVA\SVP\HSIINGY 

KRVLA\LSV\EPDYTFPLAEKVKAFL 

\ADPSAFVVAA\PVGWAPPAAPGG\ 

VAAPAKVEAKEESEESDEDMGFGL 

FD 


1536 


7033 


A 


1654 


1 


364 




1537 


7034 


A 


1655 


70 


253 




1538 


7035 


A 


1656 


151 


657 


APTTPTGPGDPLDLVALAEQVQKA 

DEFIRANATNKLTVIA\DQLQ\HLPE 

QARKVLEEAHRDANLHHVACNIVK 

KPGDIYYLL*TGRVGQQYFSIISPKE 

LGDKFVHIDFLGAYKLQHDLSWTP 

V * GH* EGKMLKI SMMG HV AKP VS G 

PASVHWNPTFQGTDSLEEWGF 


1539 


7036 


A 


1657 


345 


547 


GFKPPDFFLCNENKWRKINTSSFSE 

Y*CLMHIHLLIFNITIFSS/LHTYIHKH 

THTHTPFSVFIMEGC 


1540 


7037 


A 


1658 


228 


900 


PSQAGNTSPSGARSSFPKDMKLLEN 

SSFEAINSQLTVETGDAHIIGRIESYS 

CKMAGDDKHMFKQFCQEGQPHVL 

EALSPPQTSGLSPSRLSKSQGGEEEG 

PLSDKCSRKTLFYLIATLNESFQA*L 

*LQHSPQPLSSAGSPALSWLG*MQS 

TAVCSQLCGEDFKDLKPQLWNAVG 

RGDLPGLKCDIYS\YNPYLDSDP\FG 

EDGSLWSFNYFFYNKRLKRNRLL 


1541 


7038 


A 


1659 


35 


1288 




1542 


7039 


A 


1660 


1 


1641 




1543 


7040 


A 


1661 


212 


369 


HPVTVYLLLGYLLFQLPCGSEFSTSE 
THGHSADRLGXAAFAVSRLEQDEYA 
PG 


1544 


7041 


A 


1662 


63 


255 


VLMFSSSHG*GYQSS\RLQCKLQIVQ 

LIQDILLFFSF*IPE*LLS*LTPLKIFPL 

HQNGPSDFVS 


1545 


7042 


A 


1663 


169 


391 




1546 


7043 


A 


1664 


85 


1534 


KSSHCIKMGPQIFHKTSELVLPATSC 

PSCPDQNEEDVSQTQYKJBCCGXGG 

WCSHSIFAVW\HFI*RPDAT*FGLEQ 

RLTGLLASGPVSLREVV*LYSSLGT 

VISGK*KTSNVG*RGLALGSWAFSD 

KYSWFTMFTWACISGPTKALXTTGV 

\GLIAF\GQCDVIVAGGVELMSDVPI 

RHSRKM1KLMLDLNKAKSMGQRLS 

LISKFRFNFLAPELPAVSEFSTSETM 

GHSADRLAAAFAVSFL\DQDEYALR 

SHSLSKKAQDEGLLSDVVPFKVPGK 

DTVTKDNGIRPSSLEQMAKLKPAF1 

KPYGTVTAANSSF/LLTDGASAMLI 

MAEEKALAMGYKPKAYL/RRDFM 

YVSQDPKDQLLLGPTYATPKVLEK 



322 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possib!e nucleotide deletion; \=possiblc 
nucleotide insertion) 














AGL\TMNDIDAFEFHEAFSG\QILAN 
F\KPMDSDWFAE\NYMG*KKPRFGL 
PPLWRRFNNWG\GSLS\LGHPFGT\T 
GCR\LV\MTAANRLRKKGGQYGL\V 
AACAPG\GQGSATDYVEAYPK 


1547 


7044 


A 


1665 


294 


823 




1548 


7045 


A 


1666 


3 


1171 




1549 


7046 


A 


1667 


1419 


1801 


TMEIHPIEQLDPSDHLESTAAGQEA 

LFTYHSF*STFISFFETGPHFVT\RLK 

CSSAIITHYSVELLGSSHPPTSASWV 

AGNTGVCPHVQLIFLFFVEMGSHY 

VARLVFNS\GLVIFLPWLPKVLGLQ 

V 


1550 


7047 


B 


1668 


68 


471 


MVRKLIVPRAEAAEAGGLPELGGH 

RPQPARAARAAALTGCSGGEDYTR 

YNQLSRAVPVCSRLGAHARVRWEL 

CDFVTASSFCRRRLPTVLLKLRMAQ 

HLQGSIALL* 


1551 


7048 


A 


1669 


2 


359 




1552 


7049 


A 


1670 


1 


585 


PRGVIGHGPLGTSFIGKYGCGDYW 
VKAFLDRPSQPMQGPKKNFEWWD 
LVDVNTPYDLMAYPV S AKKERKV S C 
MFIPDGRVSVSARIDRKGFCEGDEIS 
IHADFENTCSRIVVPKAAIVARHTY 
L ANGQTK VLTQKLS S VRGNHII SG T 
CASWRGKSLRVQKIRPSILGCNILR 
VEYSLLIYVSVPGSKQVFIKAL 


1553 


7050 


B 


1672 


21 


410 


MPSKVRCXSVOVFDAMKTATAVA 

HCKRGNGLIKLLEPVLLLGKERFAG 

VDTRVRVKGGGHVAQIYAIRQSISK 

ALVAYYQKYVDEASKKEIKDILIQY 

DRTLLVADPRRCESKKFGGPGARA 

RYQKSYR* 


1554 


7051 


A 


1673 


1 


456 


MPS/KGPLQSVQVFGRKKTATAVA 

H/CKRGNGL1KVNGRPLEM/IEPRTL 

QYKVLGSGTGVSGWRTLGDRDVV 

ALESWGAGISNGMFRSCVGCRQWA 

AG A S S A S RQERFA G VDIRVR VKG G 

GPWPRFMSKKFGGPGARARYQKST 

DKPIVTQNSLV 


1555 


7052 


A 


1674 


172 


661 


LLEPVLLLGKERFAGVDIRVRVKGG 

GHVAQIYGESQELGAWRRWLWEG 

GLHSAPVPFNCVSFSQLSVSPIS\KAL 

VAYYQK\WSEHGSFP*GRWVCGDQ 

VKDSV*LSKSSSLLFLPDVDEASKK 

EIKDILIVQYDRTLLVADPRRCESKK 

FGGPGARARYQKSYR 


1556 


7053 


A 


1675 


27 


554 


STLGAMPSK/GVPLQSVQ\VFG\RKK 

DSGQLLAH\CKRA\NGLIQG*TGGPL 

EMIEARARLQYK\LLEP\VLLLGK\E 

RFAG\VDIPCPV*KGGWSTWPQIYAI 

RQS\ISQKPLVAYYPEM*VSMGPSH 

E/YVDEAFQRREIKDILHPSY\DRNP 

AGLAGPFVRCE\SKKF\GGPGA\RAR 

YQKSYR 


1557 


7054 


A 


1676 


192 


836 


ALIMSFIFEW1YNGFSSVLQFLGLYK 
KSGKLVFL\GLDNAGKTT\LLHMLK 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














DD\RLGQHVPT\LHLT\SEELT\IAGM 

T\FTTFDLVGHE\QARRVWKN\YLPS 

QLMGFVFLVDCA\DHFSPSWNPKVE 

LNALMTE*NNIPMCPILILG\NK\IDR 

TDAISEEKLRE1FGLYGTGPQERGEL 

*PLKEL\NARPM\EVFHVAVLLKEG 

KVYGRGFSAGLLPVLFD 


1558 


7055 


A 


1677 


196 


520 


DTVSRKNKSGKIFQLSSRV*IYERSQ 

SGVKVYKCKTFGKAFTQ/HF*AHM 

RMYTGEKPYKY*ECGKFFILVLLLL 

LMIQKYFHLIKIVRLYLIRKKVSCKQ 

PSNKILQS 


1559 


7056 


B 


1678 


1 


1521 


MG1RVTSVIVSRPVPHSEAVFCCWL 

LGATDVWIPEHPANPRLTFPLFPESP 

GRHLRE1KLQSARDASVKSAKNTR 

VIPKPQRVIHPGGQPTDKMDLDLLD 

LNPRIIAAIKKAKLKSVKEVLHFSGP 

DLKRLTNLSSPEVWHLLRTASLHLR 

GSSILTALQLHQQKERFPTQHQRLS 

LGCPVLDALLRGGLPLDGITELAGR 

SSAGKTQLALQLCLAVQFPRQHGG 

LEAGAVYICTEDAFPHKRLQQLMA 

QQPRLRTDVPGELLQKLRFGSQIFIE 

HVADVDTLLECVNKKVPVLLSRGM 

ARLVVIDSVAAPFRCEFDSQASAPR 

ARHLQSLGAMLRELSSAFQSPVLCI 

NQVTEAMEEQGAAHGPLGFWDER 

VSPALGITWANQLLVRLLADRLREE 

EAALGCPARTLRVLSAPHLPPSSCS 

YTISAEGSWGTNCKQNTRLHISPET 

AGPAAHAACWPQQDTVRAGHSES 

WHASCCNPDTDMQGQTISTSVNQQ 

QE AQAKPPPTPL * 


1560 


7057 


A 


1679 


991 


1367 


AVLVFNNNGEANEGSGPRGP*GERS 

SRARPP/SGPGPWNCAPPRPWCPPL 

RGWSSVSWD*TAQAKPVCKSP/AG 

GSSPGTGSPSAPSPPGAGTEPAWAG 

PAELPGVFSLLNVPLSLSCLIF*SLAC 

LA 


1561 


7058 


A 


1680 


313 


429 


CIESMVHGGENIFPAGHGGSHL*SQ 
HFGRPRQVDHLRSG 


1562 


7059 


A 


1681 


552 


792 


GSASDYQSGIRTVGPRDWLCRRRA 
LDLDAARTQS VRA AEGKC AFLQMQ 
GPRVYTGPGRPRRADHLRSGV*DQ 
PGQHGETP 


1563 


7060 


A 


1682 


508 


1085 


CQHFGRPRRADHLRS\GVRAQPGQ 

HGETPSLLKILKLA/GHGGAPL*SQL 

LGRLRQENHLNPGGRGCGEPRSHH 

CTPAWETERDSISKKKTKTQVVICI* 

SLNLVREIKNKIGLTAE*ILQKNSEL 

EDVSIEII*NEGQRDGKKMDRAFLRS 

MQQYQAVQYMCNQSPRRVGDRM 

GRINSQKKCKTYTMNTIKHC 


1564 


7061 


C 


1683 


46 


516 


MLSDPPARIRTRKGPTETVSRIPRPN 
SPNGQGPVDSSPSGXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 

for nontif?p 

sequence 


Nucleotide 
location of last 
codon for last 

nminfi apiH nf 

<l III III If dtlU Ul 

peptide 
sequence 


Amino acid sequence ( X=Unknown; *«Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxx* 


1565 


7062 


A 


1684 


2 


100 




1566 


7063 


A 


1685 


2 


814 


PGYKKGPQETGSRIPRPNSPNPLRVL 

WTAHLVAMAPGSRTSL\LLAFALLC 

LALGFKEAGCPSQTVP\LSRLF\DHG 

MVQGPSRVTSCAID\TYQGFEETYIP 

KDQKYSFLHDSQTSFCFS\DSIPT\PS 

NMEGSATRNPILELLRI\SLLLIE\SW 

LEPV\RFLRSIVPPTTWVYEHLGTAI 

DYHLL\KDLEGGHPTV*WGRLEDG 

KPPDLGK1LKQTYSKFDTNSHNHDA 

LLK\NYGLLYCFRKDM\DKVE\TFLR 

MVQCR\SVEGSCWLLGCPSSIL 


1567 


7064 


A 


1686 


3 


452 




1568 


7065 


A 


1687 


3 


516 


PTLLVPTDSERTHHGACLLPDKTNV 

\KAAWG\KVGAHAG\EYGAEALER 

MFLSFPT\TKTYFPHFDL\SHGFCPGL 

RATGKKVADALTKRRG/HTWDDM 

PKRRCPP*SDLHAHKL\RV\DPVQLS 

SS*SHLPCWVTPGPAHLPRPSSTPGG 

CKASLGQSFLGFLLKHRCLNLPNNV 


1569 


7066 


A 


1688 


3 


409 


SNFRSNFGYNIPLKHLADRVAMYV 

HAYTLYSAVRPFGC/SGYWGCA1GK 

ARQAAKTEIEKLQMKEMTCRDIVK 

EVAKIIYIVHDEVKDKAFELELSWV 

GELTNGRHEIVPKD1REEAEKYAKE 

SLKEEDESDDDNM 


1570 


7067 


A 


1689 


2 


437 




1571 


7068 


A 


1690 


126 


409 


ILLLWMDILICTDFGSVNYFNVWRL 
PKSYLSLFYSRIYIVHDEVKDKAFEL 
ELSWVG\ELTNGRHEIVPKDIREEAE 
KYAKESLKEEDESDDDNM 


1572 


7069 


A 


1691 


516 


564 




1573 


7070 


A 


1692 


224 


344 


ILLLGFLVLASDHLQSKYAL*CPLR 
HLPELNPSLREGSVL 


1574 


7071 


A 


1693 


1 


1237 


MGCRPVGQAGLELLTSARTCFVSD 

LKRGLKIQAAKFNIDGNNECPIDTR 

KQLAENLVVIGGTSMLPGFLHRLLA 

EIRYLVEKPKYKKALGTKTFRIHTPP 

AKANCVAWLGARSLLGYNRFLMF 

QPFRGEETVWSLLPKIQAYCCPFLL 

KYDLSASTFSPDGRVFQVEYAMKA 

VENSSTAIGIRCKDGVVLGV\EK*VL 

SKLYERRVPNKKTFLMFDR\HVGM 

A\VAG\LLADA\RSLADIAREEASNF 

RSNFG\YTIPLKHLADRVAHVWCHA 

\YTTLPVAVRPF\GCQFPC*GPYSVN\ 

DGA\QLYHD*PHPGVSIPVNWGCAI 

GQRPGQAWQRRKLEK\LQMKEMT\ 

C\RDIVKEVAKIIYIVHDEVKDKAF\E 

LEPSW\VGELTK\GRHEI\VPK\DIREE 

AEKYAKESLKEEDESDDDNV 


1575 


7072 


A 


1694 


1 


1083 




1576 


7073 


A 


1695 


138 


545 


RPGMWSTRSPNSTAWPLSLEPDPG 
MASASTTMHTTTIAEPDPGVS\GLP\ 
DGRMETPTPHP*LTMVVMAGCDV/ 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














AAVPIVLVSLLFWMLRYMYRHKGT 

YHT\NEAKGTEFAESADAALQG\DP 

AL\QDAGDSSRK\EYFI 


1577 


7074 


A 


1696 


2 


498 




1578 


7075 


A 


1697 


41 


510 


APSPRRPWGHFTEEDQGLLSTSLWG 

KGEMWKKCWEGRNPWERLPGCPT 

PWTPRGSFEQLWQPCPSA/ILAHPW 

ANPQSPRHHGK\KV^TSLGRCP*STL 

DDLKGTFAQLNSELHCDKLHVDPEN 

FKLLG\NVLVTV\LAIHF\GKDFTPGG 

CRASWAEDG 


1579 


7076 


A 


1701 


153 


744 


AVNLVPSKDRHLTQSRSQGGGVAN 

PNSGVYSARPSSPPPQIALPAWGTG 

QPQTLQTSPGEGFSVQTGAEVGVG 

RG * PRRRPPRARQGKG VH STLKKL 

KHYRFHIADGLDRGQAPPLGRPLFL 

GPGWLRTH*GRAGK/QNPQTVGDH 

PGAGAPPSSPALAVSL*/H/CTGLC*I 

PSPACSPGSPSPPRRGSHSPPDAWV 

DP 


1580 


7077 


A 


1702 


35 


569 




1581 


7078 


A 


1703 


509 


2455 


LPAATVLFTSSPNFQIQQPNRTNGD 

VTKKIHD SLES SKI STLKGNLERG YF 

QPSWMTLRGVRLQLEEVPADIVEIA 

RELELEVEPEDVTEFLQSHDQTLAD 

QKLLLMAEQRKWFLEMETTPGGD 

AMNIVEITINNLEYNINFVDKGAAG 

FERIDSNFERSSTAEWVTVKQTQAH 

PSGGIQEGI VHRDG SRP YTTPEHLP V 

RPNVEEEDSDIDESSPFFLRNYYKA 

AHSFIGRIRFKHSTSLLREAFYIITSK 

EFFSAIRKLASSPEKGKGG1IFTAINP 

FTRSINEIYKIQRRRGKERQLNDCV 

HRSDDANKGPESLGSAGSGQSHDV 

AQGHLQGLVLGQLFILAPLGKFHPE 

EDVKQATSNFENLQKQLARKMKLP 

IFIADAFTARAFRGNPAAVCLLENE 

LDEDMHQKIAREMNLSETAFIRKLH 

PTDNFAQKNMNSTLTFVTLSGELRA 

RRAEDGIVLDLPLYPAHPQDFHEVE 

DLIKTAIGNTLVQDICYSPDTQKLLV 

RLSDVYNRSFLGEPGKLNTENLLQV 

ENTGKVKGLILTLKGEPGGQTQAFD 

FYSRYFAPWVGVAEDPVTGSAHAV 

LSSYWSQHLGKKEMHAFQ/SFPPSE 

ESWEFPFVQT*RVDIRGCAPVVLEG 

TLTAYRWLCCDAAVSNHQVFSA 


1582 


7079 


A 


1704 


1 


1503 




1583 


7080 


A 


1705 


1 


635 




1584 


7081 


A 


1706 


1 


804 


LQFSSALGGGRCRASASSPRRARRR 

GQRPRHPAPRRPQAARPSAAPRARR 

FLSQRPAAAAAAQRAALMQAIKCV 

VVVGKPKL*GKT\CLLI\SYTTQCHF 

LG E YIPTVFDNXYS A\N VM VDGKTG 

EIWGLWDTAVQEDYDRVTPPYPYP 

A/Q A D VFLF\CFPF V SPA SFEN VRAK 

WYLNVRHHCPN\TP\IILVGTKLDLR 

DDKDTIEKLKEKKLT\PITYPQGLA\ 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ 10 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 














MAKE1GAVKYL\ECSALTQRGLKTV 
FDEAIRAVLCPPPVKKRKRKCLLL 


1585 


7082 


A 


1707 


1 


848 


RPRVRAGAENMMFSAAARLSPWE 

GSPSFAENMNDWMPIAK\EYDPLKA 

GSIDGTDEDPHDRAVWRAVMLARY 

VPNKGVIGDPL\LTLFVARLNLQ\TK 

EG\K* KE VVFPRYGDIRRLRLVRDL V 

TGFSKGVYAFIEYKEERAVIKAYRD 

ADGLVIDQ\HEIFVDYE\LERTLKGW 

IPRRL\GGGL\GGKKESG\QLEFGGR 

DR\PFRKP\1NLPVVKNDLYREGNRE\ 

RRERSRSRERHWDSRTRDRDHDRG 

REKRWQEREPIRVWPDND\WRRER 

DFRDDRIKGREKKERGK 


1586 


7083 


A 


1708 


3 


3067 




1587 


7084 


A 


1709 


148 


4435 


GIQRKYLKGSIMVSSGCRMRSLWFI 

I VI SFLPNTEGFSRA ALPFGL VRRELS 

CEGYSIDLRCPGSDVIMIESANYGRT 

DDKICDADPFQMENTDCYLPDAFKI 

MTQRCNNRTQCIVVTGSDVFPDPCP 

GTYKYLEVQYECVPYIFVCPGTLKA 

IVDSPCIYEAEQKAGAWCKDPLQA 

ADKIYFMPWTPYRTDTLIEYASLED 

FQNSRQTTTYKLPNRVDGTGFVVY 

DGAVFFNKERTRNIVKFDLRTRIKS 

GEAIINYANYHDTSPYRWGGKTDID 

LAVDENGLWVIYATEQNNGMIVIS 

QLNPYTLRFEATWETVYDKRAASN 

AFMICGVLYVVRSVYQDNESETGK 

NSIDYIYNTRLNRGEYVDVPFPNQY 

QYIAAVDYNPRDNQLYVWNNNFIL 

RYSLEFGPPDPAQVPTTAVTITSSAE 

LFKTIISTTSTTSQKGPMSTTVAGSQ 

EG SKGTKPPPA VSTTKIPPITNIFPLP 

ERFCEALDSKGIKWPQTQRGMMVE 

RPCPKGTRGTASYLCMISTGTWNPK 

GPDLSNCTSHWVNQLAQKIRSGEN 

AASLANELAKHTKGPVFAGDVSSS 

VRLMEQLVDILDAQLQELKPSEKDS 

AGRSYNKAIVDTVDNLLRPEALES 

WKHMNSSEQAHTATMLLDTLEEG 

AFVLADNLLEPTRVSMPTENIVLEV 

AVLSTEGQIQDFKFPLGIKGAGSSIQ 

LSANTVKQNSRNGLAKLVFIIYRSL 

GQFLSTENATIKLGADFIGRNSTIAV 

NSHVISVSINKESSRVYLTDPVLFTL 

PHIDPDNYFNANCSFWNYSERTMM 

GYWSTQGCKLVDTNKTRTTCACSH 

LTNFAILMAHREIAYKDGVHELLLT 

VITWVGIVISLVCLAICIFTFCFFRGL 

QSDRNTIHKNLCINLFIAEFIFLIGID 

KTKYAIACPIFAGLLHFFFLAAFAW 

MCLEGVQLYLMLVEVFESEYSRKK 

YYYVAGYLFPATVVGVSAAIDYKS 

YGTEKACWLHVDNYFIWSFIGPVTF 

IILLNIIFLVITLCKMVKHSNTLKPDS 

SRLENIKSWWLGAFALLCLLGLTWX 

SFG\LLFINE\ETIVDGHISFT\IFNCFP 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop [ 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














GGVFHFPSFHCALPKGKVRKRIMA 

KCL/RRHLHTACGGP/LPT*ESPHSS 

VKASTHPEPSARYS\SGTQS\RIRRM 

WNDTVRKQSESSFISGDINSTSTLNQ 

GHSLKNA\RDTSAMDTLPLNGNFN 

NSYSLHKGDYNDSVQVVDCGLSLN 

DTAFEK\MIISELVHNNLRGSSKTHN 

LELTLPVKPVIGGSSSEDDAIVADAS 

SL\MHSDNPG/VWELHHK\ELEAPL\I 

PQRTHSLLYQPQKKVKSEGTDSYVS 

QLTAEAEDHLQSPNRDSLYTSMPNL 

R\DS P YPES S PDMEE DL S PSRRSENE 

DIYYKSMPNLGAGHQLQMCYQISR 

GNSDGYIIPINKEGCIPEGDVREGQM 

QLVTSL 


1588 


7085 


B 


1710 


98 


264 


XQVVCKKYRGFTIPEAFRGVHRYLS 
N A Y AREEF A STC PDDEE1 EL A YEQ V 
AKALK* 


1589 


7086 


A 


1711 


155 


1217 


DPPSPVPAPPSSPRDGHFLVPDATM 

AEEQPQV\ELFVKAGSDGAKIGNCP 

FSQRLFMVLWLKGVTFNVTTVDTK 

RRTETVQKLCPGGQLPFLLYGTEVH 

P\DTTKIEEFLEAVL\CPPR\YPK\LAA 

LNPEVQHSWGWDIFAKFFLPNIQEF 

QTP ALN * QSGRRGFLESP* K VLDN Y 

LT\SPPSPEEVDETSC*KIEGVSQ\RK 

F\LDGQRRPHPWLDLQTCCPKVTH* 

VQVV\CKRK*PGNSPHPPKAFPGKC 

HRVP* SKMP YAPGKNSPSHP VPDDE 

EIELRPMSKVAKALQISPSLGLPSTP 

SIFSTKAPGGFHIATPMGHTPKLASG 

QGILGDIEPAKGVVEEGMRERNGGP 

GSDF 


1590 


7087 


A 


1712 


39 


256 


LSVKMEEGILPCSLYETTITDSKT*Q 
G*YI/EDFRLVFLINLNAYILKKMLV 
NHLR*NMRDNSETYRRIVR1V 


1591 


7088 


A 


1713 


1193 


1436 


PQSDFLDTLPQTSPIIP/I*EVPTGLVC 
YSSRVNKRAAPPASIPVPACSPPSPV 
SNPPHPVSNPPHVSAPLPCSSHQTQ 
QAP 


1592 


7089 


A 


1715 


2 


533 


ARDSFLAAMASHRXLLLLCLAGLWF 

VSEAGPTGTG\ESKCPLMVKV\LD\A 

VRGSPAHQM WP*H VFRKPR* *PP W 

EAILPSGTRKTQLSLGEL\HGAHKLR 

EGICTNGIYKSGK*DTKFFTGKGTL 

GIFPHFPLRHCQEVGISTGQRTSGPR 

RLTPLAALLEPLTPISTTGCSFTNSQ 

GN 


1593 


7090 


A 


1716 


38 


661 


APSPRRPWVISQRRTKATITSLWGK\ 

VNVE\DAGGET\LGRL\LVVYPMDP 

RG FFD SFGNL S S A S AI\MGNP\K VK A 

HG\KKVLT\SLGDAIK\HL\DDLKG/T 

PFAQA*SELHC*QACNVGS*GTFKL 

PGE1LLVT/LFWAIPFSGKEFHPLRCQ 

VFLGQEQKMAEDGD\WS\GQCPCSF 

QITTELTGP*MQSFSRIWLYSCKQLQ 

IINLFLLRDHQ 


1594 


7091 


A 


1717 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGR 
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SEQ ID 
NO: of 
nudeo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770 J 60 


Nucleotide 
location of 
First codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














LLVVYPWTQRFFDSFGNLSSASAIM 

GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


■ 1595 


7092 


A 


1718 


41 


597 


APSPRRPWVISQRRTKATIYTSLWGK 

\VNVE\DAGGET\LGRL\LVVYP\WT\ 

QRFFD\SFG\NLSSASAIHGQPPKVQ 

GTWSKKVLTFLGEMP*KHL\DDLK 

GHLLPKPEVNLHC\DKPAMWDP\EN 

FKAPGEMLLVTRFWAIPFSAKEFHP 

WRLAGLPGQKDG*LGVGQCPCSFQ 

IPLKPLGP*IQ\SFQG 


1596 


7093 


A 


1719 


3 


573 


HSLFGTSEVINKLLVPDAHGSFHRG 

GPRLLSTSLWGKGECGKMLEEKPL 

GRLLVVYPWT\QRFF\ESFGNLVLLP 

SCPSMGQPPKVKAHGKRRC*LSLG 

RCQ* STLDDLXKGTFCPSLKRNLHC* 

QACNVGS*RTSKLLGENVAG*PVFG 

QFHFRAKNFTPEGCKASWQKQKM 

AEDGDWSWPVPLFLPDYH 


1597 


7094 


A 


1720 


676 


1283 


QRKILYTHNTTENKWEGIINFT*SFR 

IFLFFLRRSFTLVAQAGVQ\WLDLGS 

LQPLPPRFKQFSCLGLPSSWDYR/RC 

VPAHPANFCIF**RWGFTMLARLLS 

NS*PQGDPPASASQ\SAGITGVSA/H 

APVRASFFLSLTVSGVQWRDLGSLQ 

PLPSGFKGFSCLSLPSSWDYGCPPPS 

PANFCIFSRHGFSPCWSGWSQTPDL 

K 


1598 


7095 


A 


1721 


41 


669 


APSSRRPWVISQRRTKATI\TSLWGK 

\VNVE\DAGGRKPLGKAPWLSTPWT 

VQRFFDSFGNLSSASA/LSMGKPPKS 

KAHGK\KVLT\SLGDA\TKHL\DDLK 

G\TFAQA*SATCTVDKL\HV\DPGGT 

FKLLGEN V AG * P VFG QFHFRAKNFT 

PGGCRASWQKQKMAEDGDWSNGQ 

CP\VLQIPLKLNCP*MQSFSRIRLLFL 

QAITNNKSISAKRSP 


1599 


7096 


A 


1722 


2 


307 


TPYLVGQVVAGAQALQLFESHAGH 

LGPQLFNKFALPYIRDVAKQVKARL 

REAGLAPVPMIIFAKDGHFALEELA 

QAGYEVV/GDDFGPHRYIANLGHG 

LYPDM 


1600 


7097 


A 


1723 


20 


473 


AVEFEANGLGPQGFPELKNDIFL*A 

AWGEETDYTPVWCMRQAGRYLPE 

FRETRAAQDFFSTCRSPEACCELTL 

QPLRRFPLDAAIIFSD1LVVPQWTLM 

TYMVEGGGSSTMAQAKRWLYQRP 

QASHQLLRILTDALVPYLVGQVVA 

GAQAL 


1601 


7098 


A 


1724 


3 


1170 


CKHSLGHTCYSPRGSSYRQLTMEA 

NGLGPQGFPELKNDTFLRAAWGEE 

TDYTPVWCMRQAGRYLPEFRETRA 

AQDFFSTCRSPEACCELTLQALGME 

VTMVPGKGPSFPEPLREEQDLERLR 

DPEVVASELGYVFQAITLTRQRLAG | 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














RVPLIGFAGAPWTLMTYMVEGGGS 

STMAQAKRWLYQRPQASHQLLRIL 

TDALVPYLVGQVVAGAQALQLFES 

HAGHLGPQLFNKFALPYIRDVAKQ 

VKARL\REAGLAPV\PSIIFAKDGHF 

ALEELAQAGY\EVVGLD\WTVAPKK 

AREC\LGKTVTLQGNLDPCALYASE 

EEIGQLVKQNLADTFGPHRYIANLG 

HGLYPDMDPEHVGAFVDAGHKHS 

RLV*QNMWGPLWMLGINTHVWFD 

KTECIPLPSRTPNPDDWLFSGP 


1602 


7099 


B 


1725 


92 


846 


IIFAMDGHFALEELAQAGYEVVGLD 

WTVAPKKARECVGKTVTLQGNLDP 

CALYASEEEIGQLVKHMLDDFGPH 

RYIANLGHGLYPDMDPQHVGAFVD 

AVHKHLRLV* 


1603 


7100 


A 


3726 


1 


804 




1604 


7101 


A 


1727 


178 


1093 


TFLLPACLLA ALLPLRHH VRGRA W 

VQGSILNEGVG*ALKD\LINE\ACWG 

Y*APAGVNLQSMGHRPTVSL\VQLT 

LR V * G A STP YRC\DRNLGHGR *NLT 

S\MSKILKMAAGNED/ISLTLRAEDN 

AGYLGR*YFEGTKPGRKFSDYEMK 

LMDLDVEQLGIPEQEVYSCVVKMPS 

GEYA\RICRESQPILGDAVV\ISCA\K 

DGSENFSASGELGNETXIKLSQTSNV 

DKEEEA\VPIKMNEP\VQPNFCH*GY 

LNFFTKVATPLSSTVDTPVCSADGTP 

LVGRSIK1AGYGDHLKYLLGLPKDP 

RIEEGSLGHS 


1605 


7102 


A 


1728 


58 


483 


AARDRLHLRRTTEQHVPEVEVQVK 

RRRTASLSNQECQLYPRRSQQQQVP 

VVDFQAELRQAFLAETPRGTVAAA 

AI\AATAS1AGAPTQYPPGRGTPPPP 

RRQTTPPPGIMXAPPPGMRPPIG/PPPI 

GFPLARGTPISMPPSGN 


1606 


7103 


A 


1729 


292 


531 


FQAKTSLPLGFQKHQVLTVDIGFGG 
TAIMTVGKSSKMLQSLFPLQW/CFV 
KLCRVFVSFLFPHFALIIANNKC1EQ 
KKKKK 


1607 


7104 


B 


1730 


326 


419 


XRLTCKRSLARSIASLNAPQTDASGI 
SGGPDA* 


1608 


7105 


A 


1731 


774 


1763 


GNPRSYLLSIAFPLGLQKAFKVFNC 

GTLDFGWNSNHDLFGKS\SKLLQ\HI 

DYRMRCILQDGRIXFIGTFKAFDKH 

MNLILCDCDEFRKIK\PKNAKQPRA 

VEE/ESRVLGLVLLRG\ENLVSMTVE 

G\PPPKDT\GIARVPLAGAAEGPG\V 

GRAAGRGVPAGWPISPGPLAGLAG 

PCSRGSLGGP/SPQQVMTSTGKEAL* 

AAAAVA\ATASI\AGAPNTVPTQGT 

GTPAPTPSGRATQP\PGIMAPPP\GM 

RPPMGP\PMGLRPARGTP\IGMPAPG 

\MRPPPPG\IRGPPPP\GMRPHKTLSIL 

FDPSQSLFPLQCVLYKLCRVSAELF 

CSLIIAIIRC 


1609 


7106 


A 


1732 


32 


487 


S RRHG S S L WGK VN VED A GGETLG R 
LLVVYPWTQRFFDSFGNLSSASAIM 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
the 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 














GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


1610 


7107 


A 


1733 


1 


591 


NFALEAKNSARAISSLVPDAHGVIS 

QRRTKATI\TSLWGK\VNVE\DAGGE 

TvLGRLLVVYPWTQRFFDQLLANLS 

SASAHHGQPPKVQGHMAKKVLTFL 

GEMPIKHLDDLKGHLLPKPEVNCT 

VDKPAMWDPENFKAPGEMLLVT/L 

FWAIPFSGKEFTP*RLQASWAERWV 

TWS\GQCPCSFQIPLKPLGP*IQ\SFQ 

G 


1611 


7108 


A 


1734 


1 


477 


RRPSWLVAAVLRNANMQIFVKTLT 

GQNHHPLRYETQ*HPLKNVQKPKIS 

KNKGGYPHPD\QQRLDNLPGKQLE 

GWPALLSDYKHPRKESHPAPWCLR 

LR\GGIIEPFSPPGLPQKYYLRQR*SC 

RQVLCFAFNPPCLSTGRKKAKCGSH 

QTTLRPQEGRFK 


1612 


7109 


C 


1735 


9 


254 


MEFHSCCPGWSAMARSQLTAATAS 
QVQSDSPASASRVAGINRHALTHPA 
NFVFLVETRFLHVRQAGLELPPQPP 
KLLGLQV* 


1613 


7110 


A 


1736 


5 


290 


FNLTHIESRPSRLKK/DEYE/FFTHLD 
KRSLPALTNIIKILRHDIGATVHELS 
RDKKKDTVPWFPRTIQELDRFANQI 
LSYGAELDADHPVSPWPVG 


1614 


7111 


A 


1737 


68 


312 




1615 


7112 


A 


1738 


317 


916 


TSSPPSSLCFLSFSDICHELLGHVPLF 

SDRSFAQFSQEIGLASLGAPDEYIEK 

LATIYWFTVEFGLCKQGDSIKAYGA 

GLLSSFGELQYCLSEKPKLLPLELEK 

TGIQNYTVTEFQPLYYVAESINDAK 

EKVGNSAATIPRPFSVRYDPYTQRIE 

GLDNTQQAHDLG* FHLTVEIGILCS 

ALQKNKVKAMDRMVVCQAVE 


1616 


7113 


A 


1739 


389 


1881 


NLQPHVLFANLPVPEALKSQRPHSR 

GASMSTAVLENPGLGRKLSDFGQ\E 

TSYI\EDNCNQKWVPISLDPPHLKER 

KLGALGPKYCALF\EENDVNLT\HIE 

S\RPSRLK\KDEYGFFPPFGIKRSLP\A 

LTNIIKILRHDIGATVHELSRDKKKD 

TVPW\FPRTIQ\ELDRFANQILSYGSG 

NWDA\DHPGFKDPVYRARRKQFAD 

IAYNYRHGQPIPRVEYMEEEKKTW 

GT VFKTLKSL YKTH A C YE YNHIFP\L 

LEKYCASHEDNIPQL\EDVSQFL\QT 

CTGFRLRPVAGLLSSRDFLGDLAFR 

VFHCTQYIRHGSKPMYTPEPDICHE 

LLGHVPLFSDRSFAQFSQEIGLASLG 

APDESIEKLAPIYWFTVEFGLCKQG 

DSIKAYGAGLLSSFGEFQYCLSEKP 

KLLPL/ESLEKTAIQNYTVTEFQP\LY 

YLAE\SFNDAQGEI*GTFAATI\PRPF 

SV\RHDPHTPQRIGGSWDNTQQL\KI 

LA\DSI*Q*IGIPFAVALQNIK 
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SEQ ID 
NO: of 
nucleo-tide 


SEQ ID 
NO: of 
peptide 

dCC|UCllCC 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *— Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


1617 


7114 


A 


1740 


1 


191 


MQK* ITA WAPAPMKIKII ASPERKYS 

VWIGGSIWPQLST/FQQMWISKQEY 

DESGPSIVHRKCF 


1618 


7115 


A 


1741 


1 


360 


SGACPAFLVDRNLRHHETTFNLIMK 

CDVDIRKDLYANTVLSGG\TTMYPG 

IADRMQKEITAL/APPSTLRFRFIAPP/ 

ERRKYSVWIGG\SILASLSTFQQ\MC 

LGKQEYDESGPSIWQRKCF 


1619 


7116 


A 


1742 


13 


1277 


INPPPLSRRCQLSHSVLPPLRRRVSL 

PVAMEEEIAALVIDNGSGMCKAGF 

AGDDAPRAVFPSIVGRPRHQGVMV 

GHGPRTDSYVGDEA/QRSKRGILTL 

K YPI EHG I VTN WD DME\KI WHHTF Y 

NELRV\APEKHPVL\LTEAPLNPKAN 

REKMTQ/ILCFETFNTPGHVPWPIQA 

VLSL*SLWAQPIGIVMDSG\DGVTH 

TV\PILRGATTLLHAI\LRLGPGLARD 

LTDYLMKILTAERGYSFTTHGPSGKT 

FRNIKGEACATSPLDFEQ\EMGT\AA 

SSSSLEKSYELPDGQVITIGNERFRC 

PEALFQPSFLGMESCGIHETTFNSIM 

KCDVDIRKDLYANTVALSGGTTMDP 

G\IADKIAEGRSTALAAPAP*KIR\IIA 

PP\ERK\YSVWIGGSILASLSTFPARF 

WI\SKQE\YDESGPSI\VHRKCF 


1620 


7117 


A 


1745 


644 


844 


ELSPTTFMPFSEGAEHLYLPPGQPG* 
GSESPGGCPA/PPYPSPYSAPPATPEP 
IEKSQPNPIRHRFPP 


1621 


7118 


A 


1746 


2 


271 




1622 


7119 


A 


1747 


83 


420 


DSSNPSCQSPTQLSKANTLGWHVV 

CELALPDPQSSGTSASRGGLE*THLL 

VA*ALEP1VL*SGAGLPGKL\GPVRP 

LG*AAVGPGAESLLPSVRSGSSLPQ 

RREGLSPDGPLP 


1623 


7120 


A 


1748 


154 


1030 


SDISQAQLSCTGPPAIPGIPGIPGTPG 

PDGQPG\TPGIKGEKGLPG\LAGDHG 

EF\GEKGDPGIPG\N\PGKKFGPKGP 

MGPKGGPGAPGTPGP\KGDSGDYK 

ATQKIAFSATRTINVP/LLRRSQTMRF 

RPRCITNMNT\NYE\PRSGKFTLQGC 

PGLY*FNLSTPVSRGNLCVN\LMRG 

RERAQKV\VTFCGLMAY\NTFQ\VTT 

GGHGSSAEE/GPQKEGGGGKRKPFF 

LQATDKN\SLTGAWEGANS\IFSGFL 

AFFQIWEGLTCGLASHPTPAPPARN 

AHYTPNNNHMTKPNAHNRDW 


1624 


7121 


A 


1749 


3 


607 


FCPRGQEFGEGNKLLSPRRPWVISQ 
RRTKATI\TSLWGK\VKCGKNAGKE 
ETPGKGSLVVL/HPWTPRGSFEQLW 
QTCPSALCPSMGNPQSQGTMAKKV 
LTSLGRCP*STLD\DLKGHLLPKPEV 
NLHLLTSLH VG S* RTFKLPGEMLL V 
T/LF WAIPFS AKEFHPLK VAG FPGQK 
DG*LGVGQCPCSFQIPLKPLGP*IQ\S 
FQG 


1625 


7122 


A 


1750 


2 


585 


AAAAPAGGNPEQRLDYERAAALGG 
PDGRAWGGRSPLPPPAP*AQGAPGP 
RWPPPRAGSPAPSPAGCGGGKGGG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














LVTPGRGGPRAAGREL/RAVRCPCP 

VRPRPPSKPALGGSLPQPEPAAAPG 

PSIR/PVLPIQTGS\PWRRPKSLRPVL 

GTRVGRTPPLPPP/PDPAGPPPLPLPG 

P\HPSRPPPPTGPWRPARADGRV 


1626 


7123 


A 


1751 


25 


1295 


KLCATKDLSYLAAAASPTAFAYLG 

GLFSPKLPVTMAHRFPALTPXEQKK 

ELSEIAQS1VANGKGI1AAADESVGT 

MGNRLQRIKV\ENT\EENRRQFR\EIL 

FLLWDSSIQPGGIGGC*FLFPRR/YPL 

TQKGTARGKLFPGNIPSREKGDSW 

VGNQV*DQGRLFLFCREPNKGNHH 

FKGLDGLFXERFVQYKKDGVDFGK 

WRAVLRIADSXCPSSLAIHENANAL ' 

ARYASICQQNGLVPIVEPQVIPDGD 

HDLEHCQYVTEKVLAAVYKALND 

HHVYLEGTLLKPNMVTAGHACTK 

KYTPEOVGYGSP*OAT HRTGPAAV 

PGMCFLSGGMSEEDATLNLNAYQTF 

A/TSTKSPWKLSFSYG\RGLQAQCTG 

LPWGGKAANKGGNPRTAFMKRAH 

GLTCQAAQRDSMFTRVLLGAASHP 

SRLLHKPCLYPT 


1627 


7124 


A 


1752 


1 


186 


IFSRDG A\HRVTQDGLDLLTS* SARL 
SLPKCSDYSREPPRPAQTP1LIRHFIH 
NSKHEKTME 


1628 


7125 


A 


1754 


74 


595 


RGGQGLLSTSLWGK\VNVE\DAGGE 

TPGKGSLVVYPMGPQRFFDSFG\NL 

S S AS AIHG OTPK VK\ A HGK KG A HFP 

WDDAIKHLXDDLKGHLLPKPEVNLH 

C*QACNVGSLRTFKLPGENVAGLT 

VFGNPIFGKRISPLKVAGFPGQKDG* 

LGVGQCPCSFQ1\PLKPLGP*IQ\SFQ 

G 


1629 


7126 


A 


1755 


21 


457 


NPRVRGALTMELSESVOKGFOMT A 

DPRSFDSNAFTLLLRAAFQSLLDAQ 

ADEAVL\DNKNSLEILLGSIGRSLPHI 

TDVSWRLEYQIKTNQLHRMYRPAY 

LVTLSVQNTDSPSYPEISSSCSMEQL 

QDLGGKLKDASKSLGKSTQL 


1630 


7127 


A 


1756 


1 


455 




1631 


7128 


A 


1757 


3 


468 




1632 


7129 


A 


1758 


50 


895 


THASDGALTMELSESVQKGFQMLA 

DPRSFDSNAFTLLLRAAFQSLLDAQ 

AD\EAVLDHP\DLKHIDP\VVLKHC\ 

HAAA\ATYILEAGKHRA\DKSTL\ST 

YL\EDCKILTEKRIELFFAREYQ\NNK 

\NSLEI\LLGKY*GRSLPSYNRVFSW 

ALWIIOVKDOSTFHRM\YRPVAYLG 

DLKVVQNTGIPPS\YPRELVFSCQPW 

NQL\QDL\VGETLKDASKKPWKRAT 

SVVTLGKVNRSPPSSRRKTQKPPLP 

FSWNHRLCRAGCPFSVEKNFSLLNL 

YPF1HFGHFKNV 


1633 


7130 


A 


1759 


470 


737 


RKSFFLAQTVLKWCCEKMSSPGKK 
LFPGEIWGVKGNKNKLWPLPDPSIR 
HRFERVPSHKRPLPGWVRWLTPIIPS 
TLGGQSAVDHLRSGVRDQPGQHGE 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














TPSVLKI*KLAGRGGRQL*SQLFGRL 
RQENCLNTGGYRGCSEPRSHHCTPA 
WATE*NSWDYSCLPPRPANFYIFST 
DGVSPCWPGWSRTPDLK 


1634 


7131 


A 


1760 


1 


297 




1635 


7132 


A 


1761 


1 


162 




1636 


7133 


A 


1762 


54 


504 


YTAIMSIMSYNGGAVMAMKGKNC 
VAIAADRRFGIOAOMVTTDFOKTFP 

MGDRLYIGLAGLATDVQTVAQRLK 

FRLNLYELKEGRQIKPYTLMSMVA 

NLLYEK/RDPDHLFETISQAMLNAV 

DRDAVSGMGVIVHIIEKDKITTRTL 

KARMD 


1637 


7134 


A 


1763 


51 


748 


YTAIMSIMSYNGGAVMAM\KGKNC 

VAIAADRRFGIQVARLLTTNFQKIFP 

MGDRLYIGLGPASPLDVQTS/VAQR 

LQVSGLNLY*V*REG\RQIQTFITLM 

EAWLANLFVMRKRFXGPI T TT RPVT4 

LPGLGPERPFKALSIC/SL*DLIRVGP 

MGDLNDFCGSSGNLAPNQMLRECV 

E SL WG G PT WVPD S T VLKTIFPRP WL 

NAVGPGWQCSGMGSSLFHIIEKDKI 

TTXRTLKARMD 


1638 


7135 


A 


1764 


433 


851 


i\r y r i xxjwOXv x in v^iviiijjbnijlvr\r VJJnLrV. 

DASTQKQQLWL*NLLTSLGQRLFN\ 

FFETESHSVT*L/QCSGMISAYCN\IC 

LPDSSNPPTSASRVAGTAKRQHHTQ 

LIFCIF/VVQTGFCHVGPGLGFTEAR 

AIHPPWV\PKVLGLQV 


1639 


7136 


A 


1765 


213 


617 


KRFLV*KVASVLKGI HAAWSDRn 
GSTLLLKWANDNAPEHAF/RGPGFT 
\STFALATDQGKQTWDFSKNKSI\IC 
LLLTPYQGGFNFNSFYLWVGEFS*A 
QAGSAQLQGLICSA*EKGTWFPLF* 
RN*GQVVEVSLI 


1640 


7137 


A 


1766 


2 


140 




1641 


7138 


A 


1767 


157 


371 




1642 


7139 


A 


1768 


3 


135 




1643 


7140 


A 


1769 


1 


1431 


MHKAGLLGLCARAWNSVRMASSG 

MTRRDPLANKVALVTASTDGIGFAI 

ARRLAQDGAHVVVSSRKQQNVDQ 

AVATLQGEGLSVTGTVCHVGKAED 

RERLVATAVKLHGGIDILVSNAAVN 

PFFGSIMDVTEEVWDKTLD1NVKAP 

ALMTKAVVPEMEKRGGGSVVIVSSI 

AAFSPSPGFSPYNVSKTALLGLNNT 

LAIELAPRNIRVNC/LAPGLIKTSFSR 

M\LGEPEDCAGIVSFLCSEDASYITG 

ETVVNLSVMFTGGGVCRAASWKE 

GGTGTPRTPRESPRQREPGETSSTDT 

QENKVWNGLPANPQRPAAEGPVRR 

KTNKQKGIASTSAKDSINIRTGKDIH 

TKTPSIGHQHQRPKVDKTTKMERN 

QSKKAETSRNQNVSSLPKEYKSSPA 

REQNWMENKFDDLTDVSFRRSVIT 

NYTQLKEHVLTHCKEAKNLDKML 

NEWLTRMKNLEKSLNDLMELITTV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SFO in NO- 
in USSN 
09/770,160 


1^1 UtltUUUc 

location of 
first codon 
for peptide 
sequence 


location of last 
codon for last 
amino acid of 
peptide 
sequence 


^vinuiu atiu sequence ^ A-unKnown, *— oiop 
codon; /^possible nucleotide deletion; V=possible 
nucleotide insertion) 














QELHEGYTSFNS 


1644 


7141 


A 


1770 


53 


582 


RKETVSVSPQQSRHLIGVRSPKGLS 

EVALAGLIHAQGAATSVHCARAGK 

SVRLASSGMTRRDPLTNKVALVTA 

STD*ALHRLSLDLTTTQARQGLFSR 

SA\ALAQIAGATSQGPT/CQ*GKTQT 

SQAPFLYWLPVDYQAAKPYGGIDIL 

SSKAVVNPLFEA*RVSPEEARDLTL 

DUG 


1645 


7142 


A 


1771 


44 


1059 


AMHKTGLLGLCARAWNSVRMASS 

GMTRRDPLANKVALVTASTDGIGF 

AIARRLAQDGAHVVVSSRKQQNVD 

Q\AVATL\QGEGLSVTGTVCHVGKA 

EDRGAAWWPPAVKLHGGID1LVSN 

AAVNPFFGS1MDVTEEV\WDKTLDI\ 

NVKGPKP*MTKAVVPEMEKRGGGS 

WVIGLS1AAPSPSPGFSLYNVSKPAL 

T OT AOT\T PTFT \APRTvJTR VYNPT APH\ 

LIKTSF\SRML\WMDKEKEESMKE\T 

LRIKKV*ASPEDCAG\IVSFLCSEDAS 

LHSI GKTVVVGGGTPVPASFGTOK 

TAQRPKVGLLSFLVLFPAIQPNWPF 

PTSCSTLLFHPHSNQFLPL 


1646 


7143 


C 


1772 


1 


174 


MWIFIFNKYYQHVKSPTMSRTGKS 

ATCDGCGMAAHCSRCWGLSWGLG 

EALSYSKNVS* 


1647 


7144 


A 


1773 


154 


765 


RAGLEELTAAVMVRLLNCIVAVSQ 
NMGIGKNGDLPWPPLKNEFIYFQR 
MTTTSSVEGKQNLVIMG\KKTW\FSI 

PF/RRMRPPT^n*PPMT VT <sR FT OHTsJT 

l LZi/ AVIV J N XVI JT IVU JZ,r IN 1_> V IwDlvC/JL/V^/lJlN-Li 

PQGA\HFLFQKF*D/AMPLKLTEQPE 

LANKVDMVW\IVGGSS\VYKEAMN 

HLGHLKLFVTRIMQDFESDTFFSEID 

LEKYKLLPEYPGILSDVQEGKHIKY 

KFEVCEKDD 


1648 


7145 


A 


1774 


1 


676 


DRPN S G RP RA A L A AG STFP VL A C S S 
AMAPKGSSKQQSEEDLLLQDFSRN 
LSAKSSALFFGN\AFIVFAIPIW\LYW 
Rl WHMDLFKSA VL YS VMT*LSTYL 
VAFA\YK"NVKFVT KNKVlAOKFrik" 
D A VSKVF VTRKLF WKLDY* ERCSR F 

ISjTX. V vJJLVYl-/ V 1 1 VJlVI— < 1 VV JIVJ- iXS 1 ljlW -w 1\ 1 i 

GRKD\ERILWK\KNEV\ADYEATNIF 
P1FYNNTLF\LV\LVIVASFF\ILKNFQ 
PHSVSFSRNYILSISG\SSGLIALLFTG 
SK 


1649 


7146 


A 


1775 


99 


362 




1650 


7147 


A 


1776 


3 


403 




1651 


7148 


A 


1777 


184 


360 




1652 


7149 


A 


1778 


1 


885 


EFGTR WDFSM A VFADLDLRAG SDL 

KALRGLV\ET\AAHLGYSVVAINHIV 

DFKEKKQEIEKPVAVSELFTTLPIVQ 

GKSRPIKILTRLTIIVSDPXSHCNGFER 

QLLRGARLYDVVAVF\PKGQEKSLF 

HIA\CTHLGCGDLV\CmVTEETTIFT 

SKRPPINVAIDRGLAFDLALIPLLSR 

TPTMRKVYNFPSAPPILMPNLAKGK 

N VN Y YLGG WQERAFREIR\GP\YD V 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tlio 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














GKS*ACLFGPF*K*TPRVRVST\NCR 
AA\LLHGETRKTAFGIISTVKKPRP\S 

Xj vj is x-j i-f V— ' \-t x r\. o iv rv/Tk. rv\-> lj \j 


1653 


7150 


A 


1779 


175 


534 


DCSLPSVCHFPHLPSPTHPPTHPPWG 
/CPSGGPEGLPIT*RHQVGSCPTAPPP 

VPAP^RD^DPrTAVH^nnF'MTVMAT T 

V r/\rOI\V^uL/V^VJr\ V noyJJDIN I V IN /"vL«l 

GGFLVLLHIMCNVVALTFYATIYED 
LCCTCNKYIEKAHTSVW 


1654 


7151 


A 


1780 


190 


390 


TKRGAGEGNSKVVLGLQVGCGSQR 
GNHQGMFTWA/CCGKDSGGACSCL 
GV*CSWGQKSIRVSLLWGF 


1655 


7152 


A 


1781 


805 


1325 


ASKLEGSPCGKGGVGLGGCFPKRPE 

PRXIT-JPT-TFVT WVT PT PHTRI PPT<fPT P 

PQLPSVG*\KGPGPSFGLSLTAGPLP 

LQERLVPTQLLPVGKPGPGPFPACA 

TSSGKPKLKRPLCAKSTMP*THPPT 

VP\KPPGQEAVENQAPMASEFPPSSP 

SVSGDLKPWGFRSFLCQGGAWS 


1656 


7153 


A 


1782 


1016 


1560 


KDPELQASHFPCFSYCTPPAHFASLL 

T^T? A TTQnPUI T HPT QCT7T PD OCT /pnFT 

DLSKTFSLD* SFGLNFSRLRESSYRP 
FGVQDAID*HPPAMFFSASQTLQGP 
Qr^r^vPTr 1 aptpavp^itfpii ptvift Axrv/p 

oV^Vj V Jr lLArJr/\Vrol r vL/JrlVlrJU W Vrv 
FLSLPSFSFPNPPVSSGPSLFPHTPFL 
TTP/LPHG*LFPSAPPALHHATHFRT \ 


1 

1 O.} / 


/ 1 DH 




1 / OJ 


UO 




MQP^^VPFVYYYYYYYYYYYYYY 
ivloJr oo Vrr V A AAA A A AAA. A A AAA 

XRA^FTPFPT DT TfXXXFFF ^FOMfcT^i 

DF* 


1658 


7155 


A 


1784 


1373 


1651 


LSVLCHCVCVCVCV/CCD*KGLHSY 
1 FPWTWKKTFFYT FK*NT T 1SSNHT*T 

i—il x VV 1 VV AN. IN. A IT 1 X J_/I IN. INLiLilOOlNni 1 

N VKA YI VL Y VN* ILKI TKYMLLSTT 

X T V XXV X-i X V X^i X Xr±. X 1 v A J — i X-j X K 


1659 


7156 


A 


1785 


6 


140 




1660 


7157 


A 


1786 


223 


397 


QTPP*KSKQPFRTSS*DQVPSQP*\PPI 

PPINNPPIPPPFGEVYYFEPIILRKWV 

KGR 


1661 


7158 


A 


1787 


2287 


2854 




1662 


7159 


A 


1788 


1 


610 


SGRPFFFFLSGGARATAQLAESWRG 
GQHLQSSSPPPPPASPGGPSSSDQRS 
PCSNAKARW/NTSIYSLVADGTC*D 

TAT VfTNJT^riPXPQTW A ATPfWTFT >JTT 

PAEVGVLWGKDWVKLLSLNGLDT 

GGPRNYNLLVPGDFHWLAGWGN* 

TVDL\QLKSIGGSP\TFNVIVTMTAK 

TLGLLMGKEGIHGNFIDK*CYEMAS 

HLQRSQY 


1663 ! 


7160 


A 


1789 


157 


610 


GYRKKQLRGDRRWAIHRIRITLTSR 

>JVT<r^T FK"\VrA*T **RPPl<rT< r FT<r>JT V 

S*KGP\VRMPTKT\LRITTKKT\PCG*/ 
EGSKDRWDRFPD*GFHKVRLHLTLH 
oorJuivr v vjinJT i or o i x-tiSJr \jr d v uoo 
PFADALSQISIHTIDDQLLKKKKKK 
KI 


1664 


7161 


A 


1790 


1367 


1582 


METRWESPPPDNFNIAPVTP*FCSNS 
D/CVLSVPDSSRLPRHFPPSHCTRKR 
PHLPTQQQPFRJCCALQEKWFF 


1665 


7162 


A 


1791 


122 


344 


ALGPLPLFFPPSPLPVQKG*YSNQKL 
EGAGPGQGGFQPVFP*LGGTSNFP\P 
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SEQ ID 
NO: of 
nucJeo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \— possible 
nucleotide insertion) 














FRKSPSQVQAH*PGSDEDPRPL*EDP 
RPL 


1 ULItJ 




A 


1 709 






in i jjivriiiN i o v iioi-x2r/\i riivvj^ v i-/JL< 
HIKIT YRSN * M WLGHNQRRN/LCPQ 
EGEEIPNEA*IFSIIKRQSWPGTVAH 

AP>JT TTT nrr*r>rrRT9*T > )OVFK'T < NT TMT 

VETPSLLKK 


1667 


7164 


A 


1793 


138 


396 




1668 


7165 


A 


1794 


143 


327 


CGVQLLPDRRRESRDIIVEL*AAVA 

AAGGNPDGKKGGGGWEAGQRKER 

KESEDPDAEPDCV 




71 £\« 


A 
i\ 


1 7CK 






isJ\l VULoi 1^1 Jb Viol lJ^rJNlJrl^JJiS.Kr 

CRLFTCCSLLRSASPVSSAANMPEL 

FSSTSSSTVSWSLSLSSSLSSCFLSFR 

FGNSSCMSFSSIIPFVRPEDWKRMLL 

AK*GPLMALMLCALFFSSSSRLKPL 

FMSTTILSLKYGGGVQDVGGWQ 


1670 


7167 


A 


1796 


429 


1394 


TISFEADIHMYKT*ETD*TIFLEPYD 

YLLQLPAGKQVRTQT/LSQAFN\HW\ 

LKVPEAKLTDYLFEVDRKLFGLMPS 

LLIXDDIEDNSKLPTWAFPVAHSIYGI 

PSVINSANYVYFLGLEKVLTLDHPD 

AAKLFTRQLLELHHGQGLDIYWRD 

NYTCPTE*EYKAMELQKTGGLFGLS 

QIRDDYANLHSKEYSENKSFCEDLT 
EGKFSFPTIHAIWSRPESTQVQNILR 
QRTENIDIKKYCVHYLED\EGSFEYT 

LVA\LVKHLK*RCSKEGKWNNV 


1671 


7168 


A 


1797 


145 


172 


GGCLLESVDTSHGQSLLISASLNTK 

ilr 1 vjlvlxlo 1 L-WrnV JiJLl^OJ^OJLOoKri 

TLKQHQSAF* SMPA/PPAPCHI VP\QE 
PTS*VHPCWVFCVETG 


1672 


7169 


A 


1798 


197 


378 


VLMSVLPALGYPPRSMWLYVRGLN 
ADTP*PPSTTFPLALPPSSTWNQ/PS* 

VHPT 1 PtVPVPT 
v nrLiLvj v v jc» J 


1673 


7170 


A 


17QQ 




177 

Oil 


^^AyfPPTPOP^TT ^sQT VPTPVQPPT-TPf^PP 

VLYLWPAPI/Y*KLLPVPDLAHSPPS 
TPTLHVSHYPMVGITLTPVPLFFIPS 
NSLPNGGDPEPSSDQVEPVQPGLLS 

juroijJWJO'jr 


1674 


7171 


A 


1800 


168 


224 




1675 


7172 


A 


1801 


224 


527 


CHQLRQELAIFTSFVILQLFSGHLDV 
YMQAWAQRPDKYEYDNK*FIEIKKI 
IQFTLISKRMK/YVGINLTR*VKDLH 
NEN YKTLMKEIEEDTSE WKDI SCSW 




717^ 


A 


1 Rfr7 




/tin 


or O^Kinj^jdoi^JvoV*OooKO V uro Y Kl 
w v vjooivj_>i^ois.vjr v v jl» w \^/\kj/\\j v lis. 

SHLHFFCDSSVTSGHVDVYVQAWA 
QRPDRYSVHCSGDGCTKVSEITTKN 
LFM*PKTTCTPKTTE 


1677 


IMA 


A 


1803 


386 


511 




1678 


7175 


A 


1804 


362 


439 




1679 


7176 


A 


1805 


776 


1376 


GAPWAFGGLPWVHGLAKEGVTAVI 
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SEQ ID 

NO: of 

nucleo-tidc 

sequence 


SEQ ID 

NO: of i 
peptide j 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *-Stop 
codon; /^possible nucleotide deletion; V=possibIe 
nucleotide insertion) 














AEHGLWNIGVHEGHGTLQLQHMH 
HYAVALRRHPFIQAQAQRGVLALG 

IjvjiVlO l KJvJc. V K^K^Ol^FK V JrlorvlNOrl 

ALLEAHRDAIEQALPWGLRQLSLTV 
SQIGGHTVGPFVHFPGLSHIGEEHGL 
RGQLSTV 


1680 J 


7177 


A 


1806 


420 


508 




loo 1 


71 HQ 
/ 1 /o 


A 


1 Qf\H 
1 oU / 


HI ^ 

Id J 


B/1 1 






71 7G 


A 

A 


1 oUo 


7Q£ 


1 17*3 
1 IAD 


TOWTPT-TMTT^ A PWXTVT PTQPT-TTXTKTT^O 
lV^/WlwrllN 1 loA.riS.J.N I J^JtlAoi^nlliNJNlv^ 

F* KK1 * KHFPF A * RT* SKK YLGIN VQ 
SLRSL YLEI YK/SLIKMIKN/DT* RYN 
PY * * FGKINI VK* L YNPM*FRFNTVPI 


1683 


7180 


A 


1809 


137 


303 




1684 


7181 


A 


1810 


122 


385 


YPALEHILKAQAIQSRCGCDSCLPPS 
APWDHPGPTTPXSPGRRAAADPWHL 
SPIDGREHLR*VPVLPVTPPSPTLGH 
WVTDPSPGVGG 


1685 


7182 


A 


1811 


77 


1181 


PLEKCYDLFSQNWSGFLPCFQEFQF 

QFKRIL1NRLKPDLEKSRKMGRK/R 

AEEYRQTFLTADV*RSPKKSRSPRE 

SPKKAKKLE VIIGKPQG S S SF * QRIR 

KRERTPATRA*SQ\KREKARRRSRSI 

DRGFERMR\SDVRNRLTSPSRSRDR 

KGDRRDRDREREKENERGRRRDRD 

YDKERGNEREKERERSRERSKEQRS 

RGEVEEKKHREDKDDRRHRDDKR 

NAGKRSRSRSKEKSSKHKNESKEKS 
NKRSRSG SQGRTDS VEKSKKREHSP 
SKEKSRKRS*/ASKERSHKRDHSDS 
KDQSDKHDRRRSPKYRTREPRKTSI 
KNKDETV*KYFVKCGSH*ILLND 


1686 


7183 


A 


1812 


1 


585 


PLKRSDGCNDGRPTRPPTRPDTTVF 

TSNLKQTRMVHLTPVEKXSAVTAL 

WGQA*TWMKVGGKALGK/RCWVV 

T DYXTT^PTZP CT?T?\7T M//~ , 'MT COT T)\T\A\/XT 

Lr W Ur^iVKor fc, V L> W vjr iN JLo^.L.r YL>A V JN 

GANP*R*KASMAKEKVLGCPLVNG 
PWLT/HWTTLKGHPLPHTEVSLHCD 

J^Xl^rlJtvOoL-JvlNr KAruA 1 V L.VJ JL.. A 

HSLLAKEFNPNKLQGLPIQEKLVGW 
VVG 


1 ARH 
loo / 


/ 1 54 


A 
A 


1 C 1 "2 
ItS ID 


D\J2> 


£71 
O / 1 


n^MT^ VVFPFPTVFIVWPnT\/ AUAP 
^JViNiS. V 1 rrrDl Y n-x i Wru 1 VAnAL 

NPSTLGS*G/GWIT*AQEFETSLANM 
LKPCLC 


1688 


7185 


B 


1814 


277 


480 


GTGHFYGRTPSDTNCQEQYTHRKL 
CQIKSKADLVLMKNSKSLTRVIRNI 
LAPQDQNHQQNPLNSQFLQ* 


1689 


7186 


A 


1815 


32 


1386 


VLLGPKAERTNSRRNYQRRDYFSA 

PR QTTC/NJOC. ATcT^QC^RnWCi A VOAP 

DIHECCHFRSASFFLDKMATPAVPV 

SAPPATPTPVPAAVPASAPASVPAPT 

PAPAAAPVPAAAPASSSDPAAASAT 

TAAPGQTPXASAQAPAQTPAPALPG 

PALPGPFPGGRVV\RLHP\VILASIVD 
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SEQ ID 
NO: of 
nucieo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














\SYERRNEGACPS*SGTLFGKLVDK\ 

HSVE\VTN\CFSVPHNESEDEV\AVD 

MEFAK\NMYETGIKKVS\PNKLILG\ 

WYATGHDITEHSVLAIHEYYSREAP 

NPIHLTV\DTSLPGTGRMSIKA\YVST 

\LMGIPLGRT/LWGVMFTPLTV\KY\ 

A Y YDTERIRRLTLIMKVTCF* PPTRV1 

J*. X X t-s X i-<l\Al\i\l J X x—* lIVll^ \ X \^X XXX 1\ V X 

WTSQVDLQQEGGGIQLRNPGMPLS 

TSVANMPEGCTCLGKVSADNTIRK 

VGHFLMSL\VN\QVPENRKPMTFET 

MLNSN1NDLF\MVTYLANLTQSR\IA 

LNEELVNL 


1690 


7187 


A 


1816 


273 


748 


VIQNLFNKMDVGTGQVRVVHACNP 
RHFRRI ROFPRSGVODOPDOHGFT 

ivfil I vlvL i vv^/ ijl JLvOvJ y v^j_y x-/\£xx\Jx-j x 

PSLLKIQKLARR/GGVVHL*SQLLRR 

LKQENRLNPGGGGCSEPRSHHCTPV 

*VTQ*DSVPPAPRKKKMYVVLTKK 

FHIWHISFTLPNIIKRSDSLRNRKVT 

NFSCYCSKVS 


1691 


7188 


A 


1817 




406 


LOOl FTYPPISOOTASDFPGPVTAS 

WAIQEAARSGQAKAGA/GSATLS/M 

AYAGARFVFSLVDAMNGKEGVVE 

CSFVKSQETECTYFSTPLLLGKKGIE 

KNLGIGKVSSFEEKMISDA1PELKAS 

IKKGEDFVKTLK 


1692 


7189 


A 


1818 


1 


1222 


FRQRAGAGQCGGRWSHFRVTSSCA 

CYVDAPPAPAMLSALARAVPSACS/ 

LARSFSTSAVQNNAKVAVLGASGGI 

GQPLSLLLKNSPLVSRLTLYDIAHTP 

\GSGPQDLS\HIETKSRC*KAYLGTW 

NSLP\DCL\KGL*WW*VIPAGVPTKP 

GMDRDVDLFTTNATIVGTLTAACAQ 

HCPEAMICVIVANPVNST/ISPITSKK 

VFKKAWGQHPQKKSSGVTTLNIVR 

AKTFVAELKGLDPAGVNVPI\TGGH 

AGKTIIPLISQVHAYDPVRGFECTPK 

VDFPXODOT \AAT THXRIOFXAOTP VV 

KAKAGA\GSATLSQCRNAGA\RFVF 

S\LVDANELEKERCLWECSLPLSPQE 

TECTYFS\TPLL\LGKKGIEKKKAKT\ 

LGIGKSL\PFEEK\MISDAIPELKA\SI 1 

KKGEDFVKTLK 


1693 


7190 


C 


1819 


876 


1124 


MALGLRQRGIVSLAASITGPCPMSP 
APSHPGTQVLLPTKRHPQVCLSHTC 
VEMRQVTKRLSAFKVRNKPDTRFY 
SALLCSTE* 


1694 


7191 


A 


1821 


103 


483 




1695 


7192 


B 


1822 


1 | 


798 


MAFLDNPTI1LAHIRQSHVTSDDTG 

MCEMVLIDHDVDLEKIHPPSMPGDS 

GSEIQGSNGETQGYVYAQSVDITSS 

WDFG I RRRSNTESPKEPEQLRNLFIG 

GLSFETTNESKRSHCEQWGTLPDCV 

VMKDSNTKRSGGFGFVTYATVFEV 

DAAMNARPHKRRKKYPLLGKNTN 

DKQLDLGPEKGRKHALNCHRMKP 

ALFSVLCEIKEKTGGATQAFAKENN 

QKAYKETYGVSHITRHDMLQIPKL 

AQNEKSQVPSIRSIQRLKII* 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SkQ ID IMO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *— Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


1696 


7193 


A 


1823 


3 


545 




1 £QT 

loV / 


1 1 Q/1 


A 




i 
i 




VVT HT H's^nnRI 1 PMTVVTMA^AR 

V I LillLinLjJV^L/I\ V-jLjL IVX i V V 1 lVl..rv O/T-A V 

VQDLIGLICWQYTSEGRKPKLNDN 

VSAYCLHIAEDDGEWTHDFTTLDS 

NEPIHKFGFSTLALVEKYSSPGLTSK 

ESLFVR\INAAHGFS\LIQVD\TQKVT 

MKEILLKAVKRRKGSQKVSGACD 


1698 


7195 


A 


1825 


293 


2142 


GNWPTERMAFLDNPTIILAHIRQSH 

VTSDDTGMCEMVLIDHDVDLEKIH 

PPSMPGDSGSEIQGSNGETQGYVYA 

QSVDITSSWDFGIRRRSNTAQRLER 

LRKERQNQIKCKNIQWK\ERNSKQS 

AQELKSLF*KKNLSKEKPPISG\KQSI 

LSVRLEQCPLQLNNPFNEYSKFDGK 

GHVGTTATKK\TDVYLPLHSSQDRL 

LPMTVATMASARVQDLIGLIC*QYT 

SEGREPKLKDNVSDYCLHIAEDDGE 

VDTDFPPLDSNEPIHKFGFSTLALVE 

KNSSPGLTSKESLFVRINAAHGFSLI 

QVDNTKVTMKD1LLKAVKRKKGFQ 

NVSGPQYRLEKHSEPNVPADLDSTL 

ESHSAREFCLVRENSSRADGVFEED 

SQIDIATVQDMLSTLHYKSFPVSMI 

HRLRFTTDVQLGISGDKVEIDPVTN 

QKASTKFW1KQKPISIDSDLLCACDL 

AEEKSPS\HALF*LTYL\SNHDYKHS 

TPPCHA ATATvJFTVJ K'VMVTl \PQT?AC 
1 r E>0 LJf\f\ 1 /-VlN-L/i V i-z-Tv V IN I xJDoIV/AO 

TARXADYFAQKQRKLEQTVRAFSFQ 

KEKEIPGSIEQLAFQPQILVPVASEP 

ACPGPSALRSPPGVLKSFGGEAHPL 

GPLGTGAGGLFGEGVGGPLRREAA 

GDIAMGRKFALAMGF 


1699 


7196 


A 


1826 


436 


917 


RLSSKLLHGAYQCFKAKIENYLLSW 

LNRKFRISFKKEKFSKAVCLKNDIW 

LGTVARDCNPNTVRLKWEDHLSPG 

1 JL^V^JTvJxVv^ JLyJLr/ -TOX-/\^ JV1N IVIVX-jX INJTIVJVJ 

\HTLWSQLLGRLRWENHLSLGDQG 
CI E V S SRH CTRA W VTEQDPI * KQLG 
PQGVYHHAWVIFCFFVEMQVSLFS 
RLVSNSWAQVILPLQPHSVGIAVTS 
HCTQPYVIL 


1700 


7197 


A 


1827 


46 


573 


SQTPMGHFTEED\KATIT\SLWGK\V 
NVE\DAGGE\TPGKGSLVVYP\WT\Q 

x\XFl^\orVJUNx^oo/\o/\xxiVJV^/ l JT JV V Ivan 

GXKKVI TFr GTMPTKHI \DDLKGHL 

V 1 \XN-XY. V 1 * X X 1 1 V 1 X 1VXX X 1V1 XX-t X— /1.V.VJ A * X-j 

LPKPEVNCTFDKLACGILEELSSFLG 
KMLLG*PVFGNPIFGKRISPLEGARF 
FLGRKMGDLELASALVPSRLPLKPL 
GP 


1701 


7198 


A 


1828 


1 


388 




1 /i)z 


n i oo 


A 




/-> 


con 
JZV 


TPPRH^AYPRPI T CCi A PPGF ATVT1VT 

SDQEAKPSTEDLGDKKEGEYIKLKV 
IGSGF\SEIHFKVKMTT\HLKKL\*ES 

A V_J V_/ Vwl X \U1j1 J, A JL JL V X TX X X \X X J— f A. -t — i \ X— ' L-J 

YCQRQG\VPM\NSLRFLF\EGQRIAD\ 
NHTSNKNWGM\EEEDVD*SFFREQT 
GGSFQQFRIFFLFFFFSLKSFFIF 


1703 


7200 


B 


1830 


78 


236 


MSYIPGQPVTAVVQRVEIHKLRQGE 
NLILGFSIGGGIDQDPSQNPFSEDKT 
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NO: of 

nucleo-tide 

sequence 


NO: of 
peptide 
sequence 


tho 
d 


olLV/ *" l^rvy. 

in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X~Unkno\vnj *— Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














DK* 


1704 


7201 


A 


1831 


67 


587 


IRVEMSYIPGQPGTAVVQRGEIHKL 

EDKTDKGI YVTRV SEGGP AEI AGLQ 
IG\DKIMQVNGW\D\MTMVTHDQ\A 
RKRL\TKR\SEEV V\RLLG * RGSRMQ 
KXAVQQSMLFLRQPPPSCDSCLPPLC 
TVTPLPHSGPHLASADRWAPASEGL 


1 70S 

1 /UJ 


790? 


A 

jTV 


1 

I OJZ, 


j 


490 


DKATI\TSLWGK\VNVE\DAGGETLG 
RLLVVYPWTORFNFDSFGNL SSA SAT 
\MGNP\KVKAHGKKVLTFLGEMPLK 
HL\DDLQGAPF AQ A* SEL ALVDKPA 
MWDP*GTSKLLGEMLLG 


1706 


7203 


A 


1833 


3092 


3227 


ERQ/WPGTVAHACNPSTLGG*GGG 
AGIT*GQEFKTSLANTVNPSLL 


1707 


7204 


A 


1836 


3 


1088 


SMAAVAAESACICRWRRSCSTGQF 

EELLRLKAKSLLVVHFWAPWAPQ\ 

CAQMNEV\MAELAKELP\QVSFVKL 

E AEG VPE V SEK YEI S S VPTFLXFF KN S 

QKIVDRLGWVHMPQELTKKVQADM 

HLSGLLPTQALMEHL*RKILQPFGL 

EGNLTSWLAPLAWLFYWKGELPSK 

EPR\CGFSK\QMVEILHKHNIQASSF 

DIFS\DEEVRQGLKAYSSWPTYPQL\ 

KAPKLEERLKVL\TNKASVMLFMK 

GN\KQEAK\CGFSKPNSGKYLNSTW 

C*NLETFRIILEDERKFGQGLKSLTP 

NW\PNIPLSLYVKGE\LVGGLDIVKE\ 

LKRKLGEFAAL*LRGEN 


1708 


7205 


A 


1837 


3 


703 


VEFFSSQRAELYATPLTPAPGPNGGI 
PG WTL WL ALPRPGNLRKGPG PLS L 
QEVDEQPQHPLHVTYAGAAV/DDE 
LGKVLTPTQVKNRPTXSISWDGLD/S 

KCiKl VTT VT T\nPF>A PK'Orik'nPM^V 

RE\WHHFLGWSTLKGQMTSATGTV 

LS\DYVGLGGLPKGTGLHR\YVWLV 

\YEQ\DRPLK\CDEPHPSATRS\GDHR 

GKIQRWASLPVKK**SSRAPGGWAP 

CYPQPEVGMNQCAPKL 


1709 


7206 


A 


1838 


717 


1390 


ASTTTSSVHCARTYMGSVYNTPAR 
VRLRVGWRAADQLLLAASSTSAAI 
VSTRALECAKMQNAEAADATLVFI 
GYVVPALATLYAAGATLPRSAGKD 
TPpn TnnFrnp ahat oto a a nnHR v 

HAVWALDATLSDPAGAHGHHLAR 
EARGCTLPGGYCTL*RISPNSWPSPA 
AL*HHFSTAT*TRASPASSNG**KSC 
PAG/APALLPGPHGGAAGAGVGGP 

AT T f}FT 


1710 


7207 


A 


1839 


1 


310 


RTSPHSPRNILLLS/EPENADSLMLV 
DFEYSSYNYRGFDIGNHFCEWVYD 
YTHEEWPFYKARPTDYPTQEQQLH 
FIRHYLAEAKKGETLSQEEQRKLEE 
DLLCM 


1711 


7208 


A 


1840 


3 


375 


HYLAEAKKGETLSQEEQRKLEEDL 
LEMYSLKDEMGNLRKLLESTPSPV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














VFCHNDIHSSS*LHPPTPWISPGASR 
AGPWREEQRAEGPGDWAEPPSETE 
VQETGLFLSLSRSPWLAGQSPVLCM 


1712 


7209 


A 


1841 


94 


429 




1713 


7210 


B 


1842 


96 


979 


XVGEEPREVLLRLYGAILQGVDSLV 

LESVMFAILAERSLGPQLYGVFPEG 

RLEQYIPVRAQSYPLLPKAPPPPNPT 

PVPNVCLHIPHPNPITTLIASWVQSR 

PLKTQELREP VL S A AI ATKM A QFHG 

MEMPFTKEPHWLFGTMER* 


1714 


7211 


A 


1843 


5 


1463 


PEKPRPAGRGAERGRKEPSPSEGSG 

AHPGLGPGRARAMAAEATAYAGS 

GAVGRCLAKNGLQQSKCPDTTPKR 

RRASSLSRDAERRAYQWCREYLGG 

AWRRVQTEELKVYPVSGGLSNLLF 

RCSLPDHLPSVGEEPREVLLRLYGAI 

LQGLDSLVLESVMFAILAERSLGPQ 

LYGVFPEGRLEQY/IPTSWVQSRPLK 

TQELREPVLS/SQAIATKMAQFHGM 

EMPFTKEPHWLFG\TMSRTLKQ1QD 

RPPTGLPEMKLRGNVRLKDENMGN 

LRKLLESTPSPVVFCHNDIQEGNILL 

LSEPENADSLMLVDF\EYSSYNYRG 

FD\IGNHF\CEW\VYDLYSSEE/WPFH 

RGK*KVESLPPRRSQKKNWKE\DLL 

VRKSSRVMFWQSHFLWG\LWS\ILQ\ 

ASMST\IEFGYLDLCPSLRFQ\FLLPS 

KKGQA*PSVHSCILDSTLPLLGFLLE 

PPGQGPWRGGTTSRRPWRLG 


1715 


7212 


A 


1844 


143 


762 


CRQERAVAPARRAMERIPSAQPPTV 

CLPKAPGLEHGDLPGMYPALMYQ 

MYKSRRGLKRSEDSKETYELPHRL1 

EKKRRDRINECIAOLKDLI PEHLKI 

TTLGHLEKAVVLELTLKHVKALTN 

LIDQQQLFKMH YA *LLI VF*L/SSFPV 

FILVLSRCLYL*SCYKYILYKYIKKE 

NVSDVYLYNYLIHTVRKNECIPVFE 

EKNNFFFL 


1716 


7213 


A 


1845 


203 


1507 


CRQERAVAPARRAMERIPSAQPPPA 

CLPKAPGLEHGDLPGMYPAHMYQ 

VYKSRRGIKRSEDSKETYKLPHRLIE 

KKVRRDRTNECIAQLKDLLPEHLKL 

TTLGHLEKAV\VFELTFEH/V*KALT 

NLMLSSSRQKIIAL\QSGLQAGELSG 

RNVETGQEMFCSGFQTCAREVLQY 

LA\KHENTRDLKVFASLSTHL\HRV 

VSELLXQGGTSRKPSDPASKVMDFR 

EKPSSPAKGSE\GPRKNCVPVIQRTF 

AHSSGEQSGSDTDTDSGYGGESEK 

GDLRSEQPCFKSDHGRRFTMGERIG 

AIKOESFEPPTKKNRMOLWDDYEGP 

FQLASDLNQLPPFPGPTPQHQPPFCL 

PFYLIPPSS/ATAYLPMLEKC\WYPTS 

VPVLYPGLNASAAALSSFMNPDKIS 

APLLMPQRLPSPLPAHPSVDSSVLL 

QALKPIPPLNLETKD 


1717 


7214 


A 


1846 


628 


1061 


AHRKSLYLCEACFPRSRASQETSGL 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














KEENWRLGRKTSKCRPGLSKKLGC 
ERKDRDCSG/CRKDEQQGPWEAPQ 
A ARH SQKSRN ARGRPFLEGGPGTE 
NR*QSFPPKNSREQGFNDPVGPQSV 
EPLEQPLFPWEWQWPALAQDREL 


1718 


7215 


A 


1848 


88 


953 


FQAPQLCYDSAFMISSVPSPHILRVC 

EFPCFHAHLRVCEFPCFHAHLCVCE 

FPCFHAHLCVCEFPCFHAHLCVCEF 

PCFHAHLRVSASVNFRFHAHLCVCE 

FPCFHAHLRVCEFPCFHAHLPVSVN 

FCFHIHLCVCEFSCFHAHLRVCEFPC 

FHAHLCVSANFRVFTPTCASVNFRV 

FTPTCVCEFPCFHAHLRVSASVCEFP 

CFHAHLQVYEFPCFHAHLRVCEFPC 

FHAHLRVCEFPCFHAHLCVCEFPCF 

HAHLCVCEFPCFHAHLCVCEFPCFH 

AHLRVSASVNFRFHAHLCVCEFPCF 

HAHLRVCEFPCFHAHLPVSVNFCFH 

IHLCVCEFSCFHAHLRVCEFPCFHA 

iTT r^v/c A r\J/r , Pr , F14Tl-TT P\/rP T7Pr" r PTJPT 
riJLA^ V o/\IN/0 J r^r Jrl 1 JaLV^ VOlir Jrl^r rl 1 

FHAT-TT O/PI *T < \VF < NpPPAfiT *TCVFQ 
rnrtnby/v^jLj 10 v rov^r lAui-i io vfu 

CPPACL*ISVFSCPPVCL*ISVFSCPP 

ACVCEFLCFHAHLCVCDFPCFHAH 

QSATVLV 


1719 


7216 


A 


1849 


1 


254 




1720 


7217 


A 


1850 


3 


308 




1 10 1 


11 1 8 


A 


1 OJ 1 


i 
1 




RREPSSFGKRRQ*DGTLLC\RRCGS\ 
KAWHLQKSTCGKCGYPAKRKRKY 
NWSAKAKRRNTTGTGRMRHLKIVV 
YRRFRAWDFREG TTPKPK*G S LLQH 
SSSS 


1722 


7219 


A 


1852 


41 


544 


APSPRRPWGHFTEED\KATI\TSLWG 

isAVlN V fcAJ_JAVj<Jil\ 1 rOJtvvJoL/V V Y r \ W 

TQRFFDSFGNLSSAFXAHHGQTPKV 

KAHGK\KVLT\SLGDAIK\HLDDLKG 

TFAQA*VNLHL*QSCNVDP\ENFQA 

PGEMLLVTR/VLAIHF\GK\EFTPGGC 

KASWAEDG*LAVGQWPCSSRYH 


1723 


7220 


A 


1853 


145 


705 


SWRNRTVSNGSAVSASSVHLCFAE 
CKALCGERILTDGSDVSRPTIAAGG 

SHVGIPRSCPKPLDKRQAH\LCVLAS 

\NCDEPTMYVKLVEAL\CAEHQNQP 

*LRVD\DNKKLG\EWG*GLLLKFDR 

GGGKPRKSWLG\CSCFS*FKDY\GK 

ESQAKDVIV\EYFKCKK 


1724 


7221 


A 


1854 


110 


776 


S L A SG P YL\THQQK VLG L YKRALRH 

LE\SWCVQRDKY\RYFACLMRARF\ 

EEH KK* KRI W AK A TQL\LKE ARGKN 

FWYPVKHPKSQYILPLTSPLGGHPP 

Y*Fr>HD/rAYKVPRTrirT \D\DWH\PS 
x Ejurw-Jt K^rs. i xv v x r\.ivJv^i_y \ jlv vv ri. \r o 

E\KAMYP\DYFCQRREQWKENLRR 

GKAWGTEEGLSSLQE\ETP\PG\GP\L 

TESFAPWPEKEGD\LPPLW\W\YIVT 

RP\RERPMLERERPHLSCLQVKYVT 

EHGTCP 
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ShQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


oti,v£ ID riyj: 

in USSN 
09/770,160 


Nucleotide 
location of 
first co don 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possiblc nucleotide deletion; \=possible 
nucleotide insertion) 


1725 


7222 


A 


1855 


1 


858 




1726 


7223 


A 


1856 


165 


856 


P VS YHPRMCTG G C A RCLGGYTLISL 
AFFGFL\ANILLFFPG\GKVIDDNDHL 
\SQEIW\FFGGILGKRCL**SFPALVF 
LGA*RNNDCCG\CCGNEGCGKRFA\ 

IVir 1 o 1 lr/\ V W 1IjvjJdL»^j x orlloAvloi 

NKGP*NPSMAKK\TWGLPPSNDGD/ 
YILNDEGLNGTKC\REPLQCGFPGN 
LDPLSSILLGRREGIQMV\LCAI\QV\ 
VNGPPWGTLCGGTCQCCGCCGGXD 
GPVLNLRA 


1727 


7224 


A 


1857 


163 


1322 


PGPYCGPVATMSLHGRRKEIYKYE 

APWTVYAMNWSVRPDKRFRWALG 

SFME\EHNNEGYLDGLDEERS*VI\S 

KNILDRPYPTNKVMWIPDTKGVYP 

DLLATSGDYLRVWRVGETETRLEC 

LLNNNKMSDFCAPLTSFDWNEVDP 

YLLGTSSIDTTCTIWGLETGQVLGR 

LNL\VSGHVKTQLIAHDK\EVYDIAF 

SRAGGGRDMF\ASVGADGSVRMFD 

LRHLEHSTIIYEDPQHHPLLRLCWT 

VTM^T^AT VT A T\/f A A/T\T~^fiA/f\17\M/TT r^\? 
JVV^UJr IN Y JL/\ 1 ]V1A1V1\JL/Ui1V1\Jd V V IIjU V 

RVPCTPVARLNNHRACV\NGHLLW\ 

APHSS\CHI\CTAAG*PPGFSSWDI\Q 

QMPRA\IEDP\ILAYTAE\GEINNVQ\ 

WA\SNSAPNWESPIC\YNNCPWRYS 

ECSVGGAVPHEAGAFVFPASAPPPK 


1 /zo 


1 LJLd 

i 


A 

/\ 


1 COO 


i 
i 


/ion 


DRKNLLETRLHITGRELRSKIAETFG 

T fA PNT V T T<!" T V TXT k r T<T O T OT CiVTI FFOfi 
VAHNVKAMVLEI KOSEEDARKNF 
qt FFFFONFAKT KFKOTORTYRGT * 
ILAKRAAETVVDPEMTP 


1729 


7226 


c 


1859 


28 


156 


MMYRLMSILTRHVSSLKSYILIHQK 
WTICCSWGLLPRKPGLV* 


1730 


7227 


A 


1860 


1 


315 




1731 


7228 


A 


1861 


1 


119 




1732 


7229 


A 


1862 


1 


1477 




1733 


7230 


A 


1863 


3 


1866 


PLQSGHSAGRGGSGVAQGWHKKK 

YLQAKM\TKFLREERIQLWKPPYTD 

ENKKVGLALKDLAKQYSDRLECCE 

NEVEKVIEEIRCKAIERGTGNDNYR 

TTGIATIEVFLPPRLKKXDRKNLLET 

RLHITGRELRSKIAETFGLQENYIKI 

VINKKQLQLGKTLEEQGVAHNVKA 

MVLELKQSEEDARKNFQLEEEEQN 

EAKLKEKQ1QRTKRGLEILAKRAAE 

TVVDPEMTPYLDIANQTGRSIRIPPS 

ERKALMLAMGYHEKGRAFLKRKE 

YGIALPCLLDADKYFCECCRELLDT 

VDNYAVLQLDIVWCYFRLEQLECL 

DDAEKKLNLAQKCFKNCYGENHQ 

dt vT-ni<rri>jroi<rFKVi ft rt vt t nnt 

RNYHSGNDVEAYEYLN\RHVSSLKS 

YILIHQKWTICCSWGLLPRKHRLGL 

RACDGNVDHAATHITNRREELAQIR 

KEEKEKKRRRLENIRFLKGMGYST 

HAGQ\QILLSNPQMWWLNDSNPET 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
locution of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *~Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














DNROESSXSOEN IDRLV YMGF\D AL V 

\AEPALRVFRGNVQLAAQTLAHNG 

GSLPPELPLSPEDSLSPPATSPSDSAG 

TSSASTDEDMETEAVNEILEDIPEHE 

EDYLDSTLEDEEIIIAEYLSYVENRK 

SATKKN 


1734 


7231 


A 


1864 


1 


727 


MVVWDADTQQVIPNGIQLAGLDKS 

HSGFALAPPTTLFPSGGGGGGAKAT 

AAAGAGLASPGMKTNGGRCRIRAL 

CWSRREWRGAGEDTAAECPRPQPQ 

QHCLAPRFPVRLGTSPGQGWSGRG 

AGDLAKQYSDRLECCENEVEKVIEE 

IRCKAIERGTGNDNYRTTGIATIEVF 

LPPRLKKDRKNLLETRLHITGRELR 

SKIAETFGLQENYIKIVINKKQLQLG 

KTLEEQGVAHNVKA\M\VLELKQSE 

EDARKNFQL\QEEEQNEAKLIEERL 

QRTKRGL\EILAKRAA\EPVVVPEMT 

PYLDIANQTGRSIR1PPSERKALMLA 

MGYHEKGRAFLKRKEYGIALPCLL\ 

DADKYFCECCRELLDTVDNYAVLQ 

LDIVWCYFRLEQLECLDDAEKKLN 

LAQKCFKNCYGENHQRLVHIKGNC 

GKEKVLFLRLYLLQGIRNYHSGND 

VEAYEYLN\RHVSSLKSYILIHQKW 

TICCSWGLLPRKHRLGLRACDGNV 

DHAATHITNRREELAQIRKEEKEKK 

RRRLENIRFLKGMGYSTHAAQQVL 

HAASGNLDEALKILLSNPQMWWLN 

DSNPETDNRQESPSQENIDRLVYMG 

FDALVA\EAALRVF\RGKVPVAAQT 

PAYNGGSL/PFPELPLSAEDSLSPPAT 

\SPSDSAGT\SSA\STDEDMETEAVNE 

ILEDIPEHEEDYLDSTLEDEEIIIAEY 

LSYVENRKSSN*RCRIRALCWSRRE 

WRGAGEDTAAECPRPQPQQHCLAP 

RFPVRLGTSPGOGWSGRGAGDLAK 

QYSDRLECCENEVEKVIEE1RCKAIE 

RGTGNDNYRTTGIATIEVFLPPRLK 

KDRKNLLETRLHITGRELRSKIAETF 

GLQENYIKIVINKKQLQLGKTLEEQ 

GVAHNVKADGCLN 


1735 


7232 


A 


1865 


1 


513 


PRVRNLSRE WLCDRHLREKMFS S V 

AH\LARANPFDTPH\LOLVHDGLGD 

LRSSSPGPTGQPRRPRNLAAAAVEE 

QYSCDYGSGRFFILCGLGGIISCGTT 

HT\ALVPLD\LVKCRMKV\DPQKYK 

GIFNGVFSVTLKEDGVRGLAKGWAP 

TFLVGYSMQGLLQVLAFYEVFKVLY 


1736 


7233 


A 


1866 


2 


1296 


ALCEPQPFQGSGCVIAILGRKMFSS 

VAHLARANPFNTPHLQLVHDGLGD 

LRSSSPGPTGKPRRPSQ/HMAAAPV 

EEQYSCDYGSGRFFILCGLGGIISCG 

TTHTALVPLDLVK\CRMQVDPQKY 

KG\IFNGFSVTLKEDGV\RGLAKGW 

APTFLGYSMQGLCKFGFYEVFKSU 

YSNMLGE\ENTYL*RTSLYLAASAS\ 

AEFFADIALAPMEAAKVRIQTQPXG 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














YANT*EGISFPKCIKEEGLTSILQGG 

LLPLWMRQIPYTMN*SSPCLERTV\E 

A\L YKF V\ VPKVPRRE * FKRQS RL V VT 

IW*OVTIARVFCANCFSPLPEFT G*P 

VLD*GKKVSQCFLWVLQRDLGFK\ 

GV\WKGLFA\RII\MIGT\LT\ALQWFI 

YYSVKGYFR\LPRP\PPP\EMQES\LK 

KKLGVNSVVRIKANCGLNLLVDPV 

FEESAKGTFIYLTV 


1737 


7234 


A 


1867 


127 


433 


RPLESWIGLVRCNICRSPIAEAVFRK 

LVTDQNISKNWRVDSAATSGYEIG 

NPPDYRGQSCMKRHGIPMSHVARQ 

\DLNRKSNRVKTCKAKIELLGSYDP 

QKQL 


1738 


7235 


A 


1868 


2 


535 




1739 


7236 


A 


1869 


551 


1299 


PADPPRPS Y YRHRTPPQ AH WS RLRR 
SRLRRRG SHTRCP VG VG AG LRRRA 
GARLAVRLRASACGTPRCLGASAR 
GKMAEQATKSVLFVCLGNICRSPIA 
EAVFRKLVTDQNISKN/WEGRQRG 
NFRWVIDSGAVSDWNVGRSPDPR A 

V\SCLRNHGIHTAHKARQIT\KEVFP 

TFDYILCMDESNL\RDLNRKSN\RVK 

TCKS*KFELPWEL*SPQKQLIIED\PY 

YGE*LWTLETVYQQ\CVR\CCRAFL\ 

EKAH 


1740 


7237 


A 


1870 


85 


563 


SSFLDIVHVCNTPNVKKMVSGSSHK 
VIOEODLSIGDHPVTPVOSVYPKR ^ 

PKIPKIFVKVSKTNSETQIYLGWQV 

KIGFPNF*NPVAGILDRTKYRIFP*AP 

GIHKLGKYPRH*ASYV*KSPSTSMS 

TAALFPIAKPRAGP*MPTKGSWVK\ 

K1WYGQK 


1741 


7238 


C 


1871 


604 


804 


MKRLRHLRXINNLAKITOPLSKTAL 
NLSPTQGGSKSRAILEFQLSRPGVPN 
PTLNWPSLNPFREPE* 


1742 


7239 


A 


1872 


64 


73 


AFL*RWGSPPCCPRAGLK/PP*P/PSI 
CPPRPPKPAGITRREPPGQAYFLII*F 
PSPL 


1743 


7240 


A 


1873 


47 


225 


NSHHVRGRPRCADSSSPSGDRGQPE 

AQPAPDSSAPEHAQEPGRAAVKRP 

DL*SHMTRRP 


1744 


7241 


C 


1874 


101 


232 


M TMITPS S KLTLTKGNKS WS ST A V A 
AALELVDPPGCRNSARGF* 


1745 


7242 


A 


1875 


66 


723 


AILIILLSSEGLWSSDQHRLVGVQDS 

PPQGSLCCHFSAMATSEQSICQARA 

SVMVYDDTSKKWVPIKPG\QQGFSR 

INIYHNTASNTFRVVGVKFQDQQW 

VINYSIVKGMKYNQATPPFPQWRD 

ARQVYGLNFASKEEATTFSNAMLF 

ALNIMNSQEGGPSSQRQVQNGPSPD 

EMDIQRRQVMEQHQQQRQEFLERR 

TSATGPILPPGHPSSAASAPVSCSGP 

SPPPPPPVPPPPTGA\TPPPPPPL\PAG 

GAQGSSHDES/SPCSGLAACH*LGPS 

LRRVPNGPEDASGGSSPSGTSKSDA 

NRASSGGGGGGLMEEMNKLLAKR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














RKAASQSDKPAEKKEDESQMEDPS 

T^P^PfyTR A A <snPP"M«?<JK'\ A ni* k"PW 
i ororu i xv/i/vov^r r i\ ooiv uiuiviSx w 

DRTsTNPLRNPLSSNLVRNPLLAKGPR 

KLRAPFSQQPHSRMKPAGSWSDMA 

\LDAFDLD\RMKQEI*KEVVRELHK 

GERKEIID\AIRQEA*SGISRKKNLGH 

RAHPPTRTSFICSQRPRLM 


1746 


7243 


A 


1876 


1 


668 


GERGVARHDRPRGTLREYKVVGRC 
LPTPK\CHTPPL\YR\MRIFAP* SMSSL 
SPRF\ WYF V S QLKKDEESLQ WRF S Y 

PAOVFFK^PU RVT<rYNFfUWT PWriQ 
R SGXTFTNM Y\R FV\P HT nHPO A PVHP 
SCLTRDNGVAP APA A/HF AT4FHFRFT 
ERLEEIVAGOODCRRPGCSKOFPR TS 
RFKFPAAPPGSLRRQDKPRF\TTKRP 
KTFLKVQGPSSGVCPQNKTQETPR 


1747 


7244 


A 


1877 


1 


1059 




1748 


7245 


A 


1878 


87 


260 




1749 


7246 


A 


1879 


1 


1254 




1750 


7247 


A 


1880 


160 


615 


PSLNTYVTSPLSENFSARYRNHSND 

FLKRACQ\DVSVI\IHTACIIDVFGV\T 
HRESIMNVNVKGRVAWGGDKARW 
GNEDQKEGQEGKRSLSIEHLLCSGP 1 
SDFADHYQLGELKAAIFSFIDEKTRT 
EQ 


1751 


7248 


A 


1881 


53 


1338 


CPLQGHPRVTLESDLLPSIFCFLVSD 

SCYFGLATMGWSCLVTGAGGLLGQ 

RIVRLLVEEKELKEIRALDKAFRPEL 

REEFSKLQ\NK\TKLTVLEGDILDEPF 

LKESLARDRLRSIIHTACFHLMSFGV 

\THREFF\MN VQC* KVPS SC * EAC VQ 

ASVPVF1YTSSIEVAGPNSYKEIIQNG 

HEEEPLEMTWPAPYPRSKKLAXKKA 

VLAANGWNLK\NGGALYTCALRPM 

YIYGEGSRFLSVSINEALNNNfGILSS 

VGKFSTWNPVYVXGNVAWGHILAL 

QSYDNLNYTL\SKE\FGPPPLDSRW\S 
FPLSLM Y WXIGFLLGNR* GFLLXRPI Y 
TYRPPFNRHISSHCSN*ALFHLLFIKE 
GFSEILGVLRPLLTAGGGKAKAGKR 
VGSWVWVPFVDPAQGRNLEVPRIQ 


1752 


7249 


A 


1882 


3 


575 


HSLFGTSEVINKLLVPDA\MGHFTEE 
D\KATI\TSLWGK\VNVE\DAGGE\TP 

ASAI\MGKPPKSKAHG\KKVLTFLGT 

MPTKHLE*FSRGTFCPSLK*TCTC*Q 

ACMWDPGGTFKLPGENVAGLTVFG 

QSHFRQKNFTPEGARFFLGRKMGD 

LELASALVPSRLPLKPLGP 


1753 


7250 


A 


1883 


1 


960 


GRPAPEDGGPLSLPNAAMARGPKK 
HLKRVAA\PKHWMI DKT TGVFAPR 

AlJ— ilvJV Y /x/v \I IV 1 1 VV lVll_#i_/lVl_/ 1 vJ v 1 rvriv 

PSTGPHKL\RECLPFIIF\LRNRLKYA 
LTS\DEVKKICMQRFIKI\DGQVR\TD 
ITYP\AGFMDVI\SIDKDGREFSVL/Y 
LIDTQG VRFCL* HRJTP* GRAKVQSC 
AKMRKILLWAPKGIPSSWVT\HDAR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














>JHPATPDPP^<s1<rV>J*YWFRI HT FTH 

IN iiX /\ I I i-Vii OOiV V IN I ttr L\±jLsL_jXjj i KJ 

KDYLISSKFDTW*PCVMVT\GGA\N 

LGRNWVLITN\RERHPGIF*PLVHVK 

\DANGNKLLATSDFSNIFWLLGKGN 

KPW\ISL\PRGKGIPPHHLLEERDKRL 

AAKQSSWVKWGPWVTWSDLLVP 


1754 


7251 


A 


1884 


1 


1218 


FFQNSARGAGAGWQLPWTRFVWT\ 

SGLLEINEVTLVIQQRGVRIYDGEEKI 

KFDAGTLLLSTHRLIWRDQKNHEC 

CMAILLSQI\VFIEEQA\AGIGKSAKI 

VVHL\HPAPPNKEPGP\FQSSKNSYI 

KLSFKEHGQIEFYRRLSEEMTQRRW 

ENMPVSQSLQTNRGPQPGRIRAVG! 

VGTERKLEEKRKETDKNISEAFEDL 

SKLMIKAKEMVELSKSIANK1KDKQ 

GDITEDET1RFKSYL\LSMGIANPVT 

RET YG SGTQ YHM\QL AKQL\A WNI A 

- IV V x I^C<l3 XV vJT v_J i iVi i3i j IjliV i UL V iNxVrA.iV.vJ 

MELLSPEDL VN A CKMLE ALKLPLR 
LRVFDSGVMVIELQSHKEEEMVAS 
AT FTV9FMGnT TS*FFAKT VGMSVT 
LAKERLLLAEKMGHLCRDDSVEGL 
RFYPNLFMTQS 


1755 


7252 


C 


1885 


179 


361 


MPKVCFVHNFLKTSSERDLFALMN 
TVGKKHSIMSEKGRSKKFLHLIDSK 
KNEDPHLDGTL* 


1756 


7253 


A 


1886 


2 


913 


RRLLLFGWARSGAVSLGSAGVSSS 

GFLTAPHSRRLTAAAAAAGGAWRF 

EAERHRGWGAEEEQQPEGGAVCPG 

TERPCAMAYAYLFKYI1IGDTGGGR\ 

SCLLLQFTDKRFQPSAMTLTNGVEF 

GARMITIDGKQIK\LQ1W\DTAGQES\ 

FRSITR\SYY\RGAAGALLVYDITR\R 

nT^TVTT TTW\T FTjA\ROH<sT4FOT-IO^ 

LCLLGNKSDL\ESRKE/VSKKRKEGE 
SFLQPRNHGLMLPWKTSCKNCFPM* 
KEAFINTSKRNFIEK1QXEGVFDINNE 
A\>JOTKTr;P\OH A ATN ATH AG\NOfifi 
QQAGGGCC 


1757 


7254 


A 


1893 


138 


426 


FIHSHCC1VFRLFIHFSLHPKVIHSP1N 
SLLRIFQF*AIMNSTV*NILIHVFW*V 
YTFPF\GINPKKGIARL*GVYIFSFSIY 
CQTVFQSDCKKAPF 


1758 


7255 


A 


1894 


45 


1057 


FLVFLVETGFHHVAQAVLELLASSD 

PPALAPPKCWDYRCELLRLAEFCFL 

RTEFWYLLFFFFWRRSLALSPRLEC 

SGANL\THCNLR/LPGFKQFSCLSLSS 

SWDYRCMPPHLATFFVF/SVETGFH 

RVAQASLELLSSGSLPALA/FPKCXW 

DYRAKATV/WPSPGVSSFILGL*TS* 

FHSLEPYLHAWKTTSHLPTKEALT 

W/V^HTA WIT V^TT MFF*VA 
w/ v on i/\±s. i rvrii-j w ijl* v oii_»ivi£jr vn 

LIS/SFFLGPGGK*T*VTAPQCPSLGQ 

DTLS*FLHAACTRSVPYPGLA/CGPS 

LWLTRVLLLPTPP*QQHNP/DTLEKT 

SFPGPHW1LVTPQPSLSETPAPKVPP 

FPAFGSIPTHEEPGLP 


1759 


7256 


A 


1895 


2 


289 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nuolpntiflp 
location of 
first codon 
for peptide 
sequence 


IV ii pli k nf i 

IIUULUUUC 

location of last 
codon for last 
amino acid of 
peptide 
sequence 


/viiiuiu <iiiu acquciice \ a. — uiiKnown, — oiop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


1760 


7257 


A 


1896 


1 


397 




1761 


7258 


A 


1897 


1 


410 


STM1SPVT II F^FI rHVATATiRTrPk' 

PDDLPFSTVVPLKTFYEPGEEITYSC 

KPG Y V SRGGMXRKFICPLTGL WPIN 

TLKCTPRVCPFAGNLRKMGAVRLIT 

DFLNYSPTRFSFSLLTWGFILEWAL 

DSVAKCIEGG 


1762 


7259 


A 


1898 


19 


1215 


CQCDSSTMIFSRCSSLFSSFLCHVAI 

AGRTCPKPDDLPFSTVVPLKTFYEP 

G\EEITYSCKPGYVSRGGIEESLSCPL 

\TGTVGPFNTSGNVTPRVCPFVAGIFR 

KMGGRTLITTF*NYPNTDPVFSLLTL 

GF*FWNGALDFWPSCTGGKGKW\S 

P\ELPGLVAPII\CPP\PSIP/TGFATLH 

VLLRPFRLGNNSPPIGDTAVFECLA 

HNMAMFG\NDTIT\CTTHGKLDLNY 

PECRGSKMPPFPHQDPDNGIW*TYP 

rONPNTT FTRVKAPHT HI PFTnHTF^ 

PSW*KPSLVKGTPVKKRPTVV/YPQ 
GERVKDSREKFKE WECLHG* *KFLS 
FCKNKEKKCSYTEDAQCIDGTIEVP 
KCFK\EHSSLAFWKT\DAS\DVKPC 


1763 


7260 


A 


1899 


58 


446 




1764 


7261 


A 


1900 


1 


954 


MGEVSGTSDCTDDQCRQVKKALEG 

GKAARGHRSKIKIRFFRPGGLGPGP 

AITAVAGMPRVYIGRLSYQAREHA 

V\ERLLNGHAKILEVDLKNGYGFVE 

FDDLRDADDAVYELNGKDLCGERV 

IVEHARGPRRDGSYGSGRSGYGYR 

RSGRDKYGPPTRTEDRLIVEN\LTSR 

CS WQDLKDYMRQ AG EVTYADAHK 

GRQKMKGVIEFVSYSDMKRALEKL 

DGTEVNGRKIRLVEDKPGSRRRRSY 

SRSRXSHSRSRSRSRHSRKSRSRSGSS 

KSSHSKSRSRSRSGSRSRSKSRSRSQ 

SRSRSKKEKSRSPSKDKS\RSRSHSA\ 

GKSRSKSKDQAE\EKFQNNDNV\GK 

PKSRSPSRHKSKSKSRSRSQERRVEE 

GRKRG SF* QGQ/E AQEKSLRQ SRSR\ 

SRSKAGSR*PVDRSRSKSKDKRKSR 

KRSREESRSRSRSRSKSERSRKRG\S 

KRD S KA S\S C K K K K K F DTDR S O ^ R 9 

PSRSV\SKEREHA/RSLESSOREGRG 

ESENAGTNQEDPGPGPRSMSKSKP 

NLPIRMHRSKIKSQASKTPISGPMSR 

SR\SASRSP\SRSRSKSRSRSQSRSRS 

KKEKSRSPSKDKSLQPQP 


1765 


7262 


A 


1901 


3 


180 




1766 


7263 


A 


1902 


227 


440 


GMHNVCYVAVNE*FCGFIIR*SLAE 
RRQIS*EFQLFKFTLCLELILARRAC 
RESMASPVAGSWSHFPEREF 


1767 


7264 


A 


1903 


2 


438 


HEELDTSERKIEFDSASGTYTLYLIM 

GDAHFEEPQSLWNVADLVHQSPPE 

EKAPLDLSCPQNLFTPK\QEIQWIRI 

GA\NVS\NFTFAP\STIIFH\LGHA\AM 

LGLMYVYWTQLNMF\QTLKYLAIL 

GSVTFLAGNRMLAQQAVKRTAH 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in L1SSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino arifl spniioncp ( X— Unknown* *=Stnn 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


1768 


7265 


A 


1904 


1 


1660 




1769 


7266 


A 


1905 


156 


2369 


PVLKTHPGPQSLPRVPGVPCGGLLE 

PLSRAEVSPRFGLRRDLLGGMAPPG 

SSTVFLLALTIIASTWALTPTHYLTK 

HDVERLKASLDRPFTNLESAFYSIV 

GLSSLGAQVPDAKKACTYIRSNLDP 

SNVDSLFYA\AQA\SQGLSGCEISISN 

ETKDLLLA\AVSE\DSSVYPRSYHAS 

WQL*SGLLGLSLWAYPKESTQVAL 

NWLVFKQGKETVL\ATVQALQTAS 

HLSQQADLRSIVEE1EDLVARLDEL 

GGLYLQ\FEEGLETTAL\FVAATYKA 

/LMDH\VGTE\PSIKE\DQVIQLMNAI 

F\SKKNFES\LSEAFSY\ASG\AAVLS 

HNRYHVPVYVVPEGSASDTHEQAI 

LRLQYTNVLSQPLTQATVKLEHAK 

SVASRATVLQKTSFTPWGIVFELNF 

MNVKFSGG*CDF\LVEVEGDNRYIS\ 

NTVELRVQDPPTEVGITNVDLSTV\ 

DKDQSIAPVQTTRVTYPAKAKGTFH 

SAG Q ATRNFGL VLS S W * D YNTG\A E 

LTPHQTFVRLHNQKTGPGSGCLFAE 

PGQQGTCYKFELDTSERKGLNLTSR 

SGTYTLYLIIG*CQL*RTQILWKCGL 

MWVI\KFP*GKEASFDCLCSQEPFSL 

PKOGNFRHLFPGRP* GRRAPPP WCP 

NTFTAPESFFGPLL/LCFLRLLW1RD 

WVPKCLPTFTFCFLSTIIFHPWDML 

AYAGTSMYVY*TQAQPCSQTLEVP 

WPILGQCDRFLAGQSGMLAPARQV 

KRIAAEQSSRLAKYRTLRTAH 


1770 


7267 


A 


1906 


37 


404 


POLSRCRSECMYVNPTVVMTSMGO 

ATWSDPHKAKTMLNRIPLGKFAGE 

SGGSPASVVPAVPVCALGRGGRER 

WAAASFLYAPDPRPAH\EVEHVVN 

A1LFLLSDRSGMTTGSTLPVEGGFW 

AC 


1771 


7268 


A 


1907 


271 


1086 


YTQCPGIEPVCVDLGDWEATERAL 

GSYGPVDLLVNNAAVALLQPFLEV 

TKEAFDR*ACEGGGTSGRGCPGGRS 

SPNL*PGSVPRPLDPLRVNLRAVIQV 

SQIVA\RGL1\ARGVPTGPS*NVSSQC 

FPAGO* TNHS YLLLPTKG VPLDMLD 

QG*WAL\ELGPHKLSRCRSGVNA\V 

NPHSGG*RSMGPGPPWSDPHK\AKI 

MLNRIP\LGKFAGESEYEHVVNA\IL 

FLLSDRSGMTTGSXTLPVEGGFWAW 

LSSLHTPQAPWACFILTPNPSNKT 


1772 


7269 


A 


1908 


2 


305 


ARESGSLVAPRSRPPWEHGLPGEHS 

*DAPRPHKSPTLPWLPHLHLSKEAL 

DTHQRSQHE\ECMPLYKFTPTSEKR 

PQLMLPLPEQQCEQLCRFGSTPVTW 

A 


1773 


7270 


A 


1909 


2 


529 


GTYAACGACYWLLGLMAYRASFE 

NNCEIGCFAKLTNTYCLVAIGGSEN 

FYSVFEGELSDTIPYYHASIAGCRIIG 

RMCYGXTEEILADVLKVEVFRQTVA 

DQVLVGSYCVFSNQGGLVHPKTSIE 
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SEQ ID 
NO: of 
nucleo-fide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














DQDELSSLLQVPLVAGTVNRGSEVI . 

AAGMVVNDWCAFCGLDTTSTELSV 

VE 


1774 


7271 


A 


1910 


18 


889 


GVQGTVAACGACYWLLGLMAVRA 

SFENN\CEIGCFAKLTNTYCLVAIGG 

SENFYSVFEGELSDTIPVVHASIYAG 

CRI\1 G RMC VGN\RHGLL\VPNNTTD 

Q\EL\QHISATGLPRHSGRFRAGWKE 

RFLSLWGNFFNHLAIDYVGLGSNQ 

D\LDKGRQEEISGQMLFKGWEVFRQ 

TV\ADOV\LVES\YCVFSNPGRAWVP 

SPRPFQ*RPRNELSSJSFKVPL\VAGT 

C*TKGSEVICLLGMGGEMNWCA\FC 

GPGTPNPAQSCQVVEECLQS*NEAP 

ALAPIANRACGNSLMDSLT 


1775 


7272 


A 


1911 


132 


440 




1776 


7273 


A 


1912 


149 


389 


FSWV*REIFSFLISLIFIYETFSKLIKIF 
QDHPLQKTYNYNVLMVPKPQGPLP 
NTALLSLVLMAGTFFFAMMLRKFK 
NSS 


1777 


7274 


A 


1913 


3 


153 




1778 


7275 


A 


1914 


94 


593 


LVVFSSPSQSWERTECLGFLLQIFQD 

HPLOKTYNYlsrVT MVPKPOOPT P"MT 

ALLSL VLM AGTFFF AMMLRKFKN S 

SYFPGKLRRVIGDFGVPICILIMVLV 

DFFIQDTYTQKLSVPDGFKVSNSSA 

RGWVAHPLGLRSEFPIWMMFASAL 

PALLVFILIFLESQITT 


1779 


7276 


A 


1915 


115 


3015 


TTGHSGPRHGGAAGGCSLASAVLP 

PGGSGDLVLDSYLRWGWKSPSQPS 

LSGHFPQDDYEDMMEENLEQEEYE 

DPDIPESQMEEPAAHDTEATATDYH 

TTSHPGTHKVYVELQELVID\ERIPD 

LQWMEAAPLR\QLDENLGENGAW 

GRPHLSHLTFWSLLELRRVFTKGTV 

LLDLQETSLAGVANQLLDRFIFEDQI 

RPQDREELLRALLLKHSHAGELEAL 

GGVKPAVLTRSGDPSQPLLPQHSSL 

ETQLFCEQGDGGTEGHSPSGILEKSP 

PDSEATLVLVGRADFLEQPVLGFVR 

LQEAAELEAVELPVPIRFLFVLLGPE 

APHID YTQLGRAAATLMSERVFRID 

AYMAQSRGELLHSLEGFLDCSLVLP 

PTDAPSEQALLSLVPVQRELLRRRY 

QSSPAKPDSSFYKGLDLNGGPDDPL 

QQTGQLFGGLVRDIRRRYPYYLSDI 

TDAFSPQVLAAVIFIYFAALSPAITF 

GGLLGEKTRNQMGVSELLISTAVQ 

GILFALLGAQPLLVVGFSGPLLVFEE 

AFFSFCETNGL\EYIVGRVWIGFWLI 

LLVVLVVALRGVASLVRFIS\RYT\Q 

EIFSFLIS\LIF1YETFSKLIKIFQDHPL 

QKTYNYNVLMVPKPQGPLPNTALL 

SLVLMAGTFFFAMMLRKFKNSSYF 

PGKLRRVIGDFGVPISILIMVLVNDFF 

IQDTYTQKTSQVPDGFKVSNSSARG 

WVIHPLGLRSEFPIWMMFASAL\PC 

LLVFILIFLESQITTLIVSKPERKMVK 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














GSGFHLDLLLVVGMGGVAALFGMP 
WLS ATT VRS VTH AN ALT VMGKA ST 
PGAA\AQIQEVK\EQRISGLLVAVLV 

HI STT MFPTT SRTPT AVT Ff*TFT VA/THV 

TSLSGIQLFDRILLLFKPPKYHPDVP 

YVKRVKTWRMHLFTGIQIICLAVL 

WVVKSTPASLALPFVLILTVPLRRV 

LLPLIFRNVELQCLDADDAKATFDE 

EEGRDEYDEVAMPV 


1780 


7277 


C 


1916 


20 


202 


MAAIKYLGISAILYYKYKCPRGQGN 
QPEELGTGSILCGNFSLGMLFPVQM 
YTVKKAYRAV* 


1781 


7278 


A 


1917 


1 


493 




1782 


7279 


A 


1918 


214 


612 




1783 


7280 


A 


1919 


287 


847 


SDRPTMAPGVARGPTPYWRLRVLG 
GAALLLLLIPVAAAQEPPGAACSQN 

A iN J?V. 1 V-> Iv 1 A — > JL> JTvlN V OvL/ V V V^iN 1 IN in, /-\ V. ,\ . 

DYPDTSVT PPASI PKT ^SARWrrVr* 

WVNFDALIITMSVVGGTLLLGIA1AC 

CCCCCRRKRSRKPDRSEEKAMR\ER 

EDR\WILQEERJRAEiMNTRHDEIRKK\ 

YGLFKEENPYARFENN 


1784 


7281 


A 


1920 


61 


515 




1785 


7282 


A 


1921 


1 


2175 




1786 


7283 


A 


1922 


3159 


3441 




1787 


7284 


A 


1923 


36 


387 




1788 


7285 


A 


1924 


64 


408 




1789 


7286 


A 


1925 


1 


10514 




1790 


7287 


A 


1926 


64 


601 


VNNILGLGHTFWALLASPKMEHKE 
VVLLLLLFLKSGQGEPLDDYVNTQ 
fiP9I F^VTfcTlv'OT rrAn^RFFPA AKCF 

EDKEFPPAGAF\QYHSKEQQCVIMA 
EN RKS S\I IMRVRD A YLFGKGKCILF 
RVQDLGMERTTEGRCPKQKMASPC 
QKWEFHFSPADLGQTFPFIFVFIYCK 
VVPLCL 


1791 


7288 


A 


1927 


173 


491 


AGFARWFSOSAHI KPFFGGPTGPN 
N A QS PPRE AD A QQ V WREPPGP A SK 
APHSPPVGYSSPGHESHLLPGDDPA 
KDGSCPPIXPFPLGIEAPVPGPRKRIR 
TCCCMN 


1792 


7289 


A 


1928 


1 


735 




1793 


7290 


B 


1929 


1 


1026 


MRARRLPWALTLVAELGWDTQGG 

DQTSPGGNDRMSMEAECESTTVSP 

LSCSIPTGCGQTREEVSARATPPPSL 

GASLLQTLTPDTHCTGVSATIMSML 

VVFLLLWPFSHSSTLAKHKRIHTGE 

KPYKCEECGKAFSRSSTLAKHKRIH 

TGEKPYKCKECGKAFRQSSTLTKH 

KIIHTEEKPYKCKECDKAFKRLSTL 

AKHKTTHAGFKI YKCFFrnK AFMR^ 

SNLTIHKFIHTGEKPYKCEECGKAF 
NWSSSLTKHKRIHTREKPFKCKECG 
KAFIWSSTLTRHKRIHTGEKPYKCE 
ECGKAFSRS STLTKHKTIHTGEKPY 
KCKECGKLLSTPQPLLNIK* 


1794 | 7291 


A 


1930 


1 


2832 
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SEQ 10 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 


1795 


7292 


A 


1931 


98 


3867 


PAGIGRATAKMPGTPGSLEMGLLTF 

RDVAIEFSPEEWQCLDTAQQNLYR 

NVMLENYRNLAFLGIALSKPDLITY 

LEQGKEPWNMKQHEMVDEPTG1CP 

HFPQDFWPEQSMEDSFQKVLLRKY 

EKCGHENLQLRKGCKSVDECKVHK 

EGYNKLNQCLTTAQSKVFQCGKYL 

KVFYKFLNSNRHTIRHTGICKCFKCK 

KCVKSFCIRLHKXTQHKCVYITEKSC 

KCKECEKTLSVASSTLTNHKEIHTED 

KPYKCEECGKAFKQLSTLTTHKIIC 

AKEKIYKCEECGKAFLWSSTLTRHK 

RIHTGEKPYKCEECGKAFSHSSTLA 

KHKR1HTGEKPYKCEECGKAFSHSS 

ALAKHKRIHTGEKPYKCKECGKAF 

SNSSTLANHKITHTEEKPYKCKECD 

KTFKRLSTLTKHKIIHAGEKLYKCE 

ECGKAFNRSSNLTIHKFIHTGEKPY 

KCEECGKAFN WSS SLTKHKRFHTR 

EKPFKCKECGKGFIWSSTLTRHKRI 

HTGEKPYKCEECGKAFRQSSTLTKH 

KIIHTGEKPYKFEECGKAFRQSLTLN 

KJiKIIHSREKPYKCKECGKAFKQFS 

TLTTHKIIHAGKKLYKCEECGKAFN 

HSSSLSTHKIIHTGEKSYKCEECGKA 

FLWSSTLRRHKRIHTGEKP\YKCE\E 

CGKAFSHSS\ALAKHKR1HTGEKPY 

KCKECGKAFSNSSTLANHKITHTEE 

KPYKCKECDKTFKRLSTLTKHKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFNWSSSLT 

KHKRIHTREKPFKCKECGKAFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFS 

RSSTLTKHKTIHTGEKPYKCKECGK 

AFKHSSALAKHKIIHAGEKLYKCEE 

CGKAFNQSSNLTTHKIIHTKEKPSKS 

EECDKAFIWSSTLTEHKRIHTREKP 

YKCEECGKAFSQPSHLTTHKRMHT 

GEKPYKCEECGKAFSQSSTLTTHKII 

HTGEKPYKCEECGKAFRKSSTLTEH 

KIIHTGEKPYKCEECGKAFSQSSTLT 

RHTRMHTGEKPYKCEECGKAFNRS 

SKLTTHKIIHTGEKPYKCEECGKAFI 

SSSTLNGHKRIHTREKPYKCEGCG\ 

KAFSQSFN/TLTGHKRLHTGEKPYK 

\w/\ji_jV^vjiv/Ttj7 ivdojaIj i rvi uvula jl i vji^rv 

P YKCEKC CKAFNO S SILTXNHKKIHT 

ITPKIHTREKPYKYKECGKSFNRSST 

FTKHKVIHTGVKLYKCEECGKSFF 

WSSALTRHKKIHTGQQPYKQEKFG 

KAFNQFSHLTTR 


1796 


7293 


A 


1932 


590 


891 




1797 


7294 


A 


1933 


1 


1527 




1798 


7295 


A 


1934 


13 


1668 


PESKMAGSRHRGLRARVRPLFCAL 

LLSLGRFVRGDGVGGDPAVALPHR 

RFEYKYSFLXGPHLVQSDGTVPFWA 

HAGIXAISSSDQIRVAPSLKSQRGSV 

WTKTKXAAFENWEVEVTFRVTGRG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X—Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














RIGADGLAIWYAENQGLEGPVFGS 

ADLWNGVGIFFDSFDNDGKKNNPA 

IVIIGNNGQIHYDHQNDGASQALAS 

CQRDFRNKPYPV\RAKITY\YQNTL\ 

TVMI\NNG\FTPDKNDYEFCAKVEN 

MIIPAQGYFGISAATGGLADDHDVL 

SFLTFQLTEPGKEPPTPDKEISEKEK 

EKYQEEFEHFQQELDKKKEEFQKG 

HP\DL\QWQPAEEIFESVRD\RELRQ 

VFEGQNRIHLEIKQLNRQLDMILDE 

QRRYVSSLTEEISKRGAGMPGQHG 

QITQQELDTVVKTQHEILRQVNEM 

jvin O-ivio \i-_/jr v ivju v ovjivj.v^/n.r vjovrvvjvj v 

YG\TTQHFIDI\KEHLHI\VKR\DIDNL 
VORNMP\SNFKPKCPFI PPFPSCT ST 
VHFO\IFVVVOTV\LFIGYIMYRSOO 

V X XX V^J \XX V T T X V \ J — IX A VJ X X IV X X 1\UV^V^ 

EAAAKKILLTTIFLCTSSICVQNDVV 
LREFKYLNCFIV 


1799 


7296 


c 


1935 


238 


360 


MGGLGLSLRSLSSASPAXFRPAHAP 
VGAAGLGPASPQGPL* 


1800 


7297 


A 


1936 


1 


1656 




1801 


7298 


A 


1937 


83 


260 




1802 


7299 


A 


1938 


1 


678 




1803 


7300 


A 


1939 


1 


1097 




1804 


7301 


A 


1940 


1 


1706 


MQLLLAECMGQSGPPGAVCHCQR 

VWQARAVRRSKRPVPSTTQGLKSV 

GAWRGSGRQLHLQPQYRIHWVKP 

AGLLSLVGTMENICVWPSDCKYTN 

RHSVSSSRLLDSLKRDYAGKPQPPI 

KSERRNPPSYAMAAAQLRDSEETG 

GSEFVFAEKTLRKCVKCPQVELENV 

AFAKDAEESRDAQRLGHWWPCIME 

TLSNASGTFAIRLLKILCQDNPSHNV 

FCSPVSISSALAMVLLGAKGNTATQ 

MAQALSLNTEEDIHRAFQSLLTEVN 

KAGTQYLLRTANRLFGEKTCQFLST 

FKESCLQFYHAELKELSFIRAAEESR 

KHINTWV\SKKTEGKIEELLPGSSID 

AETRLVLVNAIYFKGKWNEPFDET 

YTREMPFKINQEEQ\RPVQMMYQE 

ATFKLA\HVGGLRAQLLE\LPYARK 

ELSLLWLLFDDGVELSTVEKSLTFE 

Kl TA WTfCPDrMKSTFVFVr T PKFK 

LQEDYDMESVLRHLGIVDAFQQGK 

ADLSAMSAERDLCLSKFVHKSFVE 

VNEEGTEAAAASSL\WVVAECCME 

SGPRFCADHPFLFFIRHDRANSILFC 

GRFSSP 


1805 




A 


1 941 


j 




FTI FRTKNTsTDPKT FFVNT NNTRKTPTP 

XZi X X—i \—i 1 v_L i. V IN XJ X iVl— «i_>JLi V . N LJx IN 1 In. i\ i. 1 XX 

TLKAYAEALKENSYVKKFSIVGTRS 

NDPVAYALAEMLKENKELKTLNVE 

SNFISGAGILRPGEALPYNTYLVEM 

RSDNQSQPPGNKVEMEIVSML\EKN 

ATLLRVR*HFSQQDAR 


1806 


7303 


A 


1942 


1 


1258 


ALARPLPAGAPRPPPASICPPPAPVP 
QPASAPAPQLCVRVLLSTEIQETQTS 
SSTMSYRRELEKYRDLDEDEILGAL 
TEEELRTLENELDELDPDNALLPAG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














LRQKDQTTKAPTGPFKREELLDHLE 

KQAKEFKDREDLVPYTGEKRGKV 

WVPKQKPLDPVLESVTLEPELEEAL 

ANASDAELCD1AAILGMHTLMSNQ 

QYYQALSSSSIMNKEGLNSVIKPTQ 

YKPVPDEEPNSTDVEETLERIKNND 

PKLEEVNLNNIRNIPIPTLKAYAEAL 

KENSYVKKFSIVGTRSGDGWAYAT 

* V 1 Jl 1 KJ A V A VX VA L_S A Y VJ A AVOVJ J--» VJ \ V J*. A / l 1 t 

AEMLKENKVLKTLNVESNFISGAWI 

LRLVEALPYNTSLVEMKIDNQSQPL 

GNKVEMEIVSMVEKDPHHFLKFGL 

PPYPSKEPRLR\ASTAM\MNTIALVR 

E\RRLAAPDLGPSFPKCRSGV 


1807 


7304 


A 


1943 


2 


382 


EIAHOIIFOOMG/FG*TSIFVAIFSVV*T<: 

J— JL A Al_*v^ V^lVAvJ/ -L/VJ iNl V /vl XJ/O V V Xv. 

IVTEOOTGOKIOIVTALDHNTOGKO 
F1LTNHDGSTPSKVILARQDSTPGK\ 
VFLTTPDAAGVNQXLFFTTPDLSAQ 
HLQDVIMGAVTCEGCKGFFKRSIRK 

N ! 


1808 


7305 


A 


1944 


240 


454 




1809 


7306 


A 


1945 


1 


1851 




1810 


7307 


A 


1946 


128 


512 


TAPI AAGRRPGDAT GPRPT AVGVK 

A ixA J_//ajWJ ava. vJT VJ XvjVLjVJ X 1V1 A_/v V VJ V XV 

GTPWPPPPTRSLVSPPSVSYRRFCAT 

VJ AA VT X X A A A IVUJj V L?A 1 U V LJ 1 AVAVA. VAL/ 

LTPASGADATVPRLPLVDWGALRE 
ERLKKA.DGMWDRDSRRRELSVFG 
ACALATGRSGERRS*RSQGGVEGSE 
GRAAAL 


1811 


7308 


A 


1947 


1 


705 




1812 


7309 


A 


1948 


124 


1583 


IMATIEEIAHQIIEQQMGEIVTEQQT 

GQKIQIVTALDHNTQGKQFILTNHD 

GSTPSKVILARQDSTPGKVFLTTPD 

AAGVNQLFFTTPDLSAQHLQLLTD 

NSPDQGPNKVFDLCVVCGDKASGR 

HYGAVTCEGCKGFFKRSIRKNLVYS 

CRGSKDVCIINKHHRNRCQYCRLQR 

CIAFGMKQDSVQCERKPIEVSREKS 

SNCAASTEKIYIRKDLRSPLTATPTF 

VTDSESTRSTGLLDSGMFMNIHPSG 

VKTESAVLMTSDKAESCQGDLSTL 

ANVVTSLANLGKTKDLSQNSNEMS 

MIESLSNDDTSLCEFQEMQTNGDVS 

RAFDTLAKALNPGESTACQSSVAG 

MEGSVHLITGDSSINYTEKEGPLLSD 

SHVAFRLTMPSPMPEYLNVHYIGES 

ASRLLFLSMHWALSIPSFQALGVQEK 

QP* SLVKAY WNELFTLGL AQC WQV 

MNVATILATFVNCLHNSLQQDAKV 

IAALIHFTRRAITDL 


1813 


7310 


A 


1949 


6 


2028 


KILRTLTPQKYPRTESSLRRESRSHM 

PTAFLNLSCRSAPQSTRGSRGTVAS 

APDAGGSRAQKRREIMATIEEIAHPI 

IEQQMGEIVTEQQTGQK1QIVTALD 

HKTQGKQVILTNHDGSTPSKVILAR 

QDSTPGKVFLTTPDAAGVNQLFFTT 

PDLSA QHLQLLTDNSPDQGPNK VF 

DLCVVCGDKASGRHYGAVTCEGC 

KGFFKRSIRKNLVYSCRGSKDCII\N 

KHHRNRCKYCRLQRCIAFGMRQDS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: or 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO; 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X==l/n known; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucieotide insertion) 














VQCERNPLEVSREKSSNCAASTEKI 

YIRKDLRSPLTATPTFVTDSESTRST 

GLLDSGMFMNIHPSGVKTESAVLM 

TSDKAESCQGDLSTLANVVTSLANL 

GKTKDLSQNSNEMSMIESLSNDDTS 

LCEFQEMQTNGDVSRAFDTLAKAL 

NPGESTACQSSVAGMEGSVHLITGD 

SSINYTD\KEGPLLSDSHVAFRLTMP 

SPMPEYLNVHYIGESASRLLFLSMH 

WALSIPSFQGSRGKEN\SISLVESLLG 

IELFTLGLAQCWQVMNVATILAVTF 

VNCLHNSLQQDKMSTDRRKLLME 

HIFKLQEFCNSMVKLCIDGYDYAYL 

KAIVLFSPDHPSLENMEQIEKFQEK 

AYVEFQDYITKTYPDD\TYRLSRLLL 

RLPALRLDGCTIYTEELFFKGLIGNIR 

I\DSVIP\HILKMEPADYNSPIIGHSI 


1814 


7311 


C 


1950 


65 


286 


MDYCNTFLPSNPETVFGDIMPRVNK 

PDLGTALSRGFTHEINKTYLSHLKL 

GSQKTHFWFIISFYAHLTLIIYP* 


1815 


7312 


A 


1951 


15 


82 




1816 


7313 


A 


1952 


2 


1934 


CVQAATSLSVGICPLPGPGPSPPWY 

PGVSVNVWIFKQIDDEGDLRLL1NK 

EVLSGVVVISSKDSVQHQGVSLTME 

GTVNLQLSAKSVGVFEAFYNSVKA 

QLRRSVQATGLEERPALPERLQQEG 

SEEAGGLSGAEAALPRRARGSPIQII 

NSTIEMVKPGKFPSGKTEIPFEFPLH 

LKGNKVLYETYHGVFVNIQYTLRC 

DMKRSLLAKDLTKTCEFIVHSAPQK 

GKFTPSPVDFTITPETLQNVKEHSHQ 

TEAGQQRAFQRFRSALRGGRLTAR 

ADNSSSSNVAQGSQKSGHPCSRPSS 

VLPGQRQVCRVKRALLPKFLL/RRT 

SQLNKLCHHAATNGRAGGGELGSR 

HQKRGAAAGARGDPGQQSRP*P*L* 

KTRGRRGSKSKSVAVP*Q*PRV*GK 

VCRXSYARDATEIQNIQIADGDVCR 

GLSVPIYMVFPRLFTCPTLETTNFKV 

GKWHSPPSPHGPMGRAAQRQGLL 

WVTELRTCRPSVPQCQGLPQAIQLR 

ACCPSAAQQNLVKELLCRTGDTPT 

GSPGACGTSTVTWGNTQTHISVDM 

GRPQPQVGTDSKAPSTAELPQCGA 

QHRVPSAHTMPFPPLLTLGKEMVL 

VCRQDQQGSPISAEESVEKESCLLK 

EFEVNIVVLLHPDHLITENFPLKLCR 

I 


1817 


7314 


A 


1953 


262 


1274 


ATAGREGKGRGPQPSGEAPLVSLGS 

RAATSGGCCGELEMGTGLDIKSKR 

ANKVYHAGEVLSGVVVISSKDSVQ 

HQGVSLTMEGTVNLQLSAKSVGVF 

EAFYNSVKPIQIINSTIEMVKPGKFPS 

GKTEIPFEFPLHLKGNKVLYETYHG 

VFV\NIQYTLRC\DMKRSLLAKDLT 

KTCEFIVHSAPQKGKFTPSPVDFTIT 

PETLQNVKERALLPKFLLRRTS\QLN 

KLCHHAATNGRAGGGELGSRXHQK 
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NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possiblc nucleotide deletion; \=possib!e 
nucleotide insertion) 














RGAAAGARGDVRVCR\SYARDAP\E 
IQNI\QIADGDVCRGLSVPIYMVFPR 
LFTCPTLETTNFKVEFEVNIVVLLHP 
DHLITENFPLKLCRI 


1818 


7315 


A 


1954 


2 


236 


DRCLMLKQGSEAWLTSISIEPPAPPV 
YQAPCQSCPEPPGAHEPSDSPHHTP 
VHPPPE\TRTPVLPQPRAVPPPRSSM 
S 


1819 


7316 


A 


1955 


760 


925 


HLEYLPTYANSSYS\WPSSVAHTCN 
PSTLGGRGGRITGGQEFKTSVANIT 
KPCLY 


1820 


7317 


A 


1956 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGR 

LLVVYPWTORFFDSFGNLSSASATM 

GNPKVKAHGKKVLTSLGDAIKHLD 

DLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFGKEFTPEVQA 

SW/QEDGDWSGQCPVLQIPLSSLPM 

MQSFQG 


1821 


7318 


A 


1957 


41 


638 


APSPRRPWGHFTEEDQGLLSTSLWG 

KV\NVEKCWKEKTPGKGSLVVYP\ 

WT\QRFFD\SFGN\LSSAF\AHHGQTP 

KVKAHGKVKVLTFLGRCOOSTT DD 

LKGTFAOL\SELHCDKLHVDPENFK 

LLG\NVLVTVL\AIHF\GKDFTPGGC 

RASW\QKMGD\* SGQCP V\LQ\IPLSS 

L\PMMQSFSRIRLLFLQAITNNKSISA 

KRSP 


1822 


7319 


A 


1958 


3 


227 




1823 


7320 


C 


1959 


171 


366 


MHTPSVEKPSCGSQLFVYIRKFWKK 

RNLVKVLNMTTSSVTEDVPLYPEW 

CMLWRYPASRPNVRKP* 


1824 


7321 


c 


1960 


332 


421 


MEEKIFSQPGMVAPTCNPSTLGGQG 
RWIT* 


1825 


7322 


A 


1961 


322 


1145 


RFSKSPPDSGAQLVSPSGSRTRQQV 

ELAATPTQCSTLLSPWASDGTGCHG 

AAGRRSSGRLRPTGALRWVPLHFPS 

PARGDSQARSLPTRAAASADSSLPG 

CGRRE VCG SRAPAGG/PPL APAPPA 

APVPASAAAQPPAPAWAYEQVWA 

GRGALRSPSASSGEAADDSYGVVA 

GRWGRPVQDSRLGTAGEGIAGRES 

WGSVTSWVLGSHMVKFGLVAELGI 

CETQDWRRGSEGGAGEFGAVAIHC 

IGTWVADNAVTCPLLNTTQLEIPFG 

VQFWML 


1826 


7323 


A 


1962 


30 


2814 


LPRAKVEGAPRAPSPQDPGVPPRAP 

SPRSPSPALRALPAPLSPRSPLDEPM 

ARPRRAREPLLVALLPLAWLAQAG 

LARAAGSVRLAGGLTLGGLFPVHA 

RGAAGRACGPLKKEQGVHRLEAM 

LYALDRVNADPELLPGVRLGARLL 

DTCSRDTYALEQALSFVQALIRGRG 

DGDEVGVRCPGGVPPLRPAPPERV 

VAVVGASASSVSIMVANVLRLFAIP 

QISYASTAPELSDSVTRYDFFSRVVPP 

DSYQAQA\MVDIVRALGWNYVSTL 

ASEGNYGESGVEAFVQISREAGGVC 
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sequence 


SEQ ID 
NO: of 
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Me 
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codon; /^possible nucleotide deletion; \=possible 
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* 




IAQSIKIPREPKPGEFSKVIRRLMETP 

NARGIIIFANEDDIRRVLEAARQANL 

TGHFLWVGSDSWGAKTSPILSLEDV 

AVGAITILPKRASIDGFDQYFMTRSL 

ENNRRNIWFAEFWEENFNCKLTSSG 

TQSDDSTRKCTGEERIGRDSTYEQE 

GKVQFVIDAVYAIAHALHSMHQAL 

CPGHTGLCPAMEPTDGRMLLQYIR 

AVRFNGSAGTPVMFNENGDAPGRY 

DIFQYQATNGSASSGGYQAVGQWA 

ETLRLDVEALQWSGDPHEVPSSLCS 

LPCGPGERKKMVKGVPCCWHCEA 

CDGYRFQVDEFTCEACPGDMRPTP 

NHTGCRPTPVVRLSWSSPWAAPPLL 

LAVLG1VATTTVVATFVRYNNTPIV 

RASGRELSYVLLTGIFLIYAITFLMV 

AEPGAAVCAARRLFLGLGTTLSYSA 

LLTKTNRIYRIFEQGKRSVTPPPFISP 

TSQLVITFSLTSLQVVGMIAWLGAR 

PPHSVIDYEEQRTVDPEQARGVLKC 

DMSDLSLIGCLGYSLLLMVTCTVY 

AIKARGVPETFNEAKPIGFTMYTTCI 

IWLAFVPIFFGTAQSAEKIYIQTTTLT 

VSLSLSASVSLGMLYVPKTYVILFH 

PEQNVQKRKRSLKATSTVAAPPKG 

EDAEAHK 


1827 


7324 


C 


1963 


334 


387 


MKCYIYIYMTLVLLLIV* 


1828 


7325 


A 


1964 


1 


489 




1829 


7326 


A 


1965 


152 


717 


VESIEDVGNHRTDHGADMISIHYEE 
ENAFILDTLVKKQWKGPDDILLGMV 
YDTDDASFKWVDNSNMTFDKWTD 
\QDDE\EDLVDT\CAFLHIKTGEWKK 
GNCEVSSVEGTLCKTAIPYKRKYLS 
DNHILISALVIASTVILTVLGAIIWFL 
YKKHSDSRFTTVFLTGPQLPYYMEN 
CVLVVGEENEYPVQFD 


1830 


7327 


A 


1966 


3 


614 


LLFFPSAKMALETGPKDLRHLRACL 

LCSLV/KGTIDQFEYDGCDI\CYAYL 

QMKGNR\EM\VYDCTSSSFDGIIAM 

MSPED\SWVSK\WOAKSSNFKP\GV 

YA\VSVTGRLAPKGIR/VRELKSR\G 

VALQIPGDTANKDLAKMQGCQHLC 

SPPPCLCIISCSWNLNEQNFQILPTLQ 

FRLSSTVERAAHHFIILSSLDYRWG 

GRDLGWVD 


1831 


7328 


A 


1967 


66 


407 




1832 


7329 


A 


1968 


2 


1272 


CPWPESTGQSGVTSSKARPSLAERW 

AGPAKKKRKGVEHGPAAIREAGLM 

KRLSS/LGDLLTSPEIEVLFTDIAKVR 

THCPKSLPGTETVQIIELSSFFLNILG 

GKKKKQSWEQEGCHLKDFGDLSFT 

PVPKDDLYNNLIVNPRSVGLANQEL 

AEVVSRAVSDGYSCVTLGGDHSLAI 

GTISGHARHCPDLCVVWVDAHADI 

NTPLTTSSGNLHGQPVSFLLRELQD 

KVPQLPGFSWIKPCISSASIVYIGLR 

DVDPPEHFILKNYDIQYFSMRDIDR 

LGIQKVMERTFDLLIGKRQRPIHLSF 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
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Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location oflast 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














DIDAFDPTLAPATGTPVVGGLTYRE 
GMYIAEEIHNTGQRNTTENFDTSSQ 
TLTEGLLSALDLVEVNPQLATSEEE 
AKTTANLAVDVIASSFGQTREGGHI 
VYDQLPTPSSPDESENQARVRI 


1833 


7330 


A 


1969 


212 


460 




1834 


7331 


A 


1970 


1 


1223 


TVVECLSPAWHEESSGGRWRSLPA 

SNRAEPLPWRFSVLR1MSLRGSLSR 

LLNQTRVRSILKKSVHSVHVIGAPFS 

QGQKRKGVEHGPAAIREAGLMKRL 

SSLGCHLKDF/GQDLSFTPVPKDDL 

YNNLIVNPRSVG\LANQELAEVVSR 

AV/SQDGYSCVTLGGDHSLAIGTISG 

HARHCPDLCVVWVDAHADINTPLT 

TSSGNLHGQPVSFLLRELQ\DKVPQ 

LPGFSWD/IKPCISSAR1VYIGLRDVY 

PPEHFILKGTMDIQYF\SMEEILDR\L 

GIQEGHGNGTFDL\LIGKRQRPIH\LS 

YDIDAFDPTHAPAHRTYPVVGDITYR 

EAMYIAEKIH\NTG\LLSALDLVEVN 

PQLATSEEEAKTTANLAVDVIGLPS 

LWVQTREGGAYWSYDPTFPTP\SSP\ 

DESENQARVRI 


1835 


7332 


C 


1971 


162 


425 


MVGPSLHAGXXXVYIPRFLYIRSWL 
PCIFFSGGVTVGNIGRQLAMGVPEK 
PIVIESSKPXILESXGRFLEENLXLVD 
YXKGLSFFLK* 


1836 


7333 


A 


1972 


89 


308 




1837 


7334 


A 


1973 


2 


454 




1838 


7335 


A 


1974 


570 


1418 


PMPRLHDHFWSCSCAHSARRRGPP 

RAIAAGLAAKVGEMIIVFVSGPSLM 

AVLSASDADPAPRGRSAVKSGPYP 

GSPYPNTWHHSLMQKSLVLFSVGE 

VLALVLNLLQIQRNVTLFPEEVIATI 

FSSAWWVPP\CCGTAPADVGLLYPC 

IDSHLGEPHKFKERMGQVSMRCIAV 

FVGINHASAKLDFANNVQLSLTLAA 

LSLGLWWTFDRSRSGLGLGMTIAFL 

ATLMTQFLVYNGVYQYTSPDFLYIR 

SWLPC\IFFSGSVT\VGNIG\RQLGYG 

VFLEKPHSD 


1839 


7336 


A 


1975 


1 


287 


KFQERGIIQIKYPP/RAFTLSHTHTRH 
AHIQAPTVTNQTP/DFP/RPRR*ESSS 
SSEGANSFLKIMT*RQSSSSPKEKDV 
RPATSTTSCSMLLSILFIG 


1840 


7337 


A 


1976 


1 


166 




1841 


7338 


A 


1977 


37 


448 


GGCTCPCSRWQGSPPQAPAGLPPPL 

ASGPAPSASASPQPSGGPIPLH/VR*E 

SSSSSEGANSVCSSRSCSLAETFS*S 

AHCLE*NLTPPSPSFYETPLSVVSLA 

LVVSSGGRPVLGPCAESPGHRGWV 

ASPWSSGWSP 


1842 


7339 


A 


1978 


45 


249 




1843 


7340 


A 


1979 


77 


3801 


KGGVFAHDLVPLPFQGTDSPSPRAP 
PGRGVPLPPGALTMNTRDYTPRVAE 
TSHHLKIFLPKKLLECLPRCPLLPPE 
RLRWNTNEEIASYLITFEKHDEWLS 
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NO: of 
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SEQ ID 
NO: of 
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Me 
tho 
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09/770,160 


Nucleotide 
location of 
first codon 
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codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














CAPKTRPQNGSIILYNRKKVKYRKD 

GYLWKKRKDGKTTREDHMKLKVQ 

GMECLYGCYVHSSIVPTFHRRCYW 

LLQNPDIVLVHYLNVPALEDCGKG 

C SPIFC SIS SDRRE WLKWSREELLGQ 

LKPMFHGIKWSCGNGTEEFSVEHL 

VQQILDTHPTKPAPRTHACLCSGGL 

GSGSLTHKCSSTKHRIISPKVEPRAL 

TLTSIPHPHPPEPPPLIAPLPPELPKA 

HTSPSSSSSSSSSGFAEPLEIRPSPPTS 

RGGSSRGGTAILLLTGLEQRAGGLT 

PTRHLAPQADPRPSMSLAVVVGTEP 

SAPPAPPSPAFDPDRFLNSPQRGQTY 

GGGQGVSPDFPEAEAAHTPCSALEP 

AAALEPQAAARGPPPQSVAGGRRG 

NCFFIQDDDSGEELKGHGAAPPIPSP 

PPSPPPSPAPLEPSSRVGRGEALFGG 

PVGASELEPFSLSSFPDLMGELISDE 

APSIPAPTPQLSPALSTITDFSPEWSY 

PEGGVKVLITGPWTEAAEHYSCVF 

DHIAVPASLVQPGVLRCYCPAHEV 

GLVSLQVAGREGPLSASVLFEYRAR 

RFLSLPSTQLDWLSLDDNQFRMSIL 

ERLEQMEKRMAEIAAAGQVPCQGP 

DAPPVQDEGQGPGFEARVVVLVES 

MIPRSTWKGPERLAHGSPFRGMSLL 

HLAAAQGYARLIETLSQWRSVETG 

SLDLEQEVDPLNVDHFSCTPLMWA 

CALGHLEAAVLLFRWNRQALSIPDS 

LGRLPLSVAHSRGHVRLARCLEELQ 

RQEPSVEPPFALSPPSSSPDTGLSSVS 

SPSELSDGTFSVTSAYSSAPDGSPPP 

APLPASEMTMEDMAPGQLSSGVPE 

APLLLMDYEATNPKGPLSSLPALPP 

ASDDGAAPEDADSPQAVDVIPVDM 

ISLAKQIIEATPERIKREDFVGLPEAG 

ASMRERTGAVGLSETMSWLASYLE 

N VDHFPS STPPSELPFERGRL A VPS A 

PSWAEFLSASTSGKMESDFALLTLS 

DHEQRELYEAARVIQTAFRKYKGR 

RLKEQQEVAAAVIQRCYRKYKQLT 

WIALKFALYKKMTQAAILIQSKFRS 

YYEQKRFQQSRRAAVLIQQHYRSY 

RRRPGPPHRTSATLPARNKGSFLTK j 

KQDQAARKIMRFLRRCRHRMRELK 

QNQELEGLPQPGLAT 


1844 


7341 


A 


1980 


1 


4333 


MQVQDDGVNLIPFAKCSRVVSRSPP 

PRLPSQSLRPMPQRYGDVFWKNLN 

QRPTPTWLEEQH1PPMLRATGCSQL 

GLYPPEQLPPPEMLWRRKKRRPCLE 

GMQQQGLGGVPARVRAVTYHLED 

LRRRQSIINDTDSPSPRPLRPGVTLPP 

GALTMNTKDTTEVAENTRPVLKIFLP 

KKLLECLPRCPLLPPERLRWNTNEEI 

ASYLITFEKHDEWLSCAPKTRPQNG 

SIILYNRKKVKYRKDGYLWKKRICD 

GKTTREDHMKLKVQGMECLYGCY 

VHSSIVPTFHRRCYWLLQNPDIVLV 
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SEQ ID 
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sequence 


Me 
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Nucleotide 
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peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possibIc nucleotide deletion; \=possib!e 
nucleotide insertion) 














HYLNVPALEDCGKGCSPIFCSISSDR 

REWLKWSREELLGQLKPMFHGIKW 

SCGNGTEEFSVEHLVQQILDTHPTK 

PAPRTHACLCSGGLGSGSLTHKCSS 

TKHRIISPKVEPRALTLTSIPHAHPPE 

PPPLIAPLPPELPKAHTSPSSSSSSSSS 

GFAEPLEIRPSPPTSRGGSSRGGTAIL 

LLTGLEQRAGGLTPTRHLAPQADPR 

PSMSLAVVVGTEPSAPPAPPSPAFDP 

DRFLNSPQRGQTYGGGQGVSPDFPE 

AEAAHTPCSALEPAAALEPQAAAR 

GPPPQSVAGGRRGNCFFIQDDDSGE 

ELKGHGAAPPIPSPPPSPPPSPAPLEP 

SSRVGRGEALFGGPVGASELEPFSL 

SSFPDLMGELISDEAPSIPAPTPQLSP 

ALSTITDFSPEWSYPEGGVKVLITGP 

WTEAAEHYSCVFDHIAVPASLVQP 

GVLRCYCPALPLPYTQKSALLGDLK 

DHQSDRLAALLSTSVFSPSLYSSIQH 

VSHEVGLVSLQVAGREGPLSASVLF 

EYRARRFLSLPSTQLDWLSLDDNQF 

RMSILERLEQMEKRMAEIAAAGQV 

PCQGPDAPPVQDEGQGPGFEARVV 

VLVESMIPRSTWKGPERLAHGSPFR 

GMSLLHLAAAQGYARLIETLSQWR 

SVETGSLDLEQEVDPLNVDHFSCTP 

LMWACALGHLEAAV\LLFRWNRQ 

ALSNPDSLGRLPLSVAHSRGHVRLA 

RCLEELQRQEPSVEPPFALSPPSSSP 

DTGLSSVSSPSEL\TDGTFSVTAAYS 

SAPDGSPPPAPLPASEMTMEDMAPG 

QLSSGGPEAPLLLMDYEATNSKGPL 

SSLPALPPASDDGGGPEDADSPQAV 

DVIPADMISLAKQIIEATPERIKREDF 

VGLPEAGASMRERTGAVGLSETMS 

WLASYL\ENVDHFPSSTPPSEL\PFER 

\GRLGLSLTAPSWAEFLSCIPPVGKI 

GKLIFALLTL\SD\QEQRELYEAARVI 

QTAFRKYKGRRLKEQQEVAAAVIQ 

RCYRKYKQFALYKKMTQAAILIQS 

KFRSYYEQKRFQQSRRAAVLIQQH 

YRSYRRRPGPPHRTSATLPARNKGS 

FLTKKQDQAARKIMRFLRRCRHRH 

SALPFKTHRPLSVTPKMADLLGSILS 

SMEKPPSLGDQETRRKAREQAARL 

KETTRARETTESGVS 


1845 


7342 


A 


1982 


1 


145 




1846 


7343 


A 


1983 


1 


419 




1847 


7344 


A 


1984 


3 


532 


PRASRSRPTGLREAAGSGPREAPRR 

SGCKSPGLGTVAMLRPKALTQVLS 

QANTGGVQST\LLLNNEGSLLA\YS 

GLRGTTDAPGSPAAIA\SNIWA\AYG 

PETGTQAFNEDNLQI/IILHGTCMGG 

AVLGHSPELANLSCLLYCIAKEDRG 

AFGNCFKAKGPGLLGGSYLEEPLTQ 

VAAS 


1848 


7345 


A 


1985 


2 } 


555 




1849 


7346 


A 


1986 


90 


323 
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NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
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Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
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first codon 
for peptide 
sequence 


Nucleotide 
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codon for last 
amino acid of 
peptide 
sequence 
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codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 


1850 


7347 


A 


1987 


1 


4695 




1851 


7348 


A 


1988 


81 


523 


SCLCRDRACLTSLPVSFQVQGVGSK 

GWRDVTTFFSGKAEGPLDSPSEGHS 

YQNSGLDHFQNSNIDQSFWETFGSA 

EPTKTRKSPSSDS\WTCADTSTER\R 

SSDSWEVWGLASTNR\NSNSDGVE 

GGEGTKKAVPPAVPTDDGWDNQN 

W 


1852 


7349 


A 


1989 


1187 


1720 


QNQSRDKMNRDLREGQMEPPKSELI 
GW\GGGETSRWVRGGASPPP\ALSP 
LFLITWSGHKDLK\DLKVRGLRGT F 
APRVNVWETEANQAGLQPLGPPAT 
IGLRPRERPGPGRVGREGGPAWPLG 
EFSGIPGVGLRARHQHELRRWRPGR 
A SPRPERK A A WKGQPG QPAG PADG 
RAARSRG 


1853 


7350 


A 


1990 


738 


1086 


GTASENLGCKILKHRQQMLRKVYP 

VVLHILSYRGSHSSRKKNWGRLKNI 

LKTFFFLGGGGDGSCWQRPGWELQ 

WALFSGSLQPSPPGFNKQFSCLSLLS 

SWEYRCTPPCLANFCIFQ 


1854 


7351 


A 


1991 


1 


340 


LGEGGRTAVEALPGPSLDHWYR S A 

GEEKDGP/VYCAAQHLRGRRSLPKA 

WPPPPSSLPVLTDEQKSR/YPGHEAH 

DQGG\WDARQSIIRKVVDPETGRTR 

WGAFGLTYTTGSGSVG 


1855 


7352 


A 


1992 


1 


142 




1856 


7353 


A 


1993 


58 


328 


LKKKGKEKAEAQQVEALPGPSLDQ 
WHRSAGEEEDGPVLTDEQKSR/YPG 
HEAHDOGGXWDAROSIIRKCGGPLR 
RGAPGLLKGDGEGPKRKS 


1857 


7354 


A 


1994 


120 


416 


LFFGESSRLTVLEDLKNVFPPQVAV 
FEPSKAEIFHTQKAPLVFLATGFYPD 
HVELSWWVNGKEVHSGVST\DPQP 
LMEQAALNDSRYCLSSRLRVSATF 


1858 


7355 


A 


1995 


1 


977 


VKLPSCPDPAMGTSLLCWMALCLL 

GADHADTGVSQNPRHNITKRGQNV 

TFRCDPISEHNRLYWYRQTLGQGPE 

FLTYFQNEAQLEKSRLLSDRFSAER 

PKG SFSTLEIQRTEQGDS AM YLC AS 

SIGAGLPSSNQPQHFGDGTRLSILED 

LNKVFPPEVAVFEPSEAEISHTQKAT 

LVCLATGIFPDHVELSWWVNGKEV 

HSGVSTDPQPLKEQPALNDSRYCLS 

SRLRVSATFWQNPRNHFRCQVQFY . 

GLSENDEWTQDRAKPVTQIVSAEA 

WGRADCGFTSV\SYQQGVLS\ATIL 

YEILLGKATLYAVLVSALVLMAMV 

KRKDF 


1859 


7356 


A 

I 


1996 


2 


883 


FVSQLSPEKVVCGHHLKMLSLLLLL 

LGLGSVFSAVISQKPSRDICQRGTSV 

KIECRSLDFQATTMFWYRQFPKKSL 

MLMATSNEGSKATYEQGVEKDKFL 

1NHASLTLSTLTVTSAHPEDSSFYICS 

ARESTSDPKNEQYFGPVGTRLTVLE 

DLKNVFPPEVAVFEPSEAEISHTQK 

ATLVCLATG\FFPDHVELSWWVNG 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














KEAHSGVSTDPQPLKEQPALNDSRY 
CLSSRLRVSATFWQNPRNHFRCQV 
QFYGLSENDEWTQDRAKPVTQIVS 
AEAWGRAGEWGLGRCLEEIR 


1860 


7357 


A 


1997 


195 


1133 


PQHGGHFPRKIKSCSWQARPLEDEA 

TLGQCGVEALTTLEVTRPACLEVKS 

MVPWPVLEKVRGQTPKVAKHGEK 

KKKKTG RA KRRMQ YNRRF VN V VP 

TFGKKKGTTFTKIFVGGLPYHTTDA 

SLRKYFEGFGDIEEAVVITDRQTGK 

SRGYGFVTMADRAAAERACKDPNP 

IIDGRKANVNT AYr GAKPWCI OTG 

FAIGVQQLHPTLIQRTYGLTPNYMY 

PPAIVQATVVIPAAPVPSLSSPYIEYT 

PASPAYAQYPPATYDQYPYNAASPA 

TWRSFVGYSYPAAVPQALSAAAPA 

GTTFLOYOAPHVOPDRMH 


1861 


7358 


B 


1998 


60 


378 


NAVLEADFAKRGYKLPKVRKTGTT 

IAGVVYKDGIVLGADTRATEGMVV 

ADKNCSKIHFISPNIYCCGAGTAAD 

TDMTTQLISSLAAMAVFEDKFRPD 

MEEEEAKNLX* 


1862 


7359 


A 


1999 


1 


437 


DPR A TFGM V V A DKTfOK ^TGR T PP 

LVTA1RMLKOMLFRYOGYTGAAT V 

LGGVDVTGP/HLYSIYPHGSTDIAAG 

IFNDLGSGSNIDLCVISKNKLDFLRP 

YTVPNKKGTRLGRYRCEKGTTAVL 

TEKITPLEIEVLEETVQTMDTS 


1863 


7360 


A 


2000 


2290 


2481 




1864 


7361 


A 


2001 


3 


860 


FLGKMAAVSVYAPPVGGFSFDNCR 

RNAVLEADFAKRGYKLXPRPRKTGT 

TIAGVVYKDGIVLGADTRATEGMV 

VADKNCSKIHFISPNIYCCGAGYTAA 

DTAMT\TQLISS\NLKLHSL\STGR\LP 

RV\VTA\NRMLKQMLFRYQGYIGAA 

L VLG G VD VTG PHL YVSI YP\HGSTDK 

l—i V ijvj vJ V V A \J JL A 1.1— i A \l_71 A 1 \A l\Ju JL A-V AV. 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

P\D\MEEEEA\KNLVSEDSPPQFPPPS 

WRIFND\LGSGSNIDLCVISK\NKLDF 

LRP\YTVPNKKGTRLGW\RYRCEKG 

\TTAVLTEKIPLLWST 


1865 


7362 


A 


2002 


1 


340 


RQGTIVAISSIQGKMSIPFRSAYAAS 

KHATQAFFDCLRAEMEQYEIEVTVI 

SPGRSC/VEVAQDVLAAAGKKKKD 

VILADLLPSLAVYLRTLAPGLFFSL 

MASRAR*ERKSKNS 


1866 


7363 


A 


2003 


56 


385 


RPWTSSPPOPSCPCCSAAWASSASS 
GCCSGCAGRPTCGMLWW * SQAPA 
QGRSPVEVAQDVLAAVGKKKKDVI 
LADLLPSLAVYLRTLAPGLFFSLMA 
SRARKERKSKNS 


1867 


7364 


A 


2004 


2 


409 




1868 


7365 


A 


2005 


1 


1092 




1869 


7366 


A 


2006 


50 


1101 


LTMVSPATMKSLPKVKAMDFIT\ST 
AIL\PLLFGCLGV\FGL\FRLLQWV\R 
GKAYLRNAVVVITGATSGLGKECA 
KVFYAAGAKLVLCGRNGGALEELIX 



363 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleo-tide 
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Me 
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codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














RELTASVHATKVQTHKPLLGGPSDL 
TDSGAIVAAAAEESFSCF\GYGRHY 
F VNNA GIS YRGT\TMDT\TVD VDKR 
VMETNYFGPVALTKALLPSMIKRR 
QGHIVAISSIQGKM\SIPFRSGICQPS 
KHATOVAFFDOT AVPFM\FOY\FTFV 

XN.I i-T\. X V,/ I -Lv^-JLj-rA. V X XjlVX\X-fV< I \JL_/JLXj V 

TVISPG\YIHTNLS\VNAITADGSRYG 

V\MDTT\TSPGPESPVEGGPRMFLAC 

LWGKKK\KDV\TLADLPALPLAVY\ 

LRTLAPVGLLPSSLPCLPRAQKRAGN 

PKNSLVL 


1870 


7367 


A 


2007 


75 


461 




1 87 1 




A 

XV 


9008 


■j 


496 


nAWVn 9PAFTT T FT PA APV*FPtT P 

NRVHRTEEVNHVDFYAFSYYYDLA 

GGAGPIDAEKGGSLVVGDFEIATKY 

VCRTLETQSQSSPFSCMDLTYVSLL 

LQEVGFPRSKVLKLTRKIDNVYTT 

WAPGAIFHYIDSLNRQKS 


1 87? 




A 


9000 




491 


OAT PilMR HVV^R WR PP T R PP,R H 
v^/\JLrvJiN xvvj v v orS-Vj w JtvrvJ W Jtvrvx^vjrvvJ 

SPKDRLPPAPRKRALVSVGVAERA 
VHETPTLTHETFKALKPGLSAYADD 
VEKSAQGIRELLDVAKQDIPFDF*K 
ATPLILK/AT AGLRLLPEKKAQR* LA 
\KGKEVFKAWLFFEGNDW 


lO/j 


7170 


A 




117 


760 


PT AT PT APA AQT T4PT PA A¥VQP\/T 14 

TvIR VHRTFPVK'HVDFHAF^YYVnf A 
in iv y ruxv 1 1-jjZi v xvn. v xjr xx-rvr o i i I xJ\—ir\ 

AGVGLIDAEKGGSLVVGDFEIAAK 
YWGVTWSVKGRVSSPVCRTLETQP 
QS SPF S CMDLT Y V SLLLQEFG FPRS 
KVLKLTRKIDNVETSWALGAIF 


1874 


7371 


A 


2011 


2 


486 




1875 


7372 


A 


2012 


176 


1643 


MKKGIRYETSRKTNYIFQQPQHGP 

WQTRMRKISNHGSLRVAKVAYPLG 

LCVGVFIYVAYIKWHRANATQAFF 

SITRAAPGARWGQQAHSPLGTAAD 

GHEVFYGIMFDAGSTGTRVHVFQF 

TRPPRETPTL/TAHETFKALKPGLSA i 

YADDVEKSAQGIRELLDVAKQD1PF 

DFWKATPLVLKATAGLRLLPGEKA 

QKLLQKVKEVFKASPFL VGDDCVSI 

MNGTNEVGVSAWITINFLTGSLKTPR 

RSNVGMLDLGGGSTQIVFLTHVEG 

TLQASPPRYLTALRMFNRTYKLYC 

YSYLGLGLMSARLAILGGVEGQPA 

KDGKELVSPCLSPSFKGEWEHAEVT 

YRVSGQKAAASLHELCAARVSEVL 

OTsJT? VHR TFF HVYHF V A F<^ YV\VD 

L A AG VG\LID A\EKGG SLV VGDFEI\ 
AAKYV/CVRTT GFTOP\OSSPFSCMD 
LTYVSLLLQEFGFPRSKVLKLTRKID 
NVETSWALGAIFHYIDSLNRQKSPA 

s 


3876 


7373 


A 


2013 


21 


119 


PGWPQTPDFKRS/PPLWPPKVLGLQ 
V*ATAPGPK 


1877 


7374 


A 


2014 


1420 


1627 


IGLNPSSVPSTFFSYSPQFTEGVPP/P 
GMERP/PFPWEQRPTGWSFFSPCPQ 
TPVSPPPTSEHGTPPNWPKC 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,i60 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


1878 


7375 


A 


2015 


447 


775 


QIPKEHLHHP/PQTSHSNRPLR/P/GN 

RPNPESPTGSPPQECCSCLAPRGSA 

WGDPNPLQRTPGAGKVAGGPFPPP 

TQQSPPGKALCINLKGKFAAIKLLD 

NVLQPSSALGFL 


1879 


7376 


C 


2016 


49 


519 


MYGKGKSNSSAVPSDXQAREKLAL 

YVYEYLLHVGAQKSAQTFLSEIRW 

EKNITLGEPPGFLHSWWCVFWDLY 

CAAPERRETCEHSSEAKAFHDYPFM 

SPRYPGGPRPPLRIPNQALGGVPGS 

QPLLPSGMDPTRQQGHPNMGGPMQ 

RMTPPRGMVP* 


1880 


7377 


A 


2017 


1 


1155 




1881 


7378 


A 


2018 


56 


1416 


WVDRCVTVGAALGTSMYGKG\KS 

NSSAVPSDSQAREKLALYVYEYLL 

HVGAQKSAQTF\LSE1RWEK\NITLG 

EPPG\FLH S W WC VF WDL YC A APER 

RETCEH\SSEAKAFHDYSAAAA\PSP 

VLG\NIPPGRWACQLGPVTTRGSFQ 

PFMFTFGYPG\GPRSPLRV\PNQALG 

G\VPGGQPLLPSGMDST\RQQ\GHPN 

MGGAMQR\MTPPRGM\VPLGPQFLT 

PWLSLQNYGGA\MRPPL\NALGGPG 

MPGMEQGSRCGRPW\PNPTNA\NSL 

PFSSAFSWNLLGPPG\GGGPPG\TPI\ 

MPSSSRFQPTSGDNMYTLMNAVPP 

GP\NRPNF\PMGP\GSDGPMGGLGG 

MESHHMNGSLGSXGDMASISKNSPN 

N\MSLSIQP\GIPK\DDGAMGANFLN 

PFQSESYSPSKPYKCVFPFPGJLFMKP 

TVSQPFPELRTEENYSSTSVPVKQR 

NLSHTKPTFLFPALSPLL 


1882 


7379 


B 


2019 


162 


349 


LEELEEEEEELDLVLLRAFCLLLSW 
DVEAEQFLEVSFLLFFFLFSDPRPRD 
RLRLLERLREPT* 


1883 


7380 


A 


2020 


2 


353 


SSSDGRKKRGKYKDKRRKKKKKR 

KKLKKKGKEKAEAQQVEALPGPSL 

DQWHRSAGEEEDGPVLTDEQKSR/ 

YPGHEAHDQGGWVDARQSIIRKVV 

DPETGRTRWGAFGLTYTTGSGSVG 


1884 


7381 


A 


2021 


1 


142 




1885 


7382 


A 


2022 


404 


946 


PVCACPRPEQGTKVYLFPSWLSSLT 

FSLHHREKQAEGRGEEEDASSASSS 

SSSSSSSSSASSSSSSSSDGRKKRGK 

YKDKRRKKKKKRKKLKKKGKEKA 

EAQQVEALPGPSLDQWHRSAGEEE 

DGPVLTDEQKSR/YPGHE\THDQGG\ 

WDARQSIIRKCGGPLRRGAPGLLKG 

DGEGPKRKS 


1886 


7383 


A 


2023 


3 


634 




1887 


7384 


A 


2024 


131 


546 


VAGTPGRHPHTRLIFPVFCRGGVFL 

CFPGWSFFFFKPSDLDSFHLEMIHPR 

CESWKMPGALPM/YCSP/CCLLVLL 

KDQGQGASTGVRRRKESWLPAPHS 

STVQVTQEGWREQSRELPKTECQL 

GWFLFLLQPYSRSRFY 


1888 


7385 


A 


2025 


363 


578 


RPYPCLSPPRSSSTNPLSS**LNKIPS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 














LPSSWEKW*IPPKNNCLSLLKPSPPS 
LAPSLDDIKEGLSWKKKKK 


1889 


7386 


A 


2026 


166 


191 


KNVIHQSKNCVFVKLLDQIHNFPLS 
TLLHVIVDLFLGLFGVPE/CSDP*RLP 
GTPPYPQPARQPAPADHRQWPVPQ 
RGPEASG 


1890 


7387 


C 


2027 


358 


405 


MSSREG ARDGGEGLRS * 


1891 


7388 


C 


2028 


306 


347 


MSPGRGPGMEGRG* 


1892 


7389 


A 


2029 


2 


358 


QCGGIRFWRAPVFLVLSWSPQDGIT 

GEEPDTSHDPRLHQASSCPPAHPPLP 

PTQSCSSCQGWLCPPQGCPPGGPRT 

A/CIVPWPSFVASAATQERGQCPPL 

DPLSPNQTRALHLSGTSGK 


1893 


7390 


B 


2030 


1043 


1146 


MPSSVSWGILLLAGLCCLVPVSLAE 

DPQGDAAQKTDTSHHDQDHPTFNK 

ITPNLAEFAFSLYRQLAHQSNSTNIF 

FSPVSIATAFAMLSLGTKADTHDEIL 

EGLNFNLTEIPEAQIHEGFQELLRTL 

NQPDSQLQLTTGNGLFLSEGLKLVD 

KFLEDVKKLYHSEASPVISGASKRA 

KKQINGKMGETLLKSKDPRKEDFT 

LDQVTTVKGAYDEAFRACLTSSHX 
* 


1894 


7391 


A 


2031 


2 


402 


SOTOREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


1895 


7392 


A 


2032 


9 


509 


NSARATDSERTHHGARLLPDKTNV 

KAVAWGKVGAHAGEYGAEALERM 

FLSFPT\TKTYFPHFDL\SHGF\AQVK 

GATAKKVA\DALTKAVA\HVDGHA 

QTALSALSGPATAHKL\RVGPGSTF 

KLL\SHLPC WLTLGRPPSPAEFQPL A 

VARLPWNKVPGLLVEAPLLEPSK 


1896 


7393 


A 


2035 


413 


674 


CRSDRWAKEHRGKRGQDSSKDVM 
ARLMEAPKQTAQYFFIFYFFETKSY 
SVTQAGVQWLDLGSLQRPPPGPXSD 
SPASASRAWPQTAH 


1897 


7394 


A 


2036 


2525 


2734 


LTNGTESTPPPRPTPSRCSRQRCPES 

VGPPF\CSPPFCVPAHFKLLPWTFQG 

TVISSPQIISSSSVCAFF 


1898 


7395 


A 


2037 


168 


392 


NKSFFPPSSSFDLSILNTFSFPLTLSSL 
RSGPTHTHHTHAN/THTHTHTHTHT 
HTPSSPDPQAHPHTLTDNWVSTL 


1899 


7396 


A 


2038 


216 


528 


AGEKLGLGAGDTSWRVVWPAACT 

PGRVERVGWCRVVGPADPSGGLTPG 

\ACGASWQGPFSWAKDLQGPGSW 

WPVWPPTRPFLLDLGSSGLLIWVHK 

WPWGVCVYV 


1900 


7397 


A 


2039 


37 


424 


RWNFLATTPSAVFRVWEAQMLTCE 

RWPTLSGRRQTYLLLPFAP*PQTGC 

WSPDGSRLLFTVLGEPLIYSLSFPER 

CGEGKGVALEVQSQQRLWQICLRQ 

QYRHQMVRRGLGERLTPWSGTPVG 

NVWLCL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possibJe nucleotide deletion; V=possible 
nucleotide insertion) 


1901 


7398 


A 


2040 


1 


442 


PEFRVDDFVLRYPSAYESSPGTELR 

ECGL/WPFRPGVCRLQTSCEPWINLP 

VLQLTKDPLKTPGRLDHGTRTAFJH 

HREQVWKRCINIWRDVGLFGVLNE 

IANSEKEVFEWVKTASGWALALCR 

WASSLHGSLFPHLSLRNEDLIAEF 


1902 


7399 


A 


2041 


722 


1395 


CLCLGLWACQS\CILIWTL\DPTSLF\ 

TRPSSGNCAQVLSHPGHTPVTSLAW 

APSGGRLLSASPVDAAIRVWDVSTE 

TCVPLPWFRGGGVTNLLWSPDGSKI 

LATTPSAVFRVWEAOMWDLWRRW 

■■ — < «* X X X X <JA X Y X IV T WW J — J X IbV/ill TV X-^X-J Tf 1\JL\ VT 

PTLSGRCQTGCWSPDGSRLLFTVLG 

EPLIYSLSFPERCGEGKGVALEVQSQ 

QRLW\QICLRQQ/YTRHQMVRRGLG 

ERLTPWSGTPVGNVWLCFMKGKA 

QGLPGW 


1903 


7400 


A 


2042 


1 


418 


MPEQEPTAEQLS*IAAENEEDEHSV 

NYKPRAQKSIQEIQELDKDDESLRK 

YKRALLGRVAVSADPNVPNVVVAP 

GRVRLLPQALSATTPGRPSLTQPGT 

NKGPSAHIAESRLLCLPRPIPGLRVV 

SARLRQRRLSLLLF 


1904 


7401 


A 


2043 


1 


525 


LSQQASLESF*KHFFCLKEVVEYRIK 
ISFRVNREIVSGMKYIOHTYRKGVK 

X l_J J. iv V 1 ^ J- VJ — i A. V L-J VJ 1"J.1Y X Jl vi XX X IVIVVJ V XTb* 

ID\KTDYIVGSYWPRAEEYEFLTPKS 

A*-' MV X X_-* XXV X WW X XVI iUU X JU1 M—t X X lVU 

PRWTASPTPSVLQSGAPLGHQYLLP 
PSVPSSGHWPGVCSPRLLVPPLLGR 
PSLTLPGTNKGPSAHIAESRLLCLPR 
PIPGLRVVSARLRQRRLSLLLF 


1905 


7402 


A 


2044 


354 


487 




1906 


7403 


B 


2045 


61 


516 


KSIQEIQELDKDDESLRKYKEALLG 

RVAVSADPNVPNVVVTGT TI VCSS 

APGPLELDLTGDLESFKKQSFVLKE 

GVEYRIKISFRVNREIVSGMKYIQHT 

YRKGVKIDKTDYMVGSYGPRAEEY 

EFLPRPIPGLRVVSARLRQRRLSLLL 

F* 


1907 


7404 


A 


2046 


11 


328 




1908 


7405 


A 


2047 


1 


507 


LTFVCSFRPVPLYLDLRSN\LDSKNQ 
SFLFKEAVDYRIKISFRFHPKYISLI*\ 

* * ■* X V J — ' a X T X_^ X AViA\lL/l XVX XXX XV* X XL-7JL^X \ 

YIQHTYSK/GVKIDKTDYMLGSY/GP 

RAEEYEFLTPVEEAPKGMLARGSYS 

IKSRFTDDDKTDHLSWEWNLTISIY 

CLRPCRPWATGLAPVPPGSQCHHPR 

QAFPDPARNKQGTKCTHC 


1909 


7406 


A 


2048 


1 


327 


TAEQLAQIAAENEEDEHSVNYK/PP 
AQKSIQEIQELDKDDESLRKYKEAL 
LAPLAVSADPNVPNVVVTGLTLVC 
SS/APGPLELDLTGDLESFKKQSFVL 
KEGVECTVGPH 


1910 


7407 


A 


2049 


1 


452 




1911 


7408 


A 


2050 


3 


868 


SHFVLDVIPGVGHLTLPQRMPLSRN 

RGGGEERRCPPWSPFGAPLQPTLLL 

RSAPPLGIQVQGLSPSRPQVSRPRLS 

LSMAEQEPTAEQLAQIAAENEEDEH 

SVNYKPPAQKSIQEIQELDKDDESL 

RKYKEALLGRRWPFSADPNVPNVV 
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codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














VTGLTLVCS\SAPGPLELDLTGDL\E 

SFKKQFVLCLKEGVEYRIKISFRFNP 

RDNCPGMKYIQHTYRKGVKIDKTD 

YMVGSYG\PRAEGSFEFLTPVE\EAP\ 

KGMLA\RGSYSIKSRFTDDDKTDHL 

SWEWNLTIKKDWKD 


1912 


7409 


A 


2051 


1 


618 


TLLVPQDSERTHPWLLSPADK\TNV 

KGPPGGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHG\SAQV\ 

KGHG\KKVADALTNAVAHV\DDMP 

N\ALSAL\SDLHAHKLRVDPV\NF\KL 

LKPLACLVDPGPAHLP\AEFQPLAV 

ATSSLGQSFLGFLWANLKFELQIPV 

KLGSLGWAMLSLPLWAFPPAPPPLS 

CTRTPVVFEIKS 


1913 


7410 


A 


2052 


3 


398 




1914 


7411 


A 


2053 


1773 


3913 


FEQNTKLDQAQQAPEDHYPISLLLP 

SHMAIGLLMAQEGHCKDSSAMGEE 

AHHPLTPATPPFPPLSPDWGHMQPD 

FFVPVAVPAVFRGPPQLQCHGRRLF 

LNSPCAQKSSSGLVVEPGLSRTLLE 

MVKLTSMRGQFLEAQIPTGISLTLQ 

YQLYQKQTNKNMSYSFVLFLKWV 

ALGQGRRAGYPSLEDADSRRFNGS 

RSFLITVIGITLTVEIVTSGMMKGTR 

VRWSGAGNEGMMGLEEGRNERSV 

KEAPPRRAVEAQPKDRTWDVGKG 

QGTEGEGRGLEVEGQQHQGSEPGTI 

PFSVSWGVLLLAGLCCLVPSSLVED 

PQEDAAQKTDTSHHDQGDWEDLA 

CQKISYNVTDLAFDLYK\SWLIYH\N 

Q\HVLVTPTSVAMAFAMLSLGTKA 

DTRTEILEGLNVNLTETPEAKIHECF 

QQVLQALSRPDTRLQLTTGSSLFVN 

KSMKLVDTFLEDTKKLYHSEASSIN 

FRDTEEAKEQINNYVEKRTGRKVV 

DLVKHLKKDTSLALVDYISFHGKW 

KDKFKAERJMVEGFHVDDKTIIRVP 

MINHLGRFDIHRDRELSSWVLAQH 

YVGNATAFFILPDPKKMWOLEFKT 

TYSHLEN1QRAFDIRSINLHFPKLSIS 

GTYKLKRVPRNLGITKIFSNEADLS 

GVSQEAPLKLSKAVHVAVLTIDEK 

GTEATGAPHLEEKAWSKYQTVMFN 

RPFLVIIKEYITNFPLFIGKVVNPTQK 


1915 


7412 


A 


2054 


3 


409 


PGPVVVSNNSSAHGSQRTSGPESSM 

KVYCCPEMVEYQKKGKSLDSEPSVP 

SAAKPPSPEKTAPVASTPSSTPIPALS 

PPTKVPEPNENVGDAVQTKLIMLV 

DDFYYGRDGGKVAQLTNFPKVATS 

FRCPHCTKRLY 


1916 


7413 


C 


2055 


235 


366 


MRIPETKPLTRNGSEVKELAHSSPQ 
DNQNDQMSFFIVLLPRNG* 


1917 


7414 


A 


2056 


3 


484 


STTPTATQPTSLWQLAVQSPGQSNQ 
TTNPKLGKASEEEMAEPGLGWWVE 
NR*LSLGHR\APSFPSPPAVSIASFVT 
VKRPGVTGENSNEVAKLVNTLNT1P 
SLGQSPGPVVVSNNSSAHGSQRTSG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














PESSMKGTIT* KTLS SQ SFKNINK VF 
VVSELYTQK 


1918 


7415 


A 


2057 


2 


4256 


FVHGSMADTDLFMECEEEELEPWQ 

KI S D VIED S V VED YNS VDKTTT V S V 

SQQPVSAPVPIAAHASVAGHLSTST 

TVSSSGAQNSDSTKKTLVTLIANNN 

AGNPLVQQGGQPLILTQNPAPGLGT 

MVTQPVLRPVQVMQNANHVTSSPV 

ASQPIFITTQGFPVRNVRPVQNAMN 

QVGIVLNVQQGQTVRPITLVPAPGT 

QFVKPTVGVPQVFSQMTPVRPGST 

MPVRPTTNTFTTVIPATLTIRSTVPQ 

SQSQQTKSTPSTSTTPTATQPTSLGQ 

LAVQSPGQSNQTTNPKLAPSFPSPP 

AVSIASFVTVKRPGVTGENSNEVAK 

LVNTLNTIPSLGQSPGPVVVSNNSS 

AH\GSQRTSGPESSMKVTSSIPVFDL 

QDGGRKICPRCNAQF\RVTEALRGH 

MCYCCPEMVEYQKKGKSLDSEPSV 

PSAAKPPSPEKTAPVASTPSSTPIPAL 

SPPTKVPEPNENVGDAVQTKLIMLV 

DDFYYGRDGGKVAQLTNFPKVATS 

FRCPHCTKRLKNNIRFMNHMKHHV 

ELDQQNGEVDGHTICQHCYRQFSTP 

FQLQCHLENVHSPYESTTKCKICEW 

AFESEPLFLQHMKDTHKPGEMPYV 

CQVCQYRSSLYSEVDVHFRMIHED 

TRHLLCPYCLKVFKNGNAFQQHYM 

RHQKRNVYHCNKCRLQFLFAKDKI 

EHKLQHHKTFRKPKQLEGLKPGTK 

VTIRASRGQPRTVPVSSNDTPPSALQ 

EAAPLTSSMDPLPVFLYPPVQRSIQK 

RAVRKMSVMGRQTCLECSFEIPDFP 

NHFPTYVHCSLCRYSTCCSRAYAN 

HM1NNHVPRKSPKYLALFKNSVSGI 

KLACTSCTFVTSVGDAMAKHLVFN 

PSHRSSSILPRGLTWIAHSRHGQTRD 

RVHDRNVKNMYPPPSFPTNKAATV 

KSAGATPAEPEELLTPLAPALPSPAS 

TATPPPTPTHPQALALPPLATEGAEC 

LNVDDQDEGSPVTQEPELASGGGG 

SGGVGKKEQLSVKKLRVVLFALCC 

NTEQAAEHFRNPQRRIRRWLRRFQ 

ASQGENLEGKYLSFEAEEKLAEWV 

LT\QREQQLPVNEETLFQKATKIGRS 

LEGGFKISYEWAVRFMLRHHLTPH 

ARRAVAHTL\PKDVAENAGLFIDFV 

QRQIHNQDLPLSMIVAIDEISLFLDT 

EVLSSDDRKENALQTVGTGEPWCD 

VVLAILADGTVLPTLVFYRGQMDQ 

PANMPDS1\LLEAKESGY\SDDE1ME 

LWSTRVWQKHTACQRSKGMLVMD 

CHRTHLSEEVLAMLSASSTLPAVVP 

AGCSSKIQPLDVCIKRTVKNFLHKK 

WKEQAREMADTACDSDVLLQLVL 

VWLGEVLGVIGDCPKALVQRSFLVA 

SVLPGPDGNINSPTRNADMQKELIA 

SLEEQLKLSGEHFESSTPRPRSSPEE 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














TIEPESLHQLFEGESENE\SFYGFEEA 
DLDLMEI 


1919 


7416 


A 


2058 


3 


824 




1920 


7417 


A 


2059 


1 


1077 


MLSGVGGFVLGLLFLGAGLFIYFRN 

QKAEESFVSALSIDLSGGGNMALLS 

MVCLKFPGGXSCMAALTVTLMVLS 

SPLALAG\DTR\PPVRLRKTEDEPLG 

CVLSGLRVGPDSVFPGGRFCNRIVL 

VPPARFLEQVKHECHFFNGTERVRF 

LDRYFYHQEEYVRFDSDVGEYRAV 

TELGRPDAEYWNSQKDLLEQKRAA 

VDTYCRHNYGVGESFTVQRRVYPE 

VTVYPAKTOPLOHHNLLVCSVNGF 

YPGSIEVRWFRNGQEEKTGVVSTGL 

IQNGDWTFQTLVMLETVPRSGEVY 

TCQVEHPSLTSPLTVEWRARSESAQ 

SKMLSGVGGFVLGLLFLGAGLFIYF 

RNQKGHSGLQPTGFLS 


1921 


7418 


A 


2060 


2 


867 


GRVGLPAALAPGPVLFSSMVCLRLP 

GGSCMAVLTVTLMVLSSPLALAGD 

TRPRFLEYSTSECHFFNGTERVRYL 

DRYFHNQEENVRFDSDVGEFRAVT 

ELGRPDAEYWNSQKDLLEQKR\AA 

VDNYCRHNYGVVESFTVQRRVHPK 

VTVYPXSRTOPLOHHNLL VCSV^GF 

V X V X X \LJlv i '^-»- J-jV^/a J. I 1 1 N X-/ \-j V V^O V OVJ i 

YPGSIEVRWFRNGQEEKTGVVSTAG 

L1HNGDWTF\HTLV\MLETVPRSGEV 

YTC\QVEAPRA*QAPLTVE\WRARS 

ESAQSKMLSGVGGFVLGLLFLGAG 

LFIYFRNQKGHSGLQPRGFLS 


1922 


7419 


A 


2061 


3 


940 


RNFRVDPRVRREEGFIVLPERDLPA 

SLAPGPVLVSSMVSLKLPGGSCMTA 

RTWSLMV\LSSPLALAGDTRPRFLW 

QPKRECHFFNGTERVRFLDRYFYN 

QEESVRFDSDVGEYRAVTELGRPD 

AEY\WNSQKDLLE\QRRAA\VDTY\C 

RHN\YGVGESFPVQRR\VEPKVTVY 

PSKTOPLOHHNLL/VFCSVSGFYPGS 

IEVRWFLNGQEEKAGVWPQALIQN 

GDWTFQTWWMLETVPRSGEGLHC 

QSE\HPGVTSLLTVEWRARSESAQS 

KMLSGVGGFVLG\LLLPLGPGLF\IY 

FRNQKGHSGLQPTGFPELKCR 


1923 


7420 


A 


2062 


25 


384 


EFHRLRENPPMVAVSCPTKTNVKG 

PPGGKVGAHAVRSMCAEALERMFL 

SFPT\TKTYFPHFDL\SHG\SAQVKGP 

RQRRWPNALTKRRGAPLDDMP/NT 

ALSALSDLHAHKLRVDPVQLSSS 


1924 


7421 


A 


2065 


47 


353 


AGRVRILWDCVEVDLTELGAGQSV 

EASRHAWEVVRRNRCHWAPQLFLS 

FAPGWGGXGEGRVGDGGAVGWFPS 

PQPPSSPPGVMPCPHDRRGTEPGRD 

LVPAQ 


1925 


7422 


A 


2066 


3 


692 


KRLPKMAEVQVLVL\DGRAHSSLG\ 

RLAGHRGLNQVLLGRK\VVVV\RCE 

GI\NISGNF\YRNEVKVPWLFPSKR\M 

NTNPSRRPLTTSGAPSR1\FWRTVRG 

MLP\HKTQAEAKAA\LDRL\KVFDGI 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 

JLU U V- 1 ft V iw. 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














P\PPYGQEKSGMVVP\AALKVVR\LK 
PTRKFCLIFFFSGGGAL\AHQ\VGWK 
YQAVTAP\LEE\KRKREKPRFHYRK 
KEN S IMRL\RKQ AREET WRKKIDK Y 
TEVLKTHGLLV 


1926 


7423 


A 


2067 


1 


2091 




1927 


7424 


A 


2068 


384 


4189 


ERTSPAMITSELPVLQDSTNEATAH 

SDAGSELEETEVKGKRIRGRPGRPP 

STNKKPRKSPCEKSKIEAGIRGAGR 

GRANGHPQQNGEGEPVTLFEVVKL 

GKSAMQSVVDDWIESYKQDRDIAL 

LDLINFFIQCSGCRGTVRIEMFRNM 

QNAEIIRKMTEEFDEDSGDYPLTMP 

GPQWKKFRSNFCEFIGVLIRQCQYSI 

IYDEYMMDTVISLLTGLSDSQVRAF 

RHTSTLAAMKLMTALVNVALNLSI 

HQDNTQRQYEAERNKMIGKRANER 

LELLLQKRKELQENQDEIENMMNSI 

FKGIFVHRY\RDAIAEIRAICIE\EIGV 

WMKM Y SD A FLND S YLK Y VG WTLH 

DRQGEVRLKCLKALQSLYTNRELFP 

KLELFTNRFKDRIVSMTLDKEYDVA 

VEAIRLVTLILHGSEEALSNEDCENV 

YHLVYSAHRPVAVAAGEFLHKKLF 

SRHDPQAEEALAKRRGRNSPNGNLI 

RMLVLFFLESELHEHAAYVLVDSLW 

ESSQELLKDWECMTELLLEEPVQGE 

EAMSDRQESALIELMVCTIRQAAEA 

HPPVGRGTGKRVLTAKERKTQIDD 

RNKLTEHFIITLPMLLSKYSADAEK 

VANLLQIPQYFDLEIYSTGRMEKHL 

DALLKQIKFVVEKHVES\DVLEACS 

KTYSILCSEEYTIQNRVDIARSQLID 

EFVDRFNHSVEDLLQEGEEADDDDI 

YNVLSTLKRLTSFQNAHDLTKWDL 

FGNCYRLLKTGIEHGAMPEQIVVQA 

LQCSHYSILWQLVKITDGSPSKEDL 

LVLRKTVKSFLAVCQQCLSNVNTP 

VKEQAFMLLCDLLMIFSHQLMTGG 

REGLQPLVFNPDTGLQSELLSFVMD 

HVFIDQDEENQSMEGDEEDEANKIE 

ALHKRRNLLAAFSKLIIYDIVDMHA 

AADIFKHYMKYYNDYGDIIKETLSK 

TRQIDKIQCAKTLILSLQQLFNELVQ 

EQGPNLDRTSAHVSGIKELARRFAL 

TFGLDQIKTREAVATLHKDGIEFAF 

KYQNQKGQEYPPPNLAFLEVLSEFS 

SKLLRQDKKTVHSYLEKFLTEQMM 

ERREDVWLPLISYRNSLVTGGEDDR 

MSVNSGSSSSKTSSVRNKKGRPPLH 

KKRVEDESLDNTWLNRTDTMIQTP 

GP\LPAPQLTYTVLRENSRPMGDQI 

QEPESEHGSEPYFLHNPQMQISWLG 

HPKLEHLNPKDITGMNYMKVITGA 

RHAALCLMEEDAEPIFEDVMMSSR 

SQLEDMN\EEF\EDTM\VIDLPP\SRN 

RRERAELRP\DF\FDSAAIIEDDSGFG 

MPMF 
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SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO; of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
in USSN 
09/770,160 


M hp loi"kf i H 

1 1 U\.IVUllUv 

location of 
first codon 
for peptide 
Sequence 


TV t ■ f» 1 *> f\ t i t* 

11 UL1LUUUL 

location of last 
codon for last 
amino acid of 

pLpiIUC 

sequence 


Aminn qimH cpdiiaiipp ( \=T Inl/tiAwn* ^f—Cfn »~» 
f\. 1 1 J 1 1 1 u atiu SCIJUCIII.C ^ 1 1 iv 1 1 \j vv 1 1 ? — oiUJJ 

codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


1928 


7425 


A 


2069 




2661 




1929 


7426 


A 


2070 




1454 




1930 


7427 


A 


2071 




2364 




1931 


7428 


A 


2072 




1368 




1932 


7429 


A 


2073 


114 


1473 


VKGDRFGALRFNDCPAGIKLPMTFF 

TELEKTTLKFIWNQKRARJAKSILSQ 

KNKAGGSTLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTGPSEITPHT 

YNYLIFDKPEKNKQWGNDSLFNKW 

CWENWLA1CRKLKLDPFLTPYTRIN 

SRWIKDLNVRPKTIKTLEENLGITIQ 

DIGMGKDFMSKTPKAMATKDKIDK 

WDLIKLKSFCTAKETT1RVNRQPTK 

WEKIFATYSSDKGLISRIYNELKQIY 

KKKTNNPIKKWAKDMNRHFSKED1 

YAAKRHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIIKKSGNNRCWRG 

V^vJlZ/lVJ 1 LiLiOVj vv vv vj VV IN. 1 j V v/ L \ j VV JVu 

VWRFLRDLELEIPFDPAIPLLGIYPN 

DYKSCCYKDTCTRMFIVALFTIAKT 

WNQPKCPTMIDWIKKMWHIYTME 

YYAAIKNDEFM/SFVGTWMKLEIIIL 

SKLLQEQKTK 


1933 


7430 


B 


2074 


1 


1890 


MDKFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGFTAEF 

YQRYKEELVPFLLKLFQSIEKEGILP 

NSFYEASIILIPKPGRDTTKIENFRPIS 

LMNIDAKILNKILANRIQQHIKKLIH 

HDQVGFTPGMQG WFNICKSINIIQHI 

NRTKDKNHMIISIDAEKAFDKIQQH 

FMLKTLNKLGIDGTYLKMIRTIYDK 

PTANIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVMELLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIRIKYLGIQ 

LIRDMKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTLNFI 

WNQKRARTAKSILSQKNKARGIML 

PDFKLYYKATVTKTAWCWYQNRD 

IDQWNRTEPSEITPHIYNYLIFDKPD 

KNKQWGKDSLFNKWCWENWLAIC 

RKLKLHPFLTPYTTINSRWIKDLNV 

RPKTIKTLEENLGNTIODIGMGKDF 

MSKTPKAMATKAKIDKWDLIKLKS 

FCTAKETTISVNRQPTKWEKIFATY 

SSDTGLISRIYNELKQIYKKKTNNPI 

NKWAKDMNRHFSKEDIYAAQKHM 

KNAHHHWPSEKCKSKHNEIPSHTS* 


1934 


7431 


A 


2075 


1 


2676 


MKAEIKMFFE1NENKDTTYQNLWD 

AFKAVCRGKFIALNAHNRKQERPKI 

DTLTSQLKELEKQEQTHSKASRRQE 

MTKIRAELKEIEIQKTLQKINESRSW 

FFERINKIDRPLARLIKKKREKNOID 

AIKNDKGDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGPEIVAIINSLPTK 

RSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYEASIILIPKPG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














RDTTKKENFRPISLMNIDAKILNKIL 

ANRIQQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVVQHINRTKHKNHMII 

SIDAEKAFDKIQQPFMLKTLNKLSID 

GTYLKIIRATYDKPTANIILNGQNLE 

AFPLKTGTRQGHPLSPLLFNIVLEVL 

ARAIRQEKEIKAQNLLKLISNFRKVS 

VYKINVQKSQAFLYTNNRQTESQIM 

RELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNIPCS 

WIGR1NIVKMAILPKVIYRFNAIPIKL 

PTTFFTELEKTILKFIWNQKRAHIAK 

TI LS QKNKA G G I MLPD FKL YYK AT V 

TKTAWYWYQKRDIDQWNRIELSEII 

PHIYNHLIFDKPDKNKKWGKDSVF 

NKRC WEN WL AICRKLKLDTFLTP Y 

TKINSRWIKDLHVRPKAIKTLEENL 

GITIQDIGMGKDFTSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETT1RVNR 

QPTKWEKIFAIYSSDKGLISRIYKEL 

KO]YKKKT>TMPIKKWAKDM>JRHFS 

KEDIYAANRHMKKCSSSLAIREMQI 

KTTMRYHLTPVRKAIIKKSGNNRC 

WRGCGEIGTLLHCWWDCKLVQPNL 

WKTVWQFLRDLELEIPFYPAIPLLGI 

YPKDY 


1935 


7432 


A 


2076 


1 


3045 


MDKFLNTYTLPRLKQEEVESLNRPI 

TGSDIEAIINSLPTKKXSPGPDGFTAE 

FCQRYKEE/LEKEGILPNSFYEASIILI 

PKPASDTTKKENFRPISLMNINAKIL 

NKILAKQIRQHIKKLIHHDQVGFIPG 

MHGLFNICKS VNIIQHINRTNDKNH 

MIISIDAEKPFDKIQQHFMLKTLNKL 

AQNLLKLIGNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMNEFPFTIASKR 

IKYLGIQLTRDVKDLFKENYKALLN 

EIKEDTNKWKNIPCS\WEKTTLKFI 

W/NQKRAHIAKSIISQKNKAGGITLP 

DFKLYCKATVTKTAWYWYQNRDI 

DQWNRTESSEIMPHIYNHLIFDKPD 

KKKKWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPDTKINSRRIKDLNVR 

PEMIKTLEENLGNTIQDIGMGKDFM 

SKTPKAMATKAKIDKWDLIKLKSF 

CTAKETTIRVNRQPTEWEKIFAIYSS 

DKGLISRIYNELKQIYKKKTNNPIEK 

WAKDMNRHFSKEDIYAAKKHMKK 

CSSSLVIREIQIKTTMRYHLTPVRMA 

IIKKSGNNRCWRGCGEIGTLLHCW 

WDCKLVQPLWKSVWRFLRDLELEI 

PFDPAIPLLAAPSLPSGLRSPSKSSPS 

PPSRCTLVIILLHVFWDIVFFDGCEK 

KRWYILLIVLLTRLLVSACTFTEGY 

TVGFSTFEALRLGLSRYWLPCSSAC 

RRPIVGLQLVMINSGNFQVIAMEGT 

VASECCHGNGKLTWHRPVLSVCSF 

SRCTVQAAGGSAILEDGDPLLTAPL 

GSTPQAAVCRGPRGRELRAAPADS 
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SEQ ID 
NO: of 
nucleo-tide 

sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 














HLFQRDLWPFNKVIVHGEKGSNQT 

SQGLLNTGSEMTIVLENPKYHSGPP 

VRVSPDGGQVIIEVLADPSYTGPTA 

LNNVFFAFQCNFYFDHIPENCGFSD 

PSDPQNLQKGEGCPSLVRASTAPPQ 

EKATEQPLLCKTTESPFGMTVGPCT 

DETLDHGAPSKHVPGTAHNELALL 

DLRVIKS AG S A A VHHKLKVLH WRS 

SLSNNKGTGRLYEQVA 


1936 


7433 


A 


2077 


1 


2142 




1937 


7434 


A 


2078 


1 


1551 


MRFKEKIHLHNIKEPSEAASADGGA 

VASYPDLAKIVDEGRYKAEVMQLR 

CGWRAPASDCVHSVAVVGVDSVL 

EVLARAIRQEKEIKGIQLGKEEVKLS 

LFADDMIVYLENPTVSAQNLLKL1S 

NFSRVSGYKINVQKSQAFLYTN^K 

QTESQIMSELPFTIASKTIKYLGIQLT 

RDVKDLFKENYKPLLNKIKEDTNK 

WKNIPCSWIGRINIVKMAILPKVIYR 

FNAIHIKLPMTFFTELEKTTLKFIWN 

QKGVHIAKSILSKKNKAGGIMLPHF 

KLYYKATVTKTAWYWYQNRYTDQ 

CNRTEPSEIIPHIYNHLMFDKPDKNK 

KWGKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTKINSRWIKDLNVRPK 

PIKTLEENLGITIQDIGMGKDFMSKT 

PKAIATKAK1DKWDLIKLKSFCTAK 

ETTIGVNRQPTELEKIFAIYSSDKGLI 

SRIYKELKQIYKKKXNNPIKKWVKD 

MNRHFSKEDIYAVNRHMKKCSSSL 

VIREMQIKTTMRYYLTPV 


1938 


7435 


A 


2079 


1 


1458 


GLSGDLLGAHQLPDVLCGVQPLPD 

LLLPPQNLLALQSLQDDLLWALDP 

AAAAPWAMDRGAATQWAVGPVV 

SDPWVMEAVASLPSAMDLDSAAQP 

TWLLGAASLLVTDQPMDQPSADQL 

AEFPDLLSKVSQSLRIKYLGIKLTRN 

VKDLFKENYKPLLNE1KEDTNKWK 

NIPCSWVGRINIVKMAILPKVIYRFN 

AIPIKLPMTFFTELENTTLKFIWNQK 

RACIAKSILSQKNKAGSIMLPDFKL 

YHKATVTKTAWYQYQNRDIDQWN 

GTEPSEIMSHIYNYLIFDKPEKNKQR 

GKDSLFSKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKIIKT 

LEENLVNTIQDIGMGKDFMSKTPKA 

MATKAKIDKWDLIKQKSFCTAKET 

TIRVNRQPTEWEKIFAIYSSDKGLIS 

RIYKELQQIYXRKKTNNPIKKWAKD 

MNRHFSKEDIYAANRHMKKCSSSL 

AIREMQIKTTMRYHLTPV 


1939 


7436 


A 


2080 


I 


2028 




1940 


7437 


A 


2081 


2 


1547 




1941 


7438 


A 


2082 


3 


1945 




1942 


7439 


A 


2083 


1 


2124 




1943 


7440 


A 


2084 


1 


2250 




1944 


7441 


A 


2085 


2 


2483 


GKYYKLSSGTAPTCVSLGWGLARG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














DSAAPALGSRTSACAPCSHGTWKL 

SLEPSDRLSPCDRSSEEAHTHAPHRL 

LALVASLPWSRLPLLAPQSHSEAEA 

TSQPTGVENHHQKTRYVKAGGPVI 

CRSLPESRGFLWASEGRKCMLIGSW 

AAMGRLRKSTISSRFGPQTLAGTGR 

PQAIPVLKKHSDAVLLGVCFLKLLH 

QHHQELGENADSQTLPQTHWEFILS 

EDYNKMTPVKNYQVLEVLARAMR 

QEKQIKSIQLGKEEVKLSVFADDMI 

VYLENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQIISEL 

PFTIPSKRIKYLGIQLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCSWV 

GRINIMKMAILPRVIYIFNAISIKLPM 

TFFTELEKTTLKFIWNQKRARIAKTI 

LSQKNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRGVDQWNRIEPSEII 

PHIHNHLIFDKPDKNKKWGKDSLFT 

KWCWENWLAICRKLKLDPFLTPYT 

KINSTWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMATKAK 

IDKWDLIKLKSFCTAKETTIRVNRQ 

PTEWEKIFTIYPSDKGLIPRIYKELK 

QMYKKKSNNPIKKWAKD1NRHFSK 

EDIYAANRHMKKCSSSLVIREMQN 

KITIR/YHLTPVRMAIIKKSGNNRDM 

DEAGNHHSEOTIARTFNOAPYT 1 TH 

RWELNNENTWTOVEEHHTLGPIVG 

x v ¥ t ill 1 — t i. 1 A Tf A V JL_/ J — tX XX k X X~i VJ A A V V_l 

VICRKVFPGNSGPSKPSGLHFSQPLP 
QVTSVVAKITIVPWEMKLIAMGVQ 
DELNIAFHKNHLLMNDTTIHMTPYI 
QPAPKS 


1945 


7442 


A 


2086 


1 


2622 




1946 


7443 


A 


2087 


853 


2831 


YPESTMNSNKFTRKKQTTPSKSG*R 

I*TDTSQKKTFMQPKDT*KNAQHH 

WSLEKCKSKPQ*DTISHQLEWRSLK 

SQDRKD*QSTLLAILIKKKGQKNQI 

DT/IKNDKEGITTDPREIQTTIREYYK 

HLYTNKVENLEEMDKFLDTYTLPT 

LKQKKEVKTLNRPITGSEIEAIINSLP 

T/KKSPGPDRFTAEFY\R/DIRSSGQG 

NQARERNKGYSIRKRGSQIVPVCR* 

HHCIFRKPHHLSPKSS*ADKQLQQS 

LRIQNQSAKITSIPIHQ*QTNREPNHE 

*TPIHNCFKENKMPRNPTYKGCEGS 

LQGELQTTAQ*NKRGHKRMEEHSM 

LMDRKNQYRENGHTAQGNL*IQCH 

PHQATNDFFHRIGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT*LQ 

TILQGYSNQNSMVLVPKQRHRPME 

QNRAPGNNTIHLQLSDL*QI*QKQE 

MGKGFP1**MVLGKLANHM*KAET 

GSLPHILYKN*FKMD*RLKC*T*NH 

KN PRRKPRQ YH SGHRHGQGLHD*N 

TKSNGNKSQN*QMGSN*TKELLHST 

RNYHQSEQATYRMGENFCNLLI*Q 

RANIQNLQRT*TNLQDKNKQPHQK 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














VGKGYEQTLLKRRHLCSQKTHEKM 
LIITGHQRNANQNHNEIPSHTS*NGD 
H/SNQVRKQQVLERMWRN 


1947 


7444 


A 


2088 


1 


4954 


MVFSIDAQKAFDKIQHRFMLKTLN 

KLGIDGTYLKIIRAIYNKPTGNIILNG 

QKLEAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEEVK 

LSLFADDIIVYLENPIVSAQNLLKLI 

GNFSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYLGIQL 

TRDVKNLFKENYKPLLNEIKEDTDK 

WKNIPCSWIGRIHIVKMATLPKVIY 

RLHAIHIKLPMTFFTELEKTTLKFIW 

NKKRARIAKSILSQKNKGGGITPPDF 

KLYYKATVTKTARYWYQNRDIDQ 

WKTREPSEIJPHIYNHLIFDKPDKNK 

KWGKDSLFNKWCWENWLAICRKL 

KLNPFLTPYTKINSRWIKDLNIRPKT 

IKTLEENLGNTIQDKGVGKDFMSQT 

PKAMATKAKIDKWDLIKLKSFCTA 

KETTIRVNRQPTEWEKIFAIYSSDKG 

LISRIYKELKQIDKKKANNPINKWA 

KDMNRHFSKEDIYAANRHMKKSSS 

SLAIREMQIKTTMRYHLTPVRMVII 

KKSGNNSEGLNPGYKGFPTIIWAPL 

PVAQSKDSGLASLNSDPDIPSMLEC 

SLKAPQLYRSKNVGQVFIISSASQAF 

TKKARIYARLRVSQALKTLCKSSCH 

DGWSFERLARIQEVSLPISPDLILCSE 

AYHYGTKPQWLVAATGTAQTFLEL 

NQKSQQYQKQEQTHSKASRMQEIT 

KIRAELKEIETRKTLQKIDESRSWFF 

ERINKTDRPLARLTKQKREKNQIDA 

IKNGKGDITTDPTGIQITIREYYKHL 

YAKKLENLEEMDKFLDTYTLPRLN 

QEEVDSLNRPITGAEIVAIINSLPTKK 

SPGPDGFTAEFYQRHKEELVPFLLK 

LFQSIEKEGILPNSFYEASIILIPKPGR 

DTTKKENLRPISLMNIDAKILSKILA 

NRIQQHIKKLIHHDQVCFIPGMQGW 

FNIRKSINVIQHINRAKDKNHMIISID 

AEKAFDKIQQTFMLKTLNKLGIDGT 

YFKIIRAIYEKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFSKVS 

GYKIYKIDVQKSQAFLYTNNTDKQ 

ESQIMSELPFTTASKRJKYLGIQLTR 

DVKDLFK\ENHKPLLNEIKEDTNKW 

KNIFIPCLWVGRINIVKMAILPKGIY 

RFNAIPIKLPMTFFTELEKXTTLKFIW 

NQKRARITKSILSQKNKAGGITLPDF 

KLYYKATLTKTAWYWYQHRDINQ 

WNRTEPSEIIPHIYNHLIFDKPDKNK 

KWGKHSLFNKWCWESWLDICRKL 

KLDPYTKFTPYTKINSRWIKGLNVR 

PKTIKTLEDKPIQVFNTIQDIGMGKD 

FMSKTPKAMATKAKIDKWDLIKLK 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














SFCTGKETT1RVNRQPTEWEKIFAIY 

SSDKELISRIYKELKQIYKKK\TNNPI 

KKWAKDMNRHFSKEDIYAANKHM 

KK\CSSSLAIREMQIQTTMRYHLTPV 

RMAIMKKSGNNRCWRGCGEVGTLL 

HCWWDCNT VOPLWKSVWRFLRDT 

ELEIPFDPAIPLLGIYPKDYKSCCYK 

DTCTRMF1VALFTIAKTWNQPKCPT 

MMDWIKKMWHIYTMEYYAAIKND 

EFMSFVGTWMKLEIIILSKLSQEQKT 

KHRIFSLIGGN 


1948 


7445 


A 


2089 


93 


225 




1949 


7446 


A 


2090 


133 


849 


PVWPKWSGWPLLMRSFAPARIATV 

VIGGVVAMAAVPMVLSAMGFTSV 

GIAASSIAAKMMSTAAIANGGGVA 

AGSLVAILQSVAWLYSSSHQEPLRK 

STPDPKATELTRAGMEASALTSSAV 

TSVAKVVRVAS/GSCVVLP/LARIAT 

VVIGGVVAMAAVPMVLSAMGFTS 

VGIAASSIAAKMMSTAAIANGGGV 

AAGSLVAILQSVAWLYSSSHQEPLR 

KSTPDPKATFT TRAGMFASA1 TS^A 

VTSVAKVVRVASGSAVVLPLAALS 

PNISLLRPLLGALEASSFMLGSLTGT 

LFCNLEMGNRLRKWRGSQCGSTHR 

MFFWFPAR1ATSCDWRSCGPMAGC 

ANGCSSAMGLQLRAGIALVLP 


1950 


7447 


A 


2091 


161 


1344 


TCPVLRYHSTMSSHKGSAVAQGNG 

APASNREADTVELAELGPLLEEKGK 

\RVIANPPK\AEEEQTCPVPQ\EEEEE 

VRVLXTLPLQAHHAMEKMEEFVYK 

VWEGRWRVIPYDVLPD\WLKGNDV 

YLLHGHRPPMPSFRACFKSIFRMHTE 

T\GNI\WTHLA/LGFVLFLFLGILTML 

RPNMYFMAPLQ/EKKVVFGMFFLG 

AVLCLSFSWLFHTAYCHFGGVFSTF 

PQRELFKGLLLLNMGELWSPGLYY 

SFYCSP\QP\RLIYLSIVCVLG\ISAI\IV 

AOWDRFATPKH\ROTRAGVFT G\T G 

LSGWVPTMHFTNRWRALSKATTV 

GQXMGWFFLMAVMYITGKLAFNAA 

\RIPERFFPGK\FDIWFQSHQ\IFHVL\ 

V V\A A AF VHF YG S/VSNLQEFPLTGL 

EGGL 


1951 


7448 


A 


2092 


2 


1419 


RLRDPYRSSRLCRRGASRTSSAARS 

RSRSPAVEGCNRSPGAPQPAPRARR 

RPSRGAPGRAMVKVAXFNSALAQK 

EAKKDEPKSGEEALIIPPDAVAVDC 

KDPDDVVLVGQRRACGWRMCFGL 

AFMLAGVILGGAYLYKYFALQPDD 

VYYCGIKYIKXDDVILN/ESPSADAP 

AA\LYQTIE\ENIK\IFEERRSLNFISVP 

VPEF\ADSDPAKIVODFN\RKLTA\YL 

DFNL\DKCYVIP\LNTSMCYATPKTL 

LELLINXIKAGNLFALSPYLDSMRHM 

GYLLDRI\ENIDHLGF\FIYRLCHDK\ 

ETYKLATRRKLFKGIQVKREGQQLF 

SAISGIFENKFAVETALICSW 



377 



WO 01/79449 



PCT/US01/08656 



SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *—Stop 
codon; /=possible nucleotide deletion; V=possiblc 
nucleotide insertion) 


1952 


7449 


A 


2093 


1 


669 




1953 


7450 


A 


2094 


267 


550 


GRTMMFGAKRRQEEWEKVRKPED 
PEECPEEVYDPRSLYERLQEQKDRK 
QQELRGTVSNCKNM\VRG\LDEDET 
TFLDEVSRQQELIEKQPKRRRT 


1954 


7451 


A 


2095 


1 


418 




1955 


7452 


A 


2096 


272 


383 




1956 


7453 


A 


2097 


118 


379 


RSGGGRGRRGPEVLHLKHPMLKRP 
DFLYRKPFSRGWEHGPPSRKSHLL/ 
GAPPPFPKFFCHLC*APSPFRVLSPY 
QKRIHLVPPTQLH 


1957 


7454 


A 


2098 


1 


276 




1958 


7455 


A 


2099 


1 


341 




1959 


7456 


A 


2100 


1 


450 


ACPYLALNSSMFCPDLILPTCLISST 

GFVGEGKFLQGFKSLSPGSLWLSEG 

LDYFLSVPGDQYDVCAICLDEYED 

GDKLRVLPCAHAYHSRCVDPWLTQ 

TVRKTCP1CK\QPVHRGPGDEDQVEE\ 

ETQGQEEGYEGE\PRDQP\ASERTPF 

LG 


1960 


7457 


A 


2101 


238 


525 




1961 


7458 


B 


2102 


178 


373 


XLPQPLRGPLAHSDPERPAPFASSLF 
IG VLGTKTKRKKLKG KEEGDERG S 
KGTNPALRKDPTFGF* 


1962 


7459 


A 


2103 


634 


1940 


SGVDISFFELVFLPRRPHVAGKWDL 

GGGWDPGIPKGGAGRAQNSASAPC 

YQDARPPQPLSSRCHAPLQPFPLPV 

VVAAVLWGSGPDPGASFRATS\DH 

NCQHGIFADLPALF\GATLSLEGPQG 

ULGEPHPDNACSPIAPPPPAPVNGS 

VFIALLRRFDCNFDLKVLNAQKAG 

YGAAVIHNVNSNELLKMVWNSEEI 

QQQIWIPSVFIGERSSEYLRALFVYE 

KGARVLLVPDNTFPLGYYLIPFTGIV 

GLLVLAMGAVMIARCIQHR\KR\LQ 

RNRLTK\EQLNQIPTQTNQKRDQ\Y 

DVCAICLIEYEDGDK\LR\VFPGAHA 

YH\NRCVDPW\LTQTR\KT\CPICK\Q 

PVHR\GPGDEDQ\EEETQGQK\EGDE 

GE\PR\DHPASERTPLLG\SSPTLPTS\ 

FGFLRPKFPLVFSLGP\STDPPLSPPS 

SPCYPGLITPHTYTFG 


1963 


7460 


A 


2104 


25 


527 


EFHRLRENPPMVAVSCPTKTNVKA\ 

AWGXKVGAHAVRSMCAEALERMF 

LSFPT\TKTYFPHFDL\SHG\SAQVKG 

ATGKKVADALTNAVANWDDMPN 

VAVRPEATLHAHKLRVDPV\NF\KL 

LKPLACLVDPGPAHLPRPSFTPGGA 

TSSLGQSFLGFLLKHRCLNLPNYR 


1964 


7461 


A 


2105 


262 


364 




1965 


7462 


A 


2106 


3 


1265 


PRPGLRAPDAPGSAPRERAQPRDPR 

AGQRVRRDLGDKARPRAQLRRESG 

GAESVTRPLRAASPAPPPRAARAA 

MSEEKPKLGRRAPSASLSARCRAPR 

CCSCRARRPRIPPQQCPRSVFACSSP 

ESLLVGVALSPGIALGAGSCVECTE 

SAREQASGVTPKGRALRGLAPVSST 
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NO: of 
nucleo-tide 
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SEQ ID 
NO: of 
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Me 
tho 
d 


SEQ ID NO: 
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for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














AVLPGRPSRPRYSPTSPHRVPAIASP 
SVRPPLSFVSPQSCPQCAPTPTHRAP 
CAPTASIASPGVRPPLPJAPPGVRPR 
LPITPPMEGVKTENDHINLKVAGQD 

uo v v V<-T Jviivrvri 1 r \i^orv.JL-«ivijv/\ 1 vvalav 
OGT SMROTRF\RFDGOPNOWKT DDT 

VJ^VJ A_* OI YAAVVJJA1VA \AVA JlJ VJ V^A 1NVJJ VV rV.A_/U'AJA-/ 

STAGDWKDEDTMDVFPSSKTGRCA 
GEQPWQGTVSRGPVPKPGPSILALL 
LNGEHGDHADHKGVCGNSRTFTT 
MIFLSLMYFKLQLKTISAGMNL 


1966 


7463 


A 


2107 


4 


408 




1967 


7464 


A 


2108 


1 


465 


PACGYVPALSSASKSRSALGFPLPR 

PPRPRVHPFT A AT WPT T OPPPOT T 

v_>r JXVJlV V JL/JT Cjl-,f\f\L-i W Jr A^A^v^v^v^v^v<Ja_/.L» 

OMGPFPT GT GPAT*^PHPHO<nJ-I<sT fiT 
DRS*FONAOSPPGFCVSCGPI RFVS 

1— ' AVkJ 1 V^ 1 N r\V^ k_7 1 1 VJ A V^ V k_>V/\J A^ J — 1 1 VJ — t V l_> 

VCLP*PG*ARCCLGCSFGSGHSRLG 
NTAQTANQCILPQASSTLCC*LHPQ 
NLVCP 


1968 


7465 


A 


2109 


126 


488 




1969 


7466 


A 


2110 


1 


5586 




1970 


7467 


A 


2111 


68 


310 


TDLPTQNMVFTFSSNWG/TVRQVLS 
/YSCTRETLQHRELDKTRARG PE* G S 
VVLTSPLWSPCRKCATGTYHGSPH 
CQSSGGGR 


1971 


7468 


A 


2112 


2 


630 


FFFFFSDLLNFISSESLGSQQGCKAK 
WQ*LKGPEQSWCWEGPAWTGRRG 
GDLNIQG*KPVNSSPSSVFVFCVASP 

s\ 1 ivRoojjf oivior 0 V julLr W WJJoK 

DGEVGTTFPSQFAKGRKGLIRRGGP 

QHPLRLSPGPIEEQK*GLVSPKARLG 

ISPCQLCPGFWSYL\DSVPSPPGGSC 

SGCTVPGSSHNVSPVSHPSGPACGV 

RTALSSA 


1 079 


/ HO? 


A 


Alio 


^ 1 

J J I 




an r IjJS. 1 in in v w orv w 1 0 v Lrov^r w 1 v^/vj 
FILFCLGSIVKCTEIDSSICTE\PSHTK 
QHMLGGKNQTLNS/DPQGVKCSG* 
FAM*PRGGISOGKDNMGFMGNGTT 

1-/JV.1V1 JT AVVJ VJ AOV^VJ iVl-/lNlVlV_ll_/lVJVJ IN VJ 1 1 

TTKTFCFIFMPGEDQGCSSCVSTRTT 
RKSQVQKSRGTISRYFHK 


197^ 

I J 1 J 


7470 




21 14 


1 10 


225 


XT GRPOT AGST RSRFPTSGMRGFFFT 

yv i—j vj iv i v^/jl^jvvj oj_/JL\oi\j a iovjivxivvjc/Jt i i 

QDCQRNAGREELQGRLSIQSFSPILA 
LGPDDSCETKTGMDKLS * 


1974 


7471 


A 


2115 


83 


287 


SLLLKCSG V I VLRRPLG YGQ VM\K* 
PG A AY * GRTG * S HPFF STD WSTDTG 

A VJ L VJ IV 1 VJ Ljl 11 1 1 J 1 J-/ VV »J A 1-/ A VJ 

VRSKSIWCHRNCRWESPS 


1975 


7472 


A 


2116 


167 


397 


EPLLALLKSGEVAPARQEATGLGEA 
KCSCAMGLSGPKTQPQEGCEERRL 
QSKR*SSGDPGWGDEGHWPTPNRS 
CLL 


1976 


7473 


A 


2117 


1 


540 


FCHLQIYYYFISSESLGSQQGCKAK 
WQ*LKGPEQSWCWEGPAWTGRRG 
GDI NTOG*NTSNSSPSSVFVTCVTSP 

VJ AJ^A-zlN I V^VJ IN A JlNOOl V A V 1 V— ' V A OA 

AIRRKLLNLSLGISLLKFLGSVPGGT 

AGMGKSVPLSPSQVCCGFRSFNHQ 

AGHAPGCTVPGSSP*CVSRVQHPSG 

PCMWVTYPALSLSFNKSQCPWVFP 

LPTMPPG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 


1977 


7474 


A 


2118 


1 


3121 


RQEAELARMGFDLQNVWIVSHINS 

NYKLCPSYPQKLLVPVWITDKELEN 

VASFRSWKRIPVVVYRHLRNGAAI 

ARC S QPE I S W WG WRNADDE YL VTS 

IAKACALDPGTRATGGSLSTGNNDT 

SEACDADFDSSLTACSGVESTAAPQ 

KLLILDARSYTAAVANRAKGGGCE 

CEEYYPNCEVVFMGMANIHAIRNSF 

QYLRAVCSQMPDPSNWLSALESTK 

WLQHLSVMLKAAVLVANTVDREG 

RPVLVHCSDGWDRTPQIVALAKILL 

DPYYRTLEGFQVLVESDWLDFGHK 

FGDRCGHQENVEDQNEQCPVFLQW 

LDSVHQLLKQFPCLFEFNEAFLVKL 

VQHTYSCLYGTFLANNPCEREKRNI 

YKRTCSVWALLRAGNKNFHNFLYT 

PSSDMVLHPVCHVRALHLWTAVYL 

PASSPCTLGEENMDLYLSPVAQSQE 

FSGRSLDRLPKTRSMDDLLSACDTS 

SPLTRTSSDPNLNNHCQEVRVGLEP 

WHSNPEGSETSFVDSGVGGPQQTV 

GEVGLPPPLPSSQKDYLSNKPFKSH 

KSCSPSYKLLNTAVPREMKSNTSDP 

EIKVLEETKGPAPDPSAQDELGRTL 

DGIGEPPEHCPETEAVSALSKVISNK 

CDGVCNFPESSQNSPTGTPQQAQPD 

SMLGVPSKCVLDHSLSTVCNPPSAA 

CQTPLDPSTDF\LNQDSSGSVASISH 

QEQLSSVPDLTHGEEDIGKRGNNRN 

GQLLENPRFGKMPLELVRKPISQSQI 

SEFSFLGSNWDSFQGMVTSFPSGEA 

TPRRLLSYGCCSKRPNSKQMRATGP 

CFGGQWAQREGVKSPVCSSHSNGH 

CTGPGGKNQMWLSSHPKQVSSTKP 

VPLNCPSPVPPLYLDDDGLPFPTDVI 

QHRLRQIEAGYKQEVEQLRRQWRE 

FQ\MRLDIRHWCAPPAEPPMDYEDD 

FTCLKESDGSDTEDFGSDHSEDCLS 

E A S WEP VDKKETE VTRWVPDHM A 

SH\CYNCDCEFWLAKRRHHCRNCG 

NVFCAGCCHLKLPIPDQQLYDPVLV 

CNSCYEHIQVSRARELMSQQLKKPI 

ATASS 


1978 


7475 


A 


2123 


3 


259 


FPHRAGPILSSFQVPQRWLVGGFGR 
NCIAGGESVVWDRTNKYTRN*AQE 
WGMFSWSLDGHLGESIIRGRSNTG 
ALSCPWPLGHLP 


1979 


7476 


A 


2124 


1171 


1784 


KLYSLSVLYKGEAKVVLLKPANYDV 

SSFSFF\QRPTVQE\FMTFTSQLIVER 

S/SRKGTRASVKEQDYLCHVYVRN 

DSLAG/VVVIADNEYPSRGGPFTLL\ 

EKVLDEFSQAKSHRIDW\PVGIPWL 

TIHYPALDGHLSRYQNPREXADPMT 

KVQAELDETKIILHNTPWESLLERG 

EKLDDLVSKSEVLGTQSKAFYKTA 

RKQNSCCAIM 


1980 


7477 


A 


2125 


2 


262 


RGNWVFLHTTEFSLTRSLISFNSCFI 
TRLECSGAITAHCSLDLLGSS/QSPTS 
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SEQ ID 
NO: of 
nucfeo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














PSRVAGTTGVCHHTQLIYLKQFFLE 
MRSPFVAQLV 


1981 


7478 


A 


2126 


36 


376 


PFDPAVLTAKAAVRALVASRLAAA 

SAFTSLSPGGRTPSQRAALHLSVPRP 

AARVALMLVHLSRGGAEVQIFAPD 

VPQMHVIDHTKGQPSEGESRCGGGI 

GTCFLSTSHGAAFF 


1982 


7479 


A 


2127 


3 


724 


LAAASAFTPLCPVCRTPSQRAALHL 
CVPRPAGRVSLVLSGCGVYNGTDIH 
EASAILVHLSRGGAEVQIFAPDVPH 
MHVNDHTKGQPSEGESMNVLT\ES 
ERIRRGKITDT ANI S A ANHDA A TFP 

j—< J.V11VJL YV_J IV 1 l x^f l_/.r \ 1 ^ i_< kJ ri jr\. JV 1 J. L^/r^. ,r\ 1 1 i 

GGFGAAKNLSTFAVDGKDCKVNKE 

VERVLKEFHQAGKPIGHSLKDLPGH 

CPGRPLKWSLRKRCRLRAPEGGPC 

CSRVTAGVKVSPMVSTSGSRPCQRS 

VPWMSAQREEPMALSSVTD 


1983 


7480 


A 


2128 


172 


1020 


PSDPAVLTAMAAVRALVASRLAAA 

SAFTSLSPGGRTPSQRAALHLSVPRP 

AARVALVLSGCGVYDGTEIHEASA\ 

ILEHLSRGRAEDHIFAPDVPHMHVI 

DHTKGQP\SEGESRNVLTESARIARG 

KITDLANLSAANHDAVAIFP/GEGFG 

A AYKIl QTPPR WTrn^T<^l< r V?vIk'PVPI? 

A/AfviNLo 1 rClN. W 1 vJiVlV_^IV. V INJVJC/ V OIV 

VLKEF\HQ\AGKPIGLCCIAPVLAAK 
VLKGVEVTVGHEQEEGGKWXPYAG 
TAEAILALGAKHCVK\EVVEA\H\VD 
QKNKVVTTPAF\MCETALHYIHDG\I 
GAMVRKVLELTGK 


1984 


7481 


A 


2129 


1 


416 


IOYRSD1 El HS1TMKKGGVT FT T GTT 

1 1vOJv1jIjI_/1 lul 1 iVli.VlX.VJVJ V 1-tl 1/L/vJli 

LLVLIAAHGTPVVRKGRCSCIITNO 

GTIHLOSLKDLKPFGPSPSCOKTDI1A 

TLKNGIQTCLNPDSADWKELIKKW 

EKQVSQKKKQKNGKKHQKKKVLK 

VRKSQRSRQKKTT 


1985 


7482 


A 


2130 


2 


81 




1986 


7483 


A 


2131 


2 


130 




1987 


7484 


A 


2132 


1 


524 


RPRIRHEPQTQREPTMVLSPA\DKTK 
AQRPPRLKLGATPGEYGGEPLERVM 
VI FPPPTPKPYFPHF\DT SHOVSAOVK' 

V I— j I x 11 11 IV I 1111 11 \L/1j Jl 1VJ \i~JjC\.\^/ V IV 

GATAKKVA\DALTKAVAHVDGHA 
QTALSALSDLHGAQAFGWDPVANF 
QASLSHLPCLGEPWAGPPSPAEFHP 
LAVARLPWGOSFLGFLLKHRCLNL 
PNYR 


1988 


7485 


A 


2133 


388 


654 


GLFFVLQFFFLFCFVFLRSHSVSQAG 
VHWCRHGSAAST/SPGSSDPPTLASX 
KVLGVTDMSHCTWAESYFFTKMGS 
SPVVACACSSSYLGG 


1989 


7486 


A 


2134 


384 


622 


INAPPRCPQLC\TSEVCAME/CPQRV 
PAGPCPGCPRGNLLIHAPSNRPGTTS 
QINDPQPFLRICFWGSPKTPSHRHKS 
FFF 


1990 


7487 


C 


2135 


44 


340 


MKCSQPXRCHFQSDFQKCAPCPRA 
QTHWLEPPGRVQTISSMRNAQKGF 
ADSIRLWRLPASGVGWVVSPEGAG 
DPSHLLDPPGHSAPYSPAPRQLSRV 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


location of 
first codon 
for peptide 
sequence 


1\I itr*l f>rvtirlf» 

1^1 UCILUUUL 

location of last 
codon for last 
amino acid of 
peptide 
sequence 


A minn npiri cpnitpnrf* ( *V=I Inknmvn* *— SStYin 

codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














p* 


1991 


7488 


c 


2136 


2413 


2829 


MFPRRACATCPNLKRACVCAPLRP 

RPGTSRVWCACLLPSPEPTGSVNVI 

FYVPLPSGLLSTSAPGSRASGVGVL 

LEG ARG SF S SP WTLPGHF WSLFP S S 

LGSLSRCPLGKGDQEALVQGALGW 

GQRAWTPAQCSVDNG* 


1992 


7489 


A 


2137 


69 


332 


YQVLKTDKNMSRISFFPFLRKGLAL 
SPRMECSGAITAHCSLRISQSQ/DDP/ 
AHVSLLSSWGLQGTCHHTQLIFLFF 
VGDEGLCCPGVRS 


1993 


7490 


B 


2144 


73 


358 


XVPGSRGPETKLWDDFSMSQATKR 
KHVVKEVLGEHIVPSDQQQIVRVLR 
TPGNNLHEVETAQGQRFLVSMPSK 
YRKNIWIKRGDFLIVDPIEEGEK* 


1994 


7491 


A 


2145 


80 


201 




1995 


7492 


A 


2146 


498 


748 


FLPRRGDNDSYPQ/WTKACCRRRRT 
CW*T*TWWIRSGQRKMWSCGRRSL 
TTCPMPRTRTAARLMACGSGSWRR 
SGPSCGCRLSP 


1996 


7493 


A 


2147 


1 


1764 


MTTSQKHRDFVAEPMGEKPVGSLA 
GIGEVLGKKLEERGFDKAYVVLGQ 
FLVLKKDEDLFREWLKDTCGANAK 
QSRDCFGCLRE/WCAKSRPAAEVSE 
LKADSKEGPQAQGPEQERTGL 


1997 


7494 


A 


2148 


842 


1186 


FLPRRGDNDSYPQ/WTKACCRRRRT 
CW*T*TWWIRSGQRKMWSCGRRSL 
TTCPMPRTRA WTT WRS KNL AL SCP 
SMTKSLKGSGHIPSAWSRAARLMA 
CGSGSWRRSGPSCGCRLSP 


1998 


7495 


A 


2149 


526 


1158 


SCGLSLIKMTTSQKHRDFVAEPMGE 

KPVGSLAGIGEVLGKKLEERGFDKG 

L/YVVLGQFLADIEKMKTSFREWLK 

DTCGANAKVOSRDCFRMPFEKWCE 

ALLVDALLGKFSIPPAPQSRSLASRS 

RDSSPCPSYEGKD\CYC\RTHL\RRYF 

RGSFGEFSPLNHFQLFFGILRSWHAF 

PRPFFPWPVSWVTVYQLFLEWDFP 

GPIPHPHPHFQSV 


1999 


7496 


A 


2150 


150 


446 


HEGLLLKLRILSDVYFLLFFETRSCF 
VAHAGVQWHHYNSLS/T/PPGTPMF 
PPLLASQVAGSTGMNHQAQIIKKTF 
FGENMILLCCSGWLSGIFFVLYSLY 


2000 


7497 


C 


2151 


203 


427 


MNFVRSIWMAQSTILLTARGXATLI 
I AI SFL APXL AQ S VH A VS SFQS QQ AD 
LLNGQCGFQQSSEPQPHVHTTSS* 


2001 


7498 


A 


2152 


1 


1065 




2002 


7499 


A 


2153 


597 


1292 


QTFSNTIFLLTRHKQHSMILVPMNT 

PGVKIIRPLSVFGYTDNFHGGHFEIH 

FNQVR\VPATN\LILGEG\RGFEISQG 

RLGPG\RIHHCMRTVG\WAERLLQI 

MCERATQRIAFKKKLYAHEVVAH 

WIAESRIAIEKIRLLTLKAAHSMDTL 

GSAGAKKEIAMIKVAAPRAVSKIVD 

WVAIQVCGGAGVSQDYPLANMYAI 

TRVLRLADGPDEVHLSAIATMELRD 

QAKRLTAKI 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; Y=possible 
nucleotide insertion) 


2003 


7500 


A 


2154 


1694 


1886 


ASDSRVPAPGIS/PSAPFPTQLSPRRS 

PPSPPPPPPQSPLGIFSPKASPVGILHL 

FKTLFCILNV 


2004 


7501 


A 


2155 


1002 


1480 


MLLLKTTERFEVSVCMACTYV\SNL 

GKKORSVSFLASGLMRVSTGPFLRL 

HHSFVLTGDVGRRICRLLVGLFTKG 

DTSSKRV\HPFSPGP\CFLLCDLAR\V 

GSSPKINRVPHFTRTQTSTQRSCTVF 

VWQRCSLVGPFQVTVFTMVYFHHSL 

RSISRFSSG 


2005 


7502 


A 


2156 


1 


1623 


RLPFVDVDARVYADAPAKLLLPPL 

AFWELAVRLRGAEAASERQVYSVA 

VKLLLLHPAFQSCLLLTLLGLWRTT 

PEAHASSLGAPAISAASFLQDUHRY 

GEGDSLTLQQLKALLNHLDVGVGR 

GNVTQHVQGHRNLSTCFSSGDLFT 

AHNF\SEQLRIGSSELHEFCPTILQQL 

DSRACTSENQENEENEQTEEGRPSA 

VEVWGYGLLCVTVISLCSLLGASV 

VPFMKKTLYKRLLLYFRALAIGTLL 

LKRLFQLIPGAVWFQPLEDYYVSKS 

AVVFGGFYLFFFTEKILKILLKQKNE 

HHHGHSHYASESLPSKKDQEEGVM 

EKLQNGDLDHM1PQHCSSELDGKA 

PMVDEKVIVGSLSVQDLQASQSAC 

YWLKGVRYSDIGTLAWMITL\SDGL 

HNFTDGT ATGASFTV^VFOGTSTWAT 

IAIN! JUjTVIVJxTiOX 1 V O V X V^VJAkj 1 O V jTVA 

LCEEFPHELGDFVILXLNAGMSIQQA 

LFFNFLSACCCYLGLAFGILAGSHFS 

ANWIFALAGGMFLYISLADMFPEM 

NEVCQEDERKGSILIPFIIQNLGLLTG 

FTIMVVLTMYSGQIQIG 


2006 


7503 


A 


2157 


1 


604 


MGTRWEPGWRAPGLAPAAQARSS 

GRAAPAAGSERARERERDGGSVGG 

GGSSSAIPSERAADAHGEDSGAYR 

WERANRPFSNNCCCT AFYLGMFFA 

RWLYAGLFCVYGASL1AIATHVPLF 

GSQIKAE/DPSGDSAPAAHLPPQPAQ 

/PHLPQAQLMLTGSQLAGHPLGMR 

WSMATQHAGCVSQRCGLFPMTVG 

CSQGNILWSL 


2007 


7504 


A 


2158 


22 


1358 


VHFSMGAPEIRMSKPLEAEKQGLDS 

PSEHTDTERNGPDTNHQNPQNKTSP 

FSVSPTGPSTKIKAEDPSGDSAPAAP 

LPPQPAQPHLPQAQLMLTGSQLAG 

DIQQLLQLQQLVLVPSHHLQPPAQF 

LLPQAQQSQPGLLPTPNLFQLPQQT 

QGALLTSQPRAGLPTQPPKCLEPPS 

HPEEPSDLEELEQFARTFKQRRIKLG 

FTQGDVGLAMGKLYGNDFSQTTIF 

RFEALNXLSFKNMCKLKPLLEKWLN 

DAETMSVDSSLPSPIQLSSPSLGFDG 

LPGRRRKKRTSIETNVRFALEKSFL 

ANQKPTSEEILLIAEQLHMEKEVIRV 

WFCNRRQKEKRINPCSAAPMLPSPG 

KPASYSPHMVTPQGGAGTLPLSQAS 

SSLSTTVTTYILSCGDAPPQPDSWR 

GWGRGRGCAPPQFHPLCHSPTPGH 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














HQQHKPQPLKAATRLSACQA 


2008 


7505 


A 


2159 


3 


452 




2009 


7506 


A 


2160 


9 


633 


N S ARATD SERTHHG ARLLPDKTN V 

KAAWGKVGAHAGEYGAEALERMF 

LSFPT\TKTYFPHFDL\SQRSAQVKG 

ATGKKVADALT\NAVA\HVD\DMPQ 

TALSGPEATLHGAQSFGVDPVQLSS 

SLSHWPAWLTLGPAHLPRPSFNPW 

RLQRLPWGQSFLGFLVEEPLLEPSKI 

PVKAWKPSGWPCFLCPFGASPQGPP 

SLSWNPYPRWSFE 


2010 


7507 


B 


2161 


55 


372 


MERFLMDGFQPQQLSTYALTLYKH 
TATVDGKTILVADINVTQKSFNFAK 
KFSLPLYFVSAADGTNVVKLFNDAI 
RLAVSYKQNSQDFMDEIFQELENFS 
LEQEEEN* 


2011 

c 


7508 


A 


2162 


552 


1809 


QLRGRGASRKWSALRRELGRRAWF 

ESAQSPDWRQGPKGPTRSVPGLSSP 

HSEPHEPMAEDKTKPSELDQGKYD 

ADDNVKIICLGDSAVGKSKLMERFL 

MDGLYPSRFEVLLVPVGLPTLMYQ 

CPTAHPFVPAAQEGGLDFWDTAGQ 

DTLSSPPTPHPSMELVPVCSQPQQLS 

TYALTLYKHTATVDGKTILVDFWD 

TAGQERFQSMHASYYHKAHACIMV 

FDIQRKVTYRNLSTWYTELREFRPEI 

PCIVVANKIDDRPMSYLLSTADINV 

TOKSFNFAKKFSLPLYFVSAADGTN 

VVKVWLTAEVASKLFNDAIRLAVS 

YKQNSQDFMDEIFQELEVGQVHISG 

GMEETAPLQG*GLQPSRVTLA*VCP 

TKCIRAAVEQMQGQASPATLFTYNF 

SLEQEEEDVPDQEQSSSIETPSEEA 


2012 


7509 


A 


2163 


807 


1389 


EPMAENKTKPSELDQGKYDADDNV 

K1ICLGDSAVGQSKLMERFLMDGFQ 

PQQLSTYALTLYKHTATVDGKTILV 

DFWDTAGQERFQSMHASYYHKAH 

ACIM/LDINVTQKSFNFAKKFSLPLY 

FVSA\ADGT\NVVKLFNDAIRLAVSY 

KQNSQDFMDEIFQELENFSLEQEEE 

DVPDQEQSSSIETPSEEVASPHS 


2013 


7510 


A 


2164 


3 


923 


RAARTRAEPEVECAAARAGPAGVV 

RERAESRHGGRARGADPQRPWSLQ 

PSLGTAHRDNTLPSLGPGPLSTARS 

QWAKNKTKPSELDQGKYDADDNV 

KIIC\LGDSAVGKFKLME\RFLMDG\ 

FQPQQLSTYALTLYKHTATVDGRT1 

LVDF\FHTAGQERFQSMHASY\YHK 

AHA\CIMVFDVQRKVTYRNLSTWY 

TELSGSFRPEIACIVVANKIDADINV 

TQKSFNFAKKFSLPLYFVSAA\DGT 

NVVKLFNDAIRLAVSYKQNSQDFM 

DEIFQELENFSLEQEEEDVPDQEQSS 

SIETPSEEAASPHS 


2014 


7511 


A 


2165 


1 


2715 




2015 


7512 


A 


2166 


1 


2256 




2016 


7513 


A 


2167 


339 


1086 


IQMNRFLL\LMSLYLLGS\ARGTSSQ 



384 



WO 01/79449 



PCT/US01/08656 



SEQ 10 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 














PNELSGSIDHQTSVQQLPGEFFSLEN *" 

PSDAEALYETSSGLNTLSEHGSSEH 

GSSKHTVAEHTSGEHAESEHASGEP 

AATEHAEGEHTVGEQPSGEQPSGE 

HLSGEQPLSELESGEQPSDEQPSGEH 

GSGEQPSGEQASGEQPSGTILNCYT 

CAYMNDQGKCLRGEGTCITQNSQQ 

CMLKKIFEGGKLQFMVQGCENMCP 

SMNLFSHGTRMQIICCRNQSFCNKI 


2017 


7514 


A 


2168 


2 


425 




2018 


7515 


A 


2169 


2 


169 


G RVG DTLKA G IN A VERRSNRCNGN 
SGFEGQSRYVPSSGMSAKELCEND 
DLSTSLVLDPYLGFQTHKMNTR*FG 
S 


2019 


7516 


A 


2170 


2 


227 




2020 


7517 


A 


2171 


177 


1400 


LNAPGSQLSVGMKGLGESKNMVV 

NGRRNGGPLSNDHQQNQSKLQHTG 

\KDTLfCAGKNAV\ERRSNRCNGNSG 

FEGQSS/RYVPSYGMTAKELCENDD 

LATSLVLDPYLGFQTHKMNTSAFPS 

RSSRHF\SQSDSLSHNNPVRFRPIKG 

RQEELKEVI\ERFKKDEHLEKAFKCL 

TSGEWARHYFLNKNKMQEKLFKE 

HVFIYLRMFATDSGFEILPCNRYSSE 

QNGAKIVATKEWKRNDKIELLVGCI 

AELSEIEENMLLRHGENDFSVMYST 

RKNCAQLWLGPAAFINHDCRPNCK 

FVSTGRDTACVKA1ARDIEPGEEISC 

YYGDGFFGENNEFCECYTCERRGT 

G AFKSR VGLPAPAP VINSK YG LRET 

DKRLNRLKKLGDSSKNSDSQSV/SA 

LNTDADTTQEKNIASK 


2021 


7518 


A 


2172 


3 


114 




2022 


7519 


A 


2173 


328 


471 




2023 


7520 


A 


2174 


1 


190 




2024 


7521 


A 


2175 


2 


132 


SGLGRLPGPWQEAGSSRGPSSGDM 

AGVKALVALSFSGAIGLTF/LHMLG 

CALEDYGVYWPLFVLIFXHAISPIPHF 

IAKRVTYDSDATSSACRELAYFFTT 

GIVVSCLWISPVILARVALIK\WGAC 

GLCV/VAGNAVIFLTIQG\FFPIFGRG 

DDFSWEXQWGYWTDFS 


2025 


7522 


A 


2176 


191 


479 


NTSLPNPSEVSHSSLRLDSGGAEAF 
VGGGTGVLKKPEGAGPAAPS/LGW 
RPRG * APHRTG S A QPPT A VPCR/PG A 
LGEDSSPGPPGALGGLGVIPQPSM 


2026 


7523 


A 


2177 


1920 


2524 


TQYPPAEQRSQTLMQDVFALPLNSL 

CAQSSKTLNCKTQCHPCSILCKNLL 

KNKCLILHSRFPTIQTAPEFGGQLRI 

PLFPKPKVRSSQFQASVLELRRSQK 

PFVGGGTGVLKKPEGAGPAAPTSG 

WRPRGEAPHRTGTAQPPTAVP\SGG 

RIWGKIPLPGPPGALEGVGFPSASPR 

FQLQPRLKLDAGRRLRSGSKPHVK 

HL 


2027 


7524 


A 


2178 


239 


380 




2028 


7525 


A 


2179 


34 


202 


EPTTRQTLYML1TFTPHNHLVRETSS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possibIe 
nucleotide insertion) 














VPFEQMKN * G SERFNTLSKALQTIS 
AKTRI 


2029 


7526 


A 


2180 


1 


1566 




2030 


7527 


A 


2181 


574 


1949 


KSKCRFPEGLSEGFGPMRKEALSSG 

SVQEAEAMLDEPQEQAEGSLTVYVI 

SEHSSLLPQDMMSYIGPKRTAVVRG 

IMHREAFNIIGRRIVQVAQAMSLTE 

DVLAAALADHLPEDKWSAEKRRPL 

KSSLGYEITFSLLNPDPKSHDVYWD 

IEGAVRRYVQPFLNALGAAGNFSV 

DSQILYYAMLGVNPRVVYSASSSYIF 

GHAQ\LPHVINPVESRLGSSAASLYP 

VLNFLLYVPELAHSPLYIQDKDGAP 

VATNAFHSPRWGGIMVYNVDSKTY 

NASVLPVRVEVDMVRVMEVFLAQ 

LRLLFGIAQPHLPPKCLLSGPTSEGL 

MTWELDRLLWARSVENLGXQATTT 

LTSLGAASWARSATLFIKGRRGHLE 

VLQRLLAPVQKSAEELASGHL\DLP 

LSPAREAVTSSELAFFDPSLLHLLYF 

PDDQKFAIYIPLFLPMAVPILLSLVKI 

FLETRKSWEKA 


2031 


7528 


A 


2182 


76 


419 




2032 


7529 


A 


2183 


71 


350 


AFIPAMAELIQKKLQGEVEKYQQLQ 
KDLSKSMSGRQKLEAQLTENNIVK 
E\KRYESQLRDLERQSEQQRETLAQ 
LQQEFQRAQAAKAGAPGKA 


2033 


7530 


A 


2184 


175 


1032 


GLLPHLGPRVQRLPRLSLSTLPCSLT 

RCPHPFLLPQIHIHLTRIVGIGGTFDV 

SKLPFLSSPDLSKSMSGRQKLEAQL 

TEYNIAKEVRDWDLWGEEGPVLA 

MVLITYVPSLHQELALLDGSNVVFK 

LLGPVLVKQELGEARATVGKRLDY 

ITAEM*VFIPPPCAAPCDASEPLE*R 

C*TIAEQLSIVAPSPPVPPTLSFPF*PP 

FFSLPWISRFSTYLFLAFSTLHSESY* 

FLPFCLSPLSLLSKRYESQLRDLERQ 

SEQQRETLAQLQQEFQRAQAAKAG 

APGKA 


2034 


7531 


A 


2185 


112 


520 


AFIPAMAELIQMCKLQGEVEKYQQL 

QKDLSKSMSGRQKLEAQLTENNIV 

KEELALL\DGSNV\VFKL\LGPVLVK 

QELGEARATVGKRLDYITAEIKRYE 

SQLRDLERQSEQQRETLAQLQQEFQ 

RAQAAKAGAPGKA 


2035 


7532 


A 


2186 


635 


1015 


GGQKHPTGLLKPPANTAATMPKRK 

AKGDAKGDKAKVKDEPQRRSARLS 

AKPAPPKPEPGLKKAS\AKKGEKL\P 

KGRKGGKADA\GKGLGNNPAKNPR 

LPLHFQFQKAENGTGGLPSEMFIFES 

SGTYW 


2036 


7533 


A 


2187 


302 


471 


TLSHRVLVEAQSREQLAALKKHHE 

EEI\VHHK\KEIERLQKRNLSRHK\QK 

DSKLLKH 


2037 


7534 


A 


2188 


3 


399 


LARNERLLAGGRDARGAAPASQWP 
VTAVGRRGTWLGRY/WGVRTMXQA 
\RGFGSDQSENFPTGPRAPHP/RKAG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
iui pcpiiuc 

sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














GALGKREQAEEERYFRAQSREQL\A 
ALKKHHEEEIWHHKKEIXERLAEKK 
FERHKQKIXKMLKH 


2038 


7535 


A 


2193 


2 


406 


ARAEMSRSVALAVLALLSLSGLEAI 

QRTPRIQVYSRHPAENGKSIFLKCY 

VSG\FHPSDIE\VDLLKNGKE/RLKK 

VEPSDLS/FSAKDWSF\YL\LPYTEFH 

PQLKKDGVCPARVNXHVTLSPAPRL 

VK\WDRRHVKQHQ 


2039 


7536 


A 


2197 


319 


393 


WL/TPVIPTLWEAEVGGSFEHRSSR 


2040 


7537 


C 


2198 


84 


290 


MLPSKGLSFFSLQHLRDSRSLLFPM 
SMITMLELECCRASSNHEVRWLKX 
HXVSQICSLICFPXMLTIRA* 


2041 


7538 


A 


2199 


2 


743 


PRVRSEVSVYRSLADPEPTGRDTMT 

YADLFKYIIIGDTGVGKTCFLLQFTD 

KRFQPVHDLSLGVEFGGSLCSTLME 

NQFKLHIWD\TAGQESFRSITRSY\Y 

RGAAG\ALLVYDITRALKPFNHL\AS 

WLGGLPGQHFSFPTWVIHCFIGNKS 

DLESRRDVKREEGEAFARE\HGRIFR 

GTSAKTACNWEEAFINTAKRMYRKI 

HQGLFDVHNEANGIKIGPQQSISTSV 

GPSASQRNSRDIGSNSGCC 


2042 


7539 


A 


2202 


20 


222 




2043 


7540 


A 


2203 


1 


458 


RSSLTSLSNSAAAMAPVKKPCGEG 

GAKKKKQVLKFTL\DCT\HPVEDGI 

MDAAQF*ASFCKERIKVKRKKLGT 

LSGGG/V*PIERSK\SKITVT\SEVPFS 

KRV/YLKYLTKKY\LKKNNLR\DLV 

CRVVAYQPKRELRNYSYFQINQXDE 

GRREEDED 


2044 


7541 


A 


2204 


2 


321 


FIFFFSFSFFFSFFFSETGSCSVAQAG 
VQCHDHGSPQS/PNLPGSSDLPTSAS 
\KVLGITGVRHHSLPPLGFQMGIFLL 
FSMLKFCF W VC S ALLCTVLEFLRTN 
YFLS 


2045 


7542 


C 


2205 


46 


234 


MTLRXWITWPFLFLSPPSSKCLHLLI 
ASILLDLQLGSTHSSLSTIFFVVLAFF 
RKIGLVCPP* 


2046 * 


7543 


A 


2206 


1 


243 




2047 


7544 


A 


2207 


144 


479 


RPLKPRRTF\CKK\CGKAPNPHKSDH 

STKKGKDSXLYAPGKAAVMTRKQS 

GYGGQXTKPIFRKKAKTTKKIVLKA 

LSALSPTCRSKRMLAFNKRWQAFLN 

LGGDKKRKGPSASSS 


2048 


7545 


A 


2208 


75 


540 


GGSGSVRVLRSESPREEAVEEEVAA 

VAVVVAVAEEAGTNQLRAETMANI 

AVQRMKREFKEVLKSEETSKNQIKV 

DLVDENFTELRGEIAGPPDTPFERG 

RFP\LELKIP\ETYPFNPPK/VFRFYAL 

KLWHPNISSV\TGAICL\DIL\KDQWG 

SWQWT 


2049 


7546 


A 


2211 


1 


2640 


MYSGNRSGGHGYWDGGGAAGAE 

GPAPAGTLSPAPLFSPGTYERLALLL 

GSIGLLGVGNNLLVLVLYYKFQRLR 

TPTHLLLVNISLSDLLVSLFGVTFTF 

VSCLRNGWVWDTVGCVWDGFSGS 
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SEQ ID 
NO: of 
nucUo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for )ast 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide Insertion) 














LFARPAPLPARPRAPRPTPPRSPLAS 

STLPDPSRMAGAFLFLRPLPPHAVQ 

DSIPVVSHLPPTCHQTLLLPKMADN 

LPTEFDVVIIGTGLPESILAAACSRSG 

QRVLHIDSRSYYGGNWASFSFSGLL 

SWLKEYQQNNDIGEESTVVWQDLI 

HETEEAITLRKKDETIQHTEAFCYAS 

QDMEDNVEEIGALQKNPSLGVSNT 

FTEVLDSALPEESQLSYFNSDEMPA 

KHTQKSDTEISLEVTDVEESVEKEK 

YCGDKTCMHTVSDKDGDKDESKST 

VEDKADEPIRNRITYSQIVKEGRRFN 

1DLVSKLLYSQGLLIDLLIKSDVSRY 

VEFKNVTRILAFREGKVEQVPCSRA 

DVFNSKELTMVEKRMLMKFLTFCL 

EYEQHPDEYQAFRQCSFSEYLKTKK 

LTPNLQHFVLHSIAMTSESSCTTIDG 

LNATKNFLQCLGRFGNTPFLFPLYG 

QGEIPQGFCRMCAVFGGIYCLRHKV 

QCFVVDKESGRCKAIIDHFGQRINA 

KYFIVEDSYLSEETCSNVQYKQISR 

AVLITDQSILKTDLDQQTSILIVPPAE 

PGACAVRVTELCSSTMTCMKDTYL 

VHLTCSSSKTAREDLESVVKKLFTP 

YTETEINEEELTKPRLLWALYFNMR 

DSSGISRSSYNGLPSNVYVCSGPDC 

GLGNEHAVKQAETLFQEIFPTEEFC 

PPPPNPEDI1FDGDDKQPER/PLGTNN 

VVMAKLESSE\ESKNL\ESPEKHPSK 

LEKSNLEMLFWTSFMASEFSHLKD 

RFPI 


2050 


7547 


A 


2212 


328 


583 




2051 


7548 


A 


2213 


1 


416 


PSSGDMAGVKALVALSFSGAIGLTF 

LMLGCALEDYGVYWPLFVLIF\HAI 

SPIPHFIAKRVTYDSDATSSACRELA 

YFFTTGIVVSCLWISPVILARVALIK\ 

WGACGLVLAGNAVIFLTIQGFFLIF 

G\RGDDFSW\EQW 


2052 


7549 


A 


2214 


1 


180 


AAATGAVGAAIYPCAAPNWK*RND 

EKTAADYKILGGSVLHLVLALRGG 

GGLRQ 


2053 


7550 


A 


2215 


162 


557 


VASEHSPKIGASQGLDYEPLLVVAK 

VWYLTRPTGTKAGSVFSQYLPFLEP 

GILGPASLPWLRQTLTGKEIEIDIEP\ 

TDKVERNQRSVWEEKEGNPPPQQQ 

RLHLQVAKQMWDEKDSSLIYKILR 

WVQSFQT 


2054 


7551 


A 


2216 


684 


1496 


LETSGLSENPLGQAVGFGQDEFFLE 

QTKKKGVKRPARLHTKP\SQAPAVE 

EAPSGAVSYNPSFEDHQTLLSAAHE 

V\ELQRQKEAEKLERQLRPCPATEQ 

ARHPRSSTFQELCEGLLEESDGEGE 

PGQGEGPEAGDAEVCSTPAR\LATT 

EKNKTEQQRRREKAVHRLRVTARA 

ALRAAXRLRATQELVFRVRGIQRPQ 

V\ALRLA\ELARRRRRRQ\ARREAEA 

\DKPRRLGT/RFKYQAPDIDVQL\SSE 

LTDSLRTLKPEGQHPSRPVQELPRG 
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SEQIO 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














GI 


2055 


7552 


A 


2217 


116 


285 


KLRNQRIQERHTDGGEPLKSL*CSP~ 

KTRVESRSASRRGPLFLNKGHARAR 

SSLTLA 


2056 


7553 


A 


2218 


3421 


3698 


AGRGPLRLQSHRFGRPSQVDCLSPA 
APDQPGQHGKTPSPQKVIQKLAGHG 
GAHLQSQPLGRLRREDPLSPGGGGC 
SEPRSHHCTPAWAREYGD 


2057 


7554 


A 


2219 


381 


1772 


KMAESENR\QELSES\SQEEAGNQIM 

VEGLGEHLERGEDAAAGLGDDGKC 

GEEAAAGLGEEGENGEDTAAGSGE 

DGKKGGDTDEDSEADRPKGLIGYV 

LDTDFVESLPVKVKYRVLALKKLQ 

TRAANLESKFLREFHDIERKFAEMY 

QPLLEKRRQIINAIYEPTEEECEYKS 

DSEDC\DDEEMCHEEMYGNEEGMV 

HEYVDEDDGYEDYYYDYAVEEEEE 

EEEEDDIEATGEENKEEEDP\RGIPD 

FWLTVLKNVDTLTPLIKKYDEPILK 

LLTDIKVKLSDPGEPLSFTLEFHFKP 

NEYFKNELLTKTYVLKSKLAYYDP 

HP YRGTA IE YSTGCE1D WNEGKN VT 

LKTIKKKQKHRDL/WGTIRTVTEDF 

PKDSFFNFFSPHGITSNGRDGNDDFL 

LGHNLRTYIIPRSVLFFSGDALESQQ 

EGVVREVNDAIYDKIIYDNWMAAI 

EEVKACCKNLEALVEDIDR 


2058 


7555 


A 


2220 


17 


250 




2059 


7556 


A 


2221 


2 


899 


GFSKKCVSSRSPELRVTRLRYLRIQ 

AFRGSCLATADLLLLVSPLRHPEPA 

KVLVLFLLSFASCWAGPGRAGPPG 

RSLLTMASLFVKKKTVDDVIKEQNR 

ELRGTQRAIMRDRAALEKQEKQLEL 

EIKK\MAKIG\NKEA\CKVLAKQLVH 

LR\KQKT\RTF A V S S K VTSM STQTK V 

MDSVQMKMAGAMSTTAKTMQAVN 

K\KMDPQKTLQTMQEFPGRENM\K 

M\EMTEEMINDTLDDIFDGSDD\EEE 

SQ\DIVNQVLDEIGIEISGKMAKAPS 

A\ARSLPSA\ST\SKATISDEEIERQLK 

ALGVD 


2060 


7557 


A 


2222 


3 


586 


ARAMGISRDNLHKRRKTG GKRKP Y 

HKKRKYELGRPAANTAKIGPRRIHT 

VRVRGGNKKYRALRLDVGNFSWG 

SECCTRKTRIIDIVYNASNNELVRTK 

TLVKNCIVLIDSTPYRQ/WTPEEEEIL 

NKKRSKKIQKKYDERKKNAKISSLL 

EEQFQQGKLLACIASRPGQCGRAD 

GYVLEGKELEFVYLRKIKARKGK 


2061 


7558 


A 


2223 


2 


727 


LFPASAEQMGISRDNW\HKP\RKTG 

GPRESPYQQEAKSMSLGRPAA\NTK 

I LA PRRI QH SP VC RG G * Q VNT VPLRF 

DWGNFSWG/SKECCTRKTRMIDVV 

YNAI**PSWVRYPRPLVERICI\VLID 

EQHPY\RQWVRSPTYAL\PLGPQRK 

GAKLDSLRKEEIFKPKTDLK*IQKK 

YD*/ERKKNCQNSASLPGRSSFQQG 

KASLRCIAFK/RPGQC\GRA\DGYMT 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














RGHRVRSYYLRKIKARQSK1NT 


2062 


7559 


A 


2224 


298 


408 


CG 1 1 * ALNKKEHRGC D SPDPDTS Y V 
LTPHTEEK YKKIN EEFDNMMRNHKI 
APGLPPQNFSMSVTVPVTSPNALSY 
TNPGSS 


2063 


7560 


A 


2225 


1 


1369 




2064 


7561 


A 


2226 


409 


1944 


LKMGRKKIQITRIMDERNRQVTFTK 

RKFGLMKKAYELSVLCDCEIALIIFN 

SSNKLFQYASTDMDKVLLKYTEYN 

EPHESRTNSDIVEALNKKEHRGCDS 

PDPDTSYVLTPHTEEKYKKINEEFD 

NMMRNHKIAPGLPPQNFSMSVTVP 

VTSPNALSYTNPGSSLVSPSMLAASS 

TLTDSSMLSPPQTTLHR\NVSPGAP\ 

QRPPSTGNAGGMLSTTDLTVPNGA 

GSSPVGNGFVNSRASPNLIGATGAN 

SLXGKVMPTKSPPPPGGGNLGMNSR 

KPDLRVVIPPSSKGMMPPLSEEEELE 

LNTQRISSSQATQPLATPVVSVTTPS 

LPPQGL\VYSAMPT\AYNTDY\SLTS 

ADLSALQGFNSPGMLSLGQVSAWQ 

QHHLGQAALSSLVAGGQLSQGVSNL 

SINTNQNISIKSEPTSPPRDRMTPSGF 

QQQQQQQQQQQPPPPPQPQPQPPQP 

QPRQEMGRSPVDSLSSF\SSSYDGSD 

REDPRGDFHSPIVLGRPPNTEDRESP 

SVKRMRMDAWVT 


2065 


7562 


A 


2227 


3 


168 


PCPTHSRMLG SPQPKRQLPVAP VPT 
AQPXPPSPPKGRCQGQEPKPPRLPSP 
AQGPW 


2066 


7563 


A 


2228 


272 


416 


VGRCFFLSSGGFFSLTSALPPPS/PSA 
HPGVLVTPFGAPTKPDRGRSRG 


2067 


7564 


A 


2229 


109 


866 


DTRVGYFSSGAFAFFFLWARAECRP 

LSKDSLVKPRATLPSIVGLGSVAVP 

RARRARRQRERSRPRTGPGACLPPS 

LAPYGFARVERRARAMKAGFPVRR 

SGRKAPYGCGGME\LALRCLAEHG 

HSLGG\SAALGAS\AAAARCKAAEA 

AADEPALCLQCDMNDCYSRLRRLV 

PTIPPNKKVSKVEILQHVIDYILDLQ 

LALETHPALLRQPPPPAPPHHPAGT 

CPAAPPRTPLTALNTDPAGARXNKQ 

GDSILCR 


2068 


7565 


A 


2230 


107 


1073 




2069 


7566 


A 


2231 


23 


538 


LPEVPHSLRPRVKPHLCCAQPAVRV 

MARLPKLAVFDLDYTLWPFWVDT 

HVDPPFHKS/KVR*GQGRLGAR*DP 

ARAERTLALSSDGTVRDRRGQDVR 

LYPEVPEVLKRLQSLGVPGAAASRT 

SEIEGANQLLELFDLFRCYLHSHPE 

WNESSNSKSRVRDICEGPNWAFEV 

QP 


2070 


7567 


A 


2232 


685 


1161 


TFPLLPLADYTLWPFWVDTHVDPPF 
HNSR*GRDREDW/PAR*DPARAERT 
LALSSDGTVRDRRGPDVRLYPEVPE 
VLKRLQSLGVPGAAASRTSEIEGAN 
QLLELFDLFRYFVHREIYPGSKITHF 
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SEQ ID 
NO: of 
nucleo-ttdc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














ERLQQKTGIPFS\QMIL\FDDERRNIV 
DVSKLGTE 


2071 


7568 


A 


2233 


79 


564 


SPTSAARSLRLRVMARLPKLAVFDL 
DYTLWPFWVDTHVDPPFHKSSDGT 
VRDRRGQDVRLYPEVPEVLKADLQS 
LGVARCGCFQGQVRLGRGQPATGA 
LLTFFRYFVHR\EIYPGSKITHFERVA 
AE\TGISF\SQMIFFDDERREYCRRSA 
NWCVTCTSHPEW 


2072 


7569 


B 


2234 


48 


209 


XKNQCETRTMQENGYSSHAVDGT 

GPAGGAGRPAGSTGAQVSVQPNFQ 

QDKFLGRX* 


2073 


7570 


A 


2235 


2 


353 




2074 


7571 


A 


2236 


3 


676 


SAVEFPPSLSHTTGTRPRTPILLQQE 

NGYFIHTLWMGLALLGVLGDLSGQ 

HRRPRSPCQPNFQQDKFLGRWFKR 

G\LASNSSWLREKKAALSMCKSVV 

APAT\DGG\FNLTSTFLQEKTSVETR 

TML\LQPRGVPSASLQLTGVPHWGQ 

A/HYSVSVVETDYDQYALLYYTRAS 

KGPGEDFRMATLYSRTQTP\RAELK 

EKFTAFCKAQGFTEDTIVFLPQTDK 

CMTEQ 


2075 


7572 


A 


2237 


1 


1165 


MGVTEVFLKDVTILLNLEELVQCRQ 

TWGEARTRGKRVLGSLADEIVVRT 

QQPPSLEHKAWNATCKHWLAAEA 

ALEKYYLSIFYGIEFVVGVLGNTIVV 

YGYIFSLKNWNSSNIYLFNLSVSDL 

AFLCTLPMLIRSYANGNWIYGDVLC 

ISNRYVLHANLYTSILFLTFISIDRYL 

IIKYPFREHLLQKKEFAILISLAIWVL 

VTLELLPILPLINPVITDNGTTCNDF 

ASSGDPNYNLIYSMCLTLLGFSMPLF 

VMCLFYYKIALFLKQRNRQYATAL 

PLEKPLNLVIMAVVIFSVLFTPYHV 

MRNVRIASRLGSWKQYQCTQVVIN 

SFYIVTRPLAFLNSVINPVFYFLLGD ; 

HFRDMLMNQLRHNFKSLTSFSRWA 

HELLLSFREK 


2076 


7573 


A 


2238 


1 


567 




2077 


7574 


A 


2239 


58 


544 


GKKMGSKAKKRVLLPTRPAPPTVE 

QILEDVRGAPAEDPVFTILAPEDPP\ 

VPFRMMEDAEAPGEQLYQQSRAYV 

AANQRLQQAGNVLRQRCELLQRA 

GEDLEREVAQMKQAALPGGEGWL 

LGLTLWGLGALGRAQGWSATQAL 

PGGPSAPDWHSRGPSPRGC 


2078 


7575 ! 


B 


2240 


1 


1551 


MCELDILHDSLYQFCPELHLKRLNS 

LTLACHALLDCKTLTLTELGRNLPT 

KARTKHNIKRIDRLLGNRHLHKERL 

AVYRWHASFICSGNTMPIVLVDWS 

DIREQKRLMVLRASVALHGRSVTL 

YEKAFPLSEQCSKKAHDQFLADLAS 

ILPSNTTPLIVSDAGFKVPWYKSVE 

KLGWYWLSRVRGKVQYADLGAEN 

WKPI SNLHDM S S SH SKTLG YKRLTK 

SNPISCQILLYKSRSKGRKNQRSTRT 

HCHHPSPKIYSASAKEPWVLATNLP 
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SEQ ID 
NO: of 
nuclco-ttdc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














VEIRTPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDIMLLI 

ALMLQLTCWLAGVHAQKQAFPDC 

DSSAVHRLRYCKGRDYNRVRSSCV 

QRHAPVLNRKIGTGSDQHANEFGLS 

WILLGARTPTCKADLSPRPYSCPHP 

QPQQRFLGDSGITTKSVPRYRGQEH 

CLHPKLQSTKRFIKCTTAWNENRRK 

YQVMPIEAQRPKCQLLFPNRSPTWQ 

ISIDKGPRQDTFMLFPPIKI* 


2079 


7576 


A 


2241 


2 


456 


GTRSTRTARRRWLSSPPRACPGTEV 

RSTACTPSCAPPVSMRLLAAALLLL 

LLALYTARVDGSKCKC\SRKEPKIR 

YSDVKKL\EMKPK\YPHCEEKMVIIT 

TKSVSRYRGQEHCPHPKLQSTKRFI 

KWYNA\WNEKAQRRVYEEAQGLR 

RRIG 


2080 


7577 


A 


2242 


308 


615 


ETRVAWSGTGAAEV*GMVRLDISE 

GRAAVAAVVGGVVAVGTVLVALS 

AMGFTSVGIAASSIAAKMMSTAAIA 

NGGGVAAGSLVAILQSVGAAGLSV 

TSKVIG 


2081 


7578 


A 


2243 


332 


484 




2082 


7579 


A 


2244 


240 


610 


LWVEVQESEWRLTEAKGPTMGKES 

GWDSGRAAVAAVVGGVVAVGTV\ 

PWRSSAMGFTSVGIAASSIAAKMM 

STAAIANGGGVAAGSLVAILQSVGA 

AGLSVTSKVIGGFAGTALGAWLGS 

PPSS 


2083 


7580 


B 


2245 


158 


2382 


MARGKAKEEGSWKKFIWNSEKKEF 














LGRTGGSWFKILLFYVIFYGCLAGIF 

IGTIQVMLLTISEFKPTYQDRVAPPG 

LTQIPQIQKTEISFSSMAIRDAGFEIS 

AMQMFNMDRVNVEQFYEVYKGV 

VTEYHDMVTEMYSGPCVAMEIQQ 

NNATKTFREFCGPADPEIARHLRPG 1 

TLRAIFGKTKIQNAVHCTDLPENGL 

LEVQYFFKILNN* 


2084 


7581 


A 


2246 


753 


1007 


LAQGCSPGPSQDTALPGPPPPCTEP/ 
CPVPYVLRSTPEPPQHGTCHSPCLLP 
IPLCSSSPSLGGGGNSEGEKALTFHV 
CGDHPVKN 


2085 


7582 


A 


2254 


188 


833 


ALIMSFIFEWIYNGFSSVLQFLGLYK 

KSGKLVFL\GLDNAGKTT\LLHWLK 

DDQIGPTLFPPLPPTSEE\LTIAG\MT\ 

FTTFD\LGGHGAKHVAVWKN\YLPS 

QLMGFVFLVDCA\DHFSPSWNPKVE 

LNALMT\DETILPMCPIL\ILGNK\IDR 

TDAISEEKLREIFGLYGQTTGKGNV 

TL\KELNA\RPM\EVFHVAVLLKEGK 

VYGRGFSAGLLPVLFD 


2086 


7583 


A 


2256 


333 


621 


CRKNSCYQAQNFNLRIPFSTTKLINL 
FHF*NDSQKST*/SDSHLARSSQFCS 
LN*NY*I*TAKSHDVVCTRQHFPSLS 
ESYIWHVKEKKYNPTAAAI 


2087 


7584 


A 


2257 


29 


659 


LSVASFSFLSNASAEDTMSRLSRSLL 
WAATCLGVLCVLSADKNTTQHPNV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














TTLPPIVRETSAPVTPLPLVTTPAPET 

CEGRNSCVSCFNVSVVNTTXCFWIE 

CK\DESYCSHNST\VSD\CQVGNTTD 

FCSVST\ATPVPTANS\TAKTHSSSPP 

LLQLPRQLLHQGTTNNTVNSXTSQP 

VRKSTFDAASFIGGIVLVLEIRCHTR 

NYIPDLKK 


2088 


7585 


C 


2258 


101 


411 


MEMKMQSERLSKEYDQLLKEHSEL 

QKQREILPHRRGESTVTTXXXXXX 

XEPQQRNADXXXXXXXXXXXXXX 

XXSSSRSMALQIPIKXXXXXXXXXX 

XXXXXLF* 


2089 


7586 


A 


2259 


2 


575 




2090 


7587 


A 


2260 


1 


265 


SDALSKAQN\DVMEMKMQSERLSK 
EYDQLXLKEHSELQHSSFGEFLSKRS 
HKNGSIGKQTGSRKGSFRKRQQEK 
TVNFIKDTLQYTVSK 


2091 


7588 


A 


2261 


47 


906 


RKKLPLQWPAVPPFLYAEIGLILIFC 

LPFIPPQRWQKIF\SFNVWGKIATFW 

NKAFLTIIILLIVLFLDAVREVRKYSS 

VHTIEKSSTSRPDAYEHT\QMKLFRS 

QKNLYIPGISLFFWLVLRRLVTLITQ 

LAKEPVTQRCALYLQAENTNKAAK 

KXFMEENEKLKRILKSHGKDEECVL 

EAENKKLVEDQEKLKTELRKTSDA 

L\SKAQNDVMEMKMQSERLSKEYD 

QLLKXEHSELQVPLGSFYILAFAPGL 

HNPHPSSPRSGGGFSAIDNPRGALPP 

CLVCVLFHHL 


2092 


7589 


A 


2262 


669 


995 


KVFFCFYRIYVCICVCVCVCVC/TLQ 

TL/CYSIANMLTSSQCLQSCGSQSW 

CQMHIKSSKAIMTIPCKFISRKPWEG 

DCSSLEPHGVSAFDIWVPQLCIKKV 

LNHFSPRKN 


2093 


7590 


A 


2263 


3 


379 


WPFLLKLRLGTCGTCCSHEGRAAA 

WSAESSLQHSAVVTMSLPLNPKPFL 

N\GLTGKPVMVKLKWGMEYKGYL\ 

VSVD\GYMNMQLANTEEYIDGALS ' 

GHLGEVLIRCNNVLYIXRGVEEEEED 

GEMRE 


2094 


7591 


A 


2264 


68 


268 


QYLSLLLTQYSLVFICWLFICIALYV 
YLFLCMLLCKYGLQLFLCGILSFRIS 
CKLLESRIHVIPLFL 


2095 


7592 


A 


2266 


190 


554 


HGVRSDLGRWPDHLCAVCRHYHH 

LLHLLLLLPLQDVPPTTSWLSPPPHP 

PLWCM/PPYPQPPSVPPSYPGPSLPG 

LPHHAASARECQQHPYPIAVPTHLT 

HAHAHGPTRPTTRPLAGRSSRD 


2096 


7593 


A 


2267 


2 


445 




2097 


7594 


A 


2268 


200 


894 


TSPRARPHCSLCLPNLPPVTYMHIY 
ETDGFSLGVFLLKSGTSIPLHDHPG 
MHGMLKVLYGTVRISCMDKLDAG 
GGQRPRALPPEQQFEPPLQPREREA 
VRPGVLRSRAEYTEASGPCILTPHR 
DNLHQIDAVEGPAAFLDILAPPYDP 
DDGRDCHYYRVLEPVRPKEASSSA 
CDLPREVWLLNETPQADDFWCEGEP 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tbo 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














Y PGPKGLPLKPLAH QERWAED VP Y 
PTTRAVSLPP 


2098 


7595 


A 


2269 


257 


781 


QELLSGLVNYFSLSWFLYVAQESIP 

SLPQSPMRETPSKAFHQYSNNISTLD 

VHCLPQLPEKASPPASPPIAFPPAFE 

AAQVEAKPDELKVTVKLKPRLRAV 

HGGFEDWRPLNKKWTGMKWKKG 

KIYIGTPNGTLKTPL\EDEID/EFSKE 

MGHFLKPDPGPKIIGKVVWHEKGM 

NDK 


2099 


7596 


A 


2270 


271 


404 




2100 


7597 


A 


2271 


2 


5684 


PTSPCGEGYGISLNLTFIISNMRVLR 

AHFIELQFPFMGQVVTGTQNSEGQN 

LGPQAIPQDGSITHQISRPNPPNFGP 

GFVNDSQRKQYEXEWPQETQQLLQ 

MQQKYLEEQIGAHRKSKKALSAKQ 

RTAKKAGREFPEEDAEQLKHVTEQ 

QSMVQKQLEQIRKQQKEHAELIED 

YR1KQQQQCAMAPPTMMPSVQPQP 

PLIPGATPPTMSQPTFPMVPQQLQH 

QQHTTV1SGHTSPVRMPSLPGWQPN 

SAPAHLPLNPPRIQPPIAQLPIKTCTP 

APGTVSNANPQSGPPPRVEFDDNNP 

FSESFQERERKERLREQQERQRIQL 

MQEVDRQRALQQRM\EM\EQHGM 

VGSEISSSRTSVSQIPFYSSRLYLCDF 

\MQP\LGPLQQSPQHQQQMGQVLQ 

QQNIQQGSINSPSTQTFMQTNERRQ 

VGPPSFVPDSPSIPVGSPNFSSVKQG 

HGNLSGTSFQQSPVRPSFTPALPAAP 

PVANSSLPCGQDSTITHGHSYPGST 

QSLIQLYSDIIPEEKGKKKRTRKKKR 

DDDAESTKAPSTPHSDITAPPTPGIS 

ETTSTPAVSTPSELPQQADQESVEPV 

GPSTPNMAAGQLCTELENKLPNSDF 

SQATPNQQTYANSEVDKLSMETPA 

KTEEIKLEKAETESCPGQEEPKLEEQ 

NGSKVEGNAVACPVSSAQSPPHSA 

GAPAAKGDSGNELLKHLLKNKKSS 

SLLNQKPEGSICSEDDCTKDNKLVE 

KQNPAEGLQTLGAQMQGGFGCGN 

QLPKTDGGSETKKQRSKRTQRTGE 

KAAPRSKKRKKDEEEKQAMYSSTD 

TFTHLKQVRQLSLLPLMEPIIGVNFA 

HFLPYGSGQFNSGNRLLGTFGSATL 

EGVSDYYSQLIYKQNNLSNPPTPPA 

SLPPTPPPMACQKMANGFATTEELA 

GKAGVLVSHEVTKTLGPKPFQLPFR 

PQDDLLARALAQGPKTVDVPASLP 

TPPHNNQEELRIQDHCGDRDTPDSF 

VPSSSPESVVGVEVSRYPDLSLVKE 

EPPEPVPSPIIPILPSTAGKSSESRRND 

IKTEPGTLYFASPFGPSPNGPRSGLIS 

VAITLHPTAAENISSVVAAFSDLLH 

VRIPNSYEVSSAPDVPSMGLVSSHRI 

NPGLEYRQHLLLRGPPPGSANPPRL 

VSSYRLKQPNVPFPPTSNGLSGYKD 

SSHGIAESAALRPQWCCHCKVVILG 
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SEQ ID 
NO: of 
mi cleo- tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /—possible nucleotide deletion; \=possible 
nucleotide insertion) 














SG VRKS FKDLTLLNKDSRESTKR VE 

KDIVFCSNNCFILYSSTAQAKNSEN 

KESIPSLPQSPMRETPSKAFHQYSNN 

ISTLDVHCLPQLPEKASPPASPPIAFP 

PAFEAAQVEAKPDELKVTVKLKPR 

LRAVHGGFEDCRPLNKKWRGMKW 

KKWSIHIVIPKGTFKPPCEDEIDEFL 

KKLGTSLKPDPVPKDYRKCCFCHEE 

GDGLTDGPARLLNLDLDLWVHLNC 














ALWSTEVYETQAGALINVELALRR 

GLQMKCVFCHKTGATSGCHRFRCT 

NIYHFTCA1KAQCMFF\KDKTMLCP 

MHKPKGIHEQELSYFAVFRRVYVQ 

RDEVRQIASIVQRGERDHTFRVGSLI 

FHTIGQLLPQQ\MQAFHSPK\ALFPV 

GYEA\SRLLLGGTRYANRRCR\YLC 

SIEGGRDG\RPVFVIR\IVGNKGHGR 

TGVLKVDIVSPKGVWDKILEPVACV 














RKKSEMLQLFPAYLKGEDLFGLTVS 
AVARIAESLPGVEACENYTFRYGRN 
PLMEPPLAVNPTGCARSEPKMSAH 














VKRFVLRPHTLNSTSTSKSFQSTVT 
GELNAPYSKQFVHSKSSQYRKMKT\ 
EW\KSNVYL\ARSRVSGGWGLLWL 
VRRTLEETHHGSFEYIGTNHFETKL 














GQQGKEKLYESQNRGVYMFRMDN 
DHVIDATLTGGPARYINHSCAPNCV 
AEVVTFERGHKIIISSSRRIQKGEELC 
YDYKFDFEDDQHKIPCHCGAVNCR 
KWMN 


2101 


7598 


A 


2272 


I 


2806 




2102 


7599 


A 


2273 


288 


843 


AGSGVLQGLFICPKAPGPRPTGAEG 

KR\KLQIGVKKR\VD\HCPIKSRK\GD 

VLHMHYTG\KLEDGT\EFDSKPAPR 

TSPFVFSL\GTGQVIKG\WDQG/LCL 

GMCEGE\KRK\LVIPS\ELGYGE/RGE 

LPPKIPRPVQPLVFEVELLKIRADEL 

SCNQTGEGQGEKAPHQGPDCSKKK 

NKKQKPIKKTLKSPK 


2103 


7600 


A 


2274 


80 


308 


VLTHLGNWILGSTEGPMGGP*FCTN 
LSEGLRFGISPSWREALYGWHA 


2104 


7601 


A 


2275 


2 


456 


RSFFFFFCEVGSWVGSMRVVMARL 
LSEGEQGIPTACAAFAQQPGGRPRR 
GLAGVGEGGPQCSWVNYRCTLEFL 
VSLLGTDLARGRGNSASGPYTAPAD 
SKQLSCKTFIAVLSLSKEAGFCHVV 
QGWVSTSWGSSSPSVPQFFPKLLEF 
TGK 


2105 


7602 


A 


2276 


2 


81 




2106 


7603 


A 


2277 


325 


485 


ELRVDPVNF\KL\LSHCLLVTLAAHL 
PAEFVTPAVHASLDKFLASVSTVLTS 
KYR 


2107 


7604 


A 


2278 


291 


529 


LFLLCKVGTWHQGPNHQKAPKAPG 
TPPTPSYPGTPSRQLLWQWVQPRPA 
LPA\PLPAVGTSSTSPGRQCPGFSAQ 
HHLFP 


2108 


7605 


A 


2279 


52 


109 


TVRLPR\HPGSRKNMASYCRIPACIA 
AERRYGTCMYQGRIWAFSS 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


2109 


7606 


A 


2280 


3 


452 




2110 


7607 


A 


2281 


26 


526 


NSTDSERTHPWLLSPADKTTVK/AP 

AWGKVGAHAGEYG\SEALERMFLS 

FPTTKTYFPHFDLSHGFCPGLRATG 

KKVADALTKRRGAPLDDMPNALV 

RPL\SDLH AHKLNRVGPG STFKLLKP 

LACULTLGPAHLPRPSFTPGGCKAS 

LGQSFLGFLLKHRCLNLPNYR 


2111 


7608 


A 


2282 


447 


539 




2112 


7609 


B 


2283 


8 


694 


MQYNRRFVNVVPTFGKKKGTTFTK 

IFVGGLPYHTTDASLRKYFEGFGDIE 

EAVV1TDRQTGKSRGYGFVTMADR 

AAAERACKDPNPIIDGRKANVNLA 

YLGAKPWCLQTGFAIGVQQLHPTLI 

QRTYGLTPHYIYPPAIVQPSVVIPAA 

PVPSLSSPYIEYTPASPVYAQYPPAT 

YDQYPYAASPATADSFVGYSYPAA 

VHQALSAAAPAGTTFVQYQAPQLQ 

PDRMQ* 


2113 


7610 


A 


2284 


3 


191 




2114 


7611 


A 


2285 


101 


444 


CSLFVPRPRSLQPLRRVTGQETGRP 

RSKAHVASTWRAFPPEDQVVLLAG 

AP\LEDEATLGQCGVEALTTLEVT\G 

\RMLGGKSPWFPWPVLGKVMKVRL 

LKVAKQGERRKKKTGSG 


2115 


7612 


A 


2286 


2622 


2881 


KKSKDNKTFFFFFETESCSALQAGV 
QWCNLGSLQTLP\PGSNDSHASASR 
VAGTKGMCHHARLIFVFLVETGLH 
HVGQACLGTPDLK 


2116 


7613 


A 


2287 


41 


655 


TKLVMMQKLLKCSRLVLALALILV 

LESSVQGYP\TRKPRHQWVPCN\PDS 

NSANCLEEKGPMFELLPAE\STKIPR 

L\RTDLFPKTRIQ\DLN\RIFPLSEDYS 

GSGFGSGSGSG\SGS\GSWFPNGKW 

EQDYQL\VDE\SDAFHDNLR\SLARI 

LASASRDWGQHGLAEEFNVIKEDL 

PTLTTRQMVVKQYFNVPMVNMINS 

WDKEFYRNF 


2117 


7614 


A 


2291 


163 


703 


READMGTMKTQRDGHSLGRWSLV 

LLLLGVLVMPLAIIAQVLSYKEAVLR 

AIDGINQRSSDANLYRLLDLDPRPT 

MDGGP\DTTK\PVSFTVKETVCP\RP 

TQQ\SPKDGDFKRDGLLNRGMGTV\ 

TLNVQARGSFDISCDKDNKRFALLG 

DFFRKSKEKIGKEFKRIVQRIKDFLR 

NLVPRTES 


2118 


7615 


A 


2292 


100 


546 


PPRTGQRQPLHSARRHGPSVSYELAC 

I\YSALISARTDEVTVT\EDKINAL\IK 

AVAGVNVE\PFWPWLCLQRPLA\NV 

NIG\SLI\CNVRGPVEPAPSSLVAAP\ 

AGRSLPPPLACCSKLKEERKLEAKK 

RKNPKEVLNDDIGLLVLFELKPLL 


2119 


7616 


A 


2293 


33 


494 




2120 


7617 


A 


2294 


1 


609 


PLKRSDGCNDGRPTRPPTRPDTTVF 
TSNLKQTRMVHLTPEEKSAVTALW 
GKVNVDEVGGEALGRLLVVYPWT 
QRFFESFGDLSTPDAVMGNPKVKA 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO; of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
locution of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /=possibJe nucleotide deletion; \-possible 
nucleotide insertion) 














HS\KKGLRGAFSDGLAHL\DNLKGT 

FATL\SEL\HCDKAAPWIPEELQAPW 

ATCLVCVAWPITFGKRISTPPVAGL 

PNQENWLAWCWLNALGPTSNHLS 

LAFLAGPISN 


2121 


7618 


A 


2295 


1 


338 


AALAWAVSRLHFSRLSFPPWAFRG 
AFAAVPTTAAMISLTDTQKIGMGLT 
GFGVFFLFFGMILFFDKALLAIGNGX 
FFPV VDGFIRRVPVLG SLLNLPGIRS 
FVDKVGESNNMV 


2122 


7619 


A 


2296 


67 


283 


LPFPGCIFFLF*VLFVAGLAFVIGLER 

TFRFFFQKHKMKATGFFLGGVFVV 

LIGWPL1GMIFEIYGFFLLFR 


2123 


7620 


A 


2297 


3 


209 




2124 


7621 


A 


2298 


3 


544 


TRAALAVAVSRLHFSRLSFPPWAFR 

GAVAAVPTTAAMISLTDTQKIGMG 

LTGFGVFFLFFGMILFFDKALLAIGN 

VLFVAGLAF\VIGLERTFRFFF\QKH 

KMKATGFFLGWVYLVVLIGL/WPLI 

G\MIFEIYG\FFLLFRGFFPCRCWTFI 

RKECPVLGIPSPNLPGIRSFVDKVGE 

SKNMV 


2125 


7622 


B 


2299 


54 


1731 


XKLSRECEIKYTGFRDRPHEERQAR 

FQNACRDGRSEIAFVATGTNLSLQF 

FPASWQGEQRQTPSREYVDLEREA 

GKVYLKAPMILNGVCVIWKGWIDL 

QRLDGMGCLEFDEERAQQEDALAQ 

QAFEEARRRTREFEDRDRSHREEME 

VHELEKSKRALETQMEEMKTQLEE 

LEDELQASEDAKLRLEVNMQALKG 

QFERDLQARDEQNEEKRRQLQRQL 

HEYETELEDERNERALAAAAKKKL 

EGDLKDLELQADSAIKGREEAIKQL 

RKLQAQMKDFQRELEDARASRDEI 

FATAKENEKKAKSLEADLMQLQED 

LAAAERARKQADLEKEELAEELAS 

SLSGRNALQDEKRRLEARIAQLEEE 

LEEEQGNMEAMSDRVRKATQQAE 

QLSNELATERSTAQKNESARQQLER 

QNKELRSKLHEMEGAVKSKFKSTIA 

ALEAKIAQLEEQVEQEAREKQAAT 

KSLKQKDKKLKEILLQVEDERKMA 

EQYKEQAEKGNARVKQLKRQLEEA 

EEESQRINANRRKLQRELDEATESN 

EAMGREVNALKSKLRGPPPQETSQ* 


2126 


7623 


A 


2300 


1 


2448 




2127 


7624 


A 


2301 


1 


2655 




2128 


7625 


A 


2302 


5 


605 


VDPDSGQIQVPCTPRGLKWSPNMN 

PARKTDACGEDTHPSLLGVPFSRPP 

LGILRFALQNPRSPGKESEMLPPPA 

WVYLKAPMILNGV/CVIWKGWIDL 

QRLDG/MGCLEFDEERAQSWPW*A 

HPQC*EGRRPSCRELGNVALGADG 

DSPGSIYTRRWKLRSQRVPAPPPQE 

PKMPSLCCRNTSTTFSGRPSQSPRTK 

KQRPR 


2129 


7626 


A 


2303 


1 


588 


MGFCHVDQTGLELLTQPLLALIGAA 
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SEQ ID 
NO: of 
niicleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
the 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














LEGGRAGGAADLAPDFGRLALQIK 

YTGFRDRPH/EERQARFQNACRDGR 

SE/IFFPASWQGEQRQ/TPSREYVDL 

EREAGKLNIPKGPAGDETPSSLSSM 

MIVLSSDSGPAVLAIPNLVTPPRYTP 

MVPCGGHHQAQRKRPLCTPPPSSIQ 

QGSMSVKSMPTPVAAHKSFTSALC 


2130 


7627 


A 


2304 


1 


615 


GLKGGKMPRVVPDQRSKFENEEFF 

RKLSRECEJKYTGFRDRPHEERQAR 

FQNACRDGRSEIAFVATGTNLSLQF 

FPASWQG\DQRQTPIREYVDLEREA 

GTVYLKAPMILNGVCAIWKGWIDL 

QRLHGMGCLEFDEERAQQEDALTQ 

QAFEEARRMTREFEDRDRSHRQEM 

EARVSQLLAVTGKKAQLDPRPGSNL 

GGGDDLKLR 


2131 


7628 


A 


2305 


73 


168 




2132 


7629 


A 


2306 


322 


671 


RLWASPAAPGKKKEMGNSMKSTP 
APAERPLPNPEGLDSDFLAVLSDYP 
SPDINPPI FRRG EKLR VI SDERG W W 
KAMSLSTGRESYIPAICVARSYHGW 
LLRGPG\KNMAEELLQLPD 


2133 


7630 


A 


2307 


624 


1581 


KAATSENKIICCEWRTSQAALMLHR 

LWASPAAPGKKKEMGNSMKSTPAP 

AERPLPNPEGLDSDFLAVLSDYPSP 

DISPPIFRRGEKLRVISDEGGWWKAI 

SL\STGRESYIPG\ICVARV\YHGL/W 

LFEGLGRDKAEELLQLPDTKVGSF 

MI\RESETKKGFYSLSVRHRQVKT\Y 

RIFRLPNNWYYISPRLTFQCL\EDL\V 

NHYSEVADGLCCVLTTPCL\TQSTA\ 

APAV\RACSSPVTLRQKTVDWRRVS 

RLQEDPEGTENPLGVVESLFSYGLR 

ESIASYLSLTSEDISSFDRKKKSISLM 

YGGSKRKSSFFSSPPYFED 


2134 


7631 


A 


2308 


52 


454 


SQTQREPTMVLSPADKTNVKAA/W 

GMFLSFPTTKTYFPHFDLSHGSAQV 

KGHGKKVADALTNAVAHVDDMPN 

ALSALSDLHAHKLRVDPVNFKLLS 

HCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


2135 


7632 


A 


2309 


3 


452 




2136 


7633 


A 


2310 


26 


502 


NSTDSERTHHGARLLPDKTKAQRPP 

RLKLGANA\GEYGFGGPWKGMFLS 

FPNPPKTYFRQFRP*ANGFAQG*RG 

HGQRKVA\DALTQSPCRNVD\DMPQ 

TALSAPEATLHG\HKL\RVDPVNFKL 

\LSH\CLLG*PWPAHLPRPSFTPCGCT 

PSLEQSSWAFC 


2137 


7634 


A 


2313 


43 


595 


LRNMWQLERN\IET\IINTFHQYSVK 

LGHP\DTL\NQGEFKELVRKDLGQN 

FLKKENKNEKVIEH\IHEDLDT\NAA 

Q\QLSFEEFIMLMARAKPGALPTRR 

MHEGDKGPWPPPHKPGLGEGTPPR 

PQWPRSPVATAHGHKSWWPRPQA 

TNHGGQATLPLPKPGPRGLLCQTVL 

AVGLGGWGQIKSLP 
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SEQID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


2138 


7635 


A 


2314 


3 


419 


SL YHN S S QKRH WTF S SEEQL ARLRA 

DANRKFRCKAVANGKVLPNDPVFL 

EPHEEMTLCKYYEKRLLEFCSVFKP 

AMPRSVV\LTCAFLACKVDEFNVSN 

PQFVGNLRESPLGQEKALEQILEYE 

LLLIQQLNFHLIVHN 


2139 


7636 


B 


2315 


324 


487 


MQRVRAGRVIVTTARQRRLPDALG 
FREIFSSEEQLARLRADANPNSDAK 
PWPTGS* 


2140 


7637 


A 


2316 


1 


1050 




2141 


7638 


A 


2317 


191 


229 




2142 


7639 


A 


2318 


186 


1232 


CVWVLVCRPSGPGHDSIMYHNSSQ 

KRHWTFSSEEQLARLRADANRK\FR 

CKTRAH\GKVFPNDPVFLEPHE\EMT 

LCK Y YEKRVIE\FC S VFKP AMPRS V 

VG/SRA CM YFKRF YLNNS VM\E YHP 

RL\IML\TCAFLACKVDEFNVSSPQF 

VG\NL\RESPLG\QEKALEQILEYELL 

PYTSNFNFHLI\VHNPY\RPFEGFLI\D 

LRTR\YPILENPE1LRK\TA\DDFLNRI 

ALTDAYFLYTPSQMALTAILSSASRA 

GITMESYLSESLMLKENRTCLSQLL 

DIMKSVRN\LVKKYEP\PRSEEVAVL 

KQKLERCHSAELALNVITKKRKGY 

EDDDYVSKKSKHEEEEWTDD\DLV 

ESL 


2143 


7640 


A 


2319 


152 


371 


DVLLATSSSEPSLFCPLCLTASTPKP 
LPPPGVPLPCPVWAMWGTGGFPLPG 
PPGQPRVRGPTAARGTPCCRPS 


2144 


7641 


A 


2320 


4 


474 


PQYPAWHEGERAEWLCGRVSETGS 

ACSMADQL/TLKEQIAEFKEAFSL\F 

DKDGDGTITTK/ENLGTVNEILLGSN 

PTEAELQDMI\NEVDADGNGTIDFP\ 

EFLTMMARKMK\DTDSEGRKL\EEA 

F\RVFGLRVGNGLYLVACRNFRHV 

DGQTLGGGSLPD 


2145 


7642 


A 


2321 


291 


648 


LTQLKTHCPLIKSKTMNKKRAIREP 

AQEPGPQKEENPKKHRSPSFTSTSFP 

GLEVPASYSPPTKAEQPGQVRKAV 

QPAVRLEPRAS\HPAGPPVPPSGVLV- 

SRRRPEPGQGKPPESDFDH 


2146 


7643 


C 


2322 


155 


316 


MTGPVSGSFIHWVLFSGFSSMSSNA 

SNVFGLVRPSCTTGLSRMAADSAG 

CCSL* 


2147 


7644 


A 


2323 


28 


1323 


PSGARVAGAGPCGGGGMFVQEEKI 

FAGKV\LRLHICASDGAEWLEEATE 

DTSVEKLKERCLKHCAHGSLKDPK 

SITHHKLIHAASERVLSDARTILEENI 

QDQDVLLLIKK\RAP\SPLPKMADVS 

AEEKKK\QDQKAPDKEGILG\ATAN 

LPSNKLDRAAVQTNMRDFQTELRK 

ILVSLIEVA\QKLLAL\NPDAV\ELFK 

EGECNCWDEDGGMSVWDEACPAA 

FQREMGLFRENRATKALQLNHMS\ 

VPQAIGSWLI\EHA\EDPTIDTPL\PG\ 

QAPPEAQGXATAAASEAAAGASAT 

DEEARDELTEIFKKIRRKREFRADA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














RAVISLMEMGFDEKEVIDALRVNN 

NQQNAACEWLLGDRKPXSPEELDK 

GIDPD\SPL\FQAIWDTRWVQLGLTN 

PKTLLAFEDMLENPLNSTQWMNDP 

ETG\PVMLQISRIFQTLNRT 


2148 


7645 


A 


2326 


307 


412 


SVQTIVFQPQLASRTPTGQS*SSCPY 
PLFATINAE 


2149 


7646 


A 


2327 


50 


247 




2150 


7647 


B 


2328 


276 


779 


MRTLAILAAILLVALQAQAEPLQAR 

ADEVAAAPEQIAADIPEVVDSFAW 

DERAPLQVSGKSSPVCARLLLLQET 

RDRGLLFALPLHSAYLEDLLRQSHF 

RQELMKLQPRSSLEQMIRKWLMPL 

HGMKVPLFRFQPDKIIVLSTLIPTGD 

YSPHNLKNLFMRMVTPSP* 


2151 


7648 


A 


2329 


3 


333 




2152 


7649 


A 


2330 


35 


717 


RRSSPSLLPLAERGGARARGRPERA 

PHPSTPATRTAPPPWARRMMKLKS 

NQTRTYDGDGYKKRAACLCFRSES 

EE\EVLLVS\SSR\HPDRWIVPWKEG 

MEARRKEAKCGKQVREVCEGRLG 

VKGT\LGRLVGIF\ENQERKH\RTYV\ 

YVLIVTEWLEDWEDSVNIGRKREW 

FKIEDAIKVLQYHKPVQASYFETLR 

QGYSANNGTPWVVATTYSVSGFRA 

SMFRAFRWT 


2153 


7650 


A 


2331 


104 


381 


IQGG SM YTS S FSTS ICQKILNKEKQ S 
CCSN*SKWSRNVSSNGKPNWTGTS 
LPALTEMARTTIWKKHIFTKKFSSV 
SIFQVFKSF*I*GSVLS 


2154 


7651 


B 


2332 


228 


445 


METSSRELQAAEYLEKHQIKEVVSY 

LTSALLFLRPALKTLGLCTEDEDLQ 

DDGHKITLDKFKEEVNKRMKEIX* 


2155 


7652 


A 


2333 


3 


1459 


GSKQVSEGTDNGDLPSYVSAFIEKE 

VGNDLKSLKKLDKLIEQRTVSKMQ 

LEEQVLTISSEIPKRIRSALKNAEESK 

QFLNQFLEQETHLFSA1NSHLLTAQP 

WMDDLGTMISQIEEIERHLAYLKWI 

SQIEELSDNIQQYLMTNNVPEAAST 

LVSMAELDIKLQESSCTHLLGFMRA 

TVKFWHKILKDKLTSDFEEILAQLH 

WPFIAPPQSQTVGLSRPASAPEIYSY 

LETLFCQLLKLQTSHELLTEPKQLPE 

KYSLPASPSVILPIQVMLTPLQKRFR 

YHFRGNRQTNVLSKPEWYLAQVL 

MWIGNHTEFLDEKIQPILDKVGSLV 

NARLEFSRGLMMLVLEKLATDIPW 

LLYDDNLFCHLVDEVLLFERELHSV 

HGYPGTFASCMHILSEETCFQRWLT 

VERKFALQK\MDSMLSSEAAWVSQ 

YKDITDVDEMKVPDCAETFMTLLL 

ViTDRYKNLPTASRKLQFLELQKDL 

VDDFRILINTK 


2156 


7653 


A 


2335 


46 


1146 




2157 


7654 


C 


2336 


17 


196 


MTTLVTTTTMDMVIIATSRVVMGR 
YPG EV VIKI ATNHTKLFHLQLIPNSG 
NFIAGPVSR* 
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SEQ ID 
NO: of 
nuclco tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


2158 


7655 


A 


2337 


208 


1504 


FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDE 

GHSNSSPRHSEAATAQREEWKMFI 

GGLSWDTTKKDLKDYFSKFGEVVD 

CTLKLDPITGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKIFVGGLSPDTPEEKIR 

EYFGGFGEVESIELPMDNKTNKRRG 

FCFITFKEEEPVKKIMEKKYHNVGL 

SKCEIKVAMSKEQYQQQQQWGSR 

GGFAGRARGRGGGPSQNWNQGYS 

NYWNQGYGNYGYSSPRLRWLWRI 

*LHWLPTTTYGYGDYSN\SQSGYGK 

VS\RRGGHQ\NSYKPH\LNYS\ICNL\S 

PTGGEAVFS\NLKIQFESGS/CH*LLI 

A VQTKF\L YQ VPE WKYDWG SL 


2159 


7656 


A 


2338 


208 


1466 


FRFAAGGCSLGGSGGDTSTMSEEQF 

GGDGAAAAATAAVGGSAGEQEGA 

MVAATQGAAAAAGSGAGTGGGTA 

SGGTEGGSAESEGAKIDASKNEEDE 

GHSNSSPRHSEAATAQREEWKMFI 

GGLSWDTTKKDLKDYFSKFGEVVD 

CTLKLDPITGRSRGFGFVLFKESESV 

DKVMDQKEHKLNGKVIDPKRAKA 

MKTKEPVKKIFVGGLSPDTPEEKIR 

EYFGGFGEWDPIELPHGQTRPNKRR 

GFCFITF* G\EEP VKKIMEKKYHN VG 

LSKCELK\VA\MSKEQYQQ\Q\QQW 

DSRGGCAGRA\RGRGGDQ\QSGYG 

K\VSRRGG\HQ\NSYKPYLNYSICNL 

SPTAGTSLQALCRADFRFSQARSMR 

TG*RDAPRSRMLPFGGEAVFS\NLKI 

HL/NGGSCHLLIAVQTKF\LYQVPE 

WKYDVGSL 


2160 


7657 


A 


2339 


1070 


1238 


PQRDFQFFLLWPPGGEAWFSNLKMP 

FERGSCHLLIAVQTKF\LYQVPEWK 

YDVGSL 


2161 


7658 


A 


2342 


1 


456 


RPRRPQREPTMVLSPADKTNVKAA 

WGKVGAHAGEYGAEALE/RMFL/SF 

PTTKTYFPHFDLSHGSSQVKGHGKK 

VADALTNAVGHVDDMPNALSALS 

DLHAHKLRVDPVNFKLLSHCLLVT 

LAAHLPAEFTPAVHAFLDKFLASVS 

TVLTSKYR 


2162 


7659 


A 


2343 


2 


512 


GLEFGTSHRLRENPPWCLSPAVDKT 

NVKAVAWGKVGAHAGEYGAEALE 

RMFLSFPT\TKTYFPHFDL\SHGF\AQ 

VKGATAKKVA\DALTKAVAHRGRT 

CPN\ALSALSGPATAHKL\RVGPGST 

FKLLKPLACLVDPGPAHLPRPSFNP 

WRLQGFLGTKFLGFLVEAPLLEPSK 


2163 


7660 


A 


2344 


265 


426 


SFSISVFAACLALPMAQPQ*PCSQK 
V*QHCRVYMHAHTWPLCLQDVLV 
ECCSQS 


2164 


7661 


A 


2345 


56 


341 


IVTLDWSRNLKYNRCWSKCYILSSS 
DSSSSFRDSFTNPAEF*FKSFILNFV 
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SEQID 
NO: of 

n iirlpn-tiHp 

sequence 


SEQ ID 
NO: of 

JJl.JJ 1 III c 

sequence 


Me 
tho 


SEQ ID NO: 
in USSN 

007770 I^O 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














MYYVNYFCNFFNDITAGHFFHLKL 
LYFRLCSLPGFADGTAPITV 


2165 


7662 


A 


2346 


333 


534 


LMEDMKLFQKI * EKKQRNMLRNL * 
RKKMNQMM/YNM*HLLQHLLYFK 
FLLAHPM * LFSPGL YILSNFH 


2166 


7663 


C 


2347 


117 


386 


MDILICTDFGSVNYFNVWRLPKSYL 
SLFYSRIYIVHDEVKDKAFELELSW 
VGELTNGRHEIVPKDIREEAEKYAK 
ESLKEEDESDDDNM* 


2167 


7664 


A 


2348 


2 


359 


FEDGVLLCHPRLEGSGT\ISAHCNL\S 
LPGFKRSSCLRLP\SSWDYRNMPPY 
PGYFCIFGFTNNTETGFHQASFKLL 
NSRDLPTLAPVKCWDYRHEHCTRP 
LKYIFYQRY SHCMLEQHLLN 


2168 


7665 


A 


2349 


648 


887 


SWKLLLLLCLLKNEHLPTKPATGHS 
NIADQTLKKSFCLEPFFHKV*KGLIF 
LTPRTTPSLHLIPIAVLLFSTAFIAYS 
T 


2169 


7666 


A 


2350 


306 


449 


EIKKKYLLPGVVAHACKPSTLGGR 
GGQIISGQEFET\SLTNMAKPCFF 


2170 


7667 


A 


2351 


1 


625 


NFALEAKNSARAISSYVQTPMGHFT 

RGGPRLTITSLWGK\VNVE\DAGGE 

TPGKGSLVVYP\WT\QRFFDSFGNLS 

SAFCPSWPTPKVKAHGK\KVLT\SLG 

DAHKSTWDDLKGHLLPKPEVNLHC 

\DKPAMWDPENFKAPGEMCLVTRF 

GQSLFRQKNFTPEGCRASLGKKDG 

ELQLASCPGPSQITTEASWPMNSEA 

FKDKAFILASNYK 


2171 


7668 


A 


2352 


1324 


1671 


IVQTLSLTSKSSCRSTEPCTSCLPDLP 

QVGTTCRPHGTCC/NRCHVGGLMN 

PLKPNC/GCRKCNCGYLYIYLKGQR 

LHPRGKFQPGNNHRFSCTQSVHMDI 

THGSGMFSLCFPGSTMF 


2172 


7669 


A 


2356 


8 


564 


SAQMAVTTADPRVRPRVRTQLCSL 

ASLIQTLLVHLTPEEKSAVTALWGK 

VNVDEWGGKALGRLLVVYPWTQR 

FL\ES\FGDLSTPNAVMANPKVKAHS 

\KKI\LGALLVVGLAHL\DNLKGTFA 

HTEVSLHCDKLHVVDPENFQAPGAT 

CLVLCAWANHFWQKNFTPPVXQAC 

LFRKLVAGWANALAHK 


2173 


7670 


A 


2357 


23 


679 


GLLTSGGAHLSPSRVTQGIYYMSAL 

SEMPKPPDYSELSDSLTLAVGTGRF 

SGPLHRAWRMMVNFRQRMGWIGV 

GLYLLASAAAFYYVFEISETYNRLA 

L\EHIQQHPEEPLEGTTW\THSLKAQ 

LLSLPFW\VWDSYFFWVPY\LQMFF 

VSLYSCYKELDPQNSGGYCYPSPIW 

LWAVYFGNRHHAFA^VKASNSDSA 

DLQLIDTVKSVTRFFPLRITKTGQS 


2174 


7671 


A 


2358 


17 


392 


SFKMADQDPAGMSPLQQMVASGT 

GAVVTSLFMTPLDVVKVRLQSQRP 

SMASXDAFVKIVRHEGTRTLWSGLP 

ATLVMTVPATAIYFTAYDQLKAFL 

CGRALTSDLYAPMVAGALARREHR 

LGPLTS 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X— Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 


2175 


7672 


A 


2359 


1 


725 


RFTGTMDAFVKIVRHEGTRTLWSG 

LPATLVMTVPATAIYFTAYDQLKAF 

LCGRALTSDLYAPMWAGALARALSI 

VLGL*PPSVPTSAQTQSVPAPSPNLC 

QPRDRGVF*VPRPGTAGR*CHVRPV 

ISLLPIVTPNPHTVGTVTVISPLELMR 

TKLQAQHVSYRELGACVRTAVAQG 

GWRSLWLGWGPTALRDVPFSALD 

WFNYELVKS/WLNGLRPKDHTSVG 

M/SFVAGGISRTVAAELTLPY 


2176 


7673 


A 


2360 


102 


1573 


SFKMADQDPAGISPLQQMVASGTG 

AVVTSLFMTPLDVGKVRLQS\QRPS 

MASELMPSSRLWXSLSYTKLPSSLQS 

TGKCLLYCNGVLAEPLYLACPNGAR 

CATWF\QDPTRFTGTMD\AFVKIGE 

ARGAPRTLWSGLPATLVMTVPATA 

IYFTAYDQLKAFLCGRALTSDLYAP 

MVAGALARLGPVELWISPLGALCS 

NKACRVQHVVRNRELG\ACVRTAV 

AQGGWRSLWLGWGPTALRDVPFS 

VHPPPQAL\YWF\NYEL\VRSWL\NG 

LRPK\DQTSVG\MSFV\AGGISRTV\A 

AVLTLPF\DVVKTQRQ\VALGAL\EA 

VKSEPPCNVDST\WLL\LRRIR\AESG 

TKGTLLQASFPRIMKGCPPSCAMMIQ 

HLIEFRQKAFFPRGLNPGTGFLGGL 

EKGPKEGKDPVSSQREWGRGQGGD 

PSQSAFSSALREGGLFSLPLPATKLP 

GQGCPSGRPSTSSRHNFFLLLPVVGI 

ITYPPPKFKTKSSELPPFVFPCGLL 


2177 


7674 


A 


2361 


1 


215 


QPVMSEEESDQYLAVLTFPRCVLV 

MIHTHAQVLNHVCIYVCVHMSVAV 

Y/ISACRATDPDTHTCVYMYIQTY 


2178 


1615 


A 


2362 


3 


543 


TRNTLGWEVSSFSPLLSSCLNMVRT 

KADSVPGT\QEKVVAARAPRKGL\G 

SSTSAHLIRPSVSIEESLKNKYARRE 

PPFCVRP/TLPKWAKREIGEFFR\LSP 

KDSEKENQI\PEE\AGSSGL\GKRQRR 

KSMFLLQPGFTQLMEKGLGTFLHFI 

FGLTSPLFYPGYSRKVKFTINGVWF 

QLGFG 


2179 


1616 


C 


2363 


69 


290 


MCLWNCCRKTQLAADILWLTAPAS 
PRDLRLGCVAEVFLARWELFGEDSF 
REKFFGFFFRDGWQPFFLLSAGER* 


2180 


1611 


A 


2364 


663 


793 


DGDSVMVLPTIPVEEEAKKLFPKGVF 
\TKELPFGKKYLRYTPQP 


2181 


7678 


A 


2365 


1 


726 


MPGGLLLGDVAPNFEANTTVGRIRF 

HDFLGDSWGHSFSQP/RGGFTPWCA 

PRSFARAAKLAPDFAKR\NVKLIALS 

IAVFEDHLC/AESKDIHVYHCE/ESPT 

EKLPFVPIIDDRNRELANPVGACWIP 

AEKDEKG/LCPVTASVWCFVFGP** 

RKLKAVYPSYPSYPLAGNFE*RFLR 

VVHLLSQLTA/EKKRVAHPQLIWKD 

GD\SVMVLPNPSPEEEA\KKLFPEKE 

SFTQKELPNLAKKYLXRYTPQP 


2182 


7679 


A 


2366 


3 


452 




2183 


7680 


A 


2367 


1 


627 


TLLVPQDSERTHPWLLSPADKNTNV 
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SEQ ID 
NO: of 
nucieo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; *=Stop 
codon; /-possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














KAVAWGKVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHF\DLSHG\SAQV 

KGATGKKVADALTKRRGAPLDDM 

PNAL/SSALEATLHAHKL\RVGPGST 

SKLLKPLACLVDPGPAHLPRPSSTP 

GGCNVFPGTKFPGLFVEAPLLEPSK 

LPLKLGSLRLAIVFLPLWGFPPAPPP 

LSCTRTPVVFEIKS 


2184 


7681 


A 


2369 


1 


467 


GTSACGVASLSVVDCVPAPFSQQQP 

LPEGERTLGGRHRLRTRARALHPAP 

ACFCHASLCVCM/CA/CVLVCGLLC 

EHQSDSIHCLCHLCLCKCNYLCIRA 

ASSQHLKCHWVGGNKTCFGPDDLF 

GGRSEPTFETLSGEPATPADGKTGS 

CTGPERYQM 


2185 


7682 


A 


2370 


131 


406 


EAMGILKLQVFLIVLSVALNHLKAT 
PIESHQVEKRKCNTATCATQRLANF 
LWHSSNNLGGILSSTNVGSNTYGK 
RNAVEVLKREPLNYLPL 


2186 


7683 


C 


2371 


257 


422 


MQVCFRQGFTLPKGHHGLIATLGA 
PQLYMFLVLRASLFLWLSXFXRSX 
KLXXXRN* 


2187 


7684 


A 


2372 


621 


1202 


GVPEPRARPSTSGMNGDRIRLPCWR 

NDRQK\THML\DVMQDHFSRASSIH 

RRALSRDRFFTREPQ\DT\YHYL\PFQ 

PCPHRRP\HFFFPKSRNRPAA*CPFSS 

\TKPLNFHAMFQPFLEMI\HEGSAGP 

WDIHFHSPAFQHPPTEFIREGDYDDR 

DCCAGEI\RHNSTGLPCGLKDQVVT 

K\CREDLVLWDCFHQQPLPG 


2188 


7685 


A 


2375 


154 


1702 


1GHRDPARGRSCRCSGYYSRMVCE 

KLAPQSEMASAGWSLRATILCLLA 

WAGLAAGDRVYIHPFHLVIHNESTC 

EQLAEANAGKPKDPTFIPAPIQAKTS 

PVDEKALQDQLVLVAAKLDTEDKL 

RAAMV\GMLANF\LGFPYYMGMHS 

E\LWGV\VHG\ATVLSPTAVFGTLAS 

LYLGALDHTADRLQAILGVPWKDK 

NCTSRLDAHKVLSAUQAVTGLLVA 

PGRADKQA\QLL\LSTVVGVFTAPG 

LHLKQPFVQGLALYTPVVLPRSLDF 

TELDVAAETID\RLMQAVTGWKTG 

CSLTGAKADSTLAFNTYVHFQGKM 

KGFSLLAEPQXEFWVDNSTSVSVPM 

LSG\MGTFQHWSDIQ\DNFSVTQVPF 

TD\SAFLLLIQPHYASDL\DKVEGLT 

FQQN\SFNWMRKLF\PRTIHLTMPQL 

VLQGSY\DLQDLLRPGSSCPPFLHTE 

LNLGRISGN\DRIRVGEVLNSIFF\EL 

EADEREPTESTQQLNKPXEVLEWPL 

TRPF\LFAVY\DQGATALALSWGRV 

GKPA 


2189 


7686 


A 


2376 


181 


353 


VGDRCEGNGNEARGHWKREVCCP 
GARSGASV*GSSGRLGLCL*VGTRE 
AG * PG YPASL VPT 


2190 


7687 


A 


2377 


1550 


1823 


GRLLDEPQAAHKFLRGEMGGQSPG 
VRGTELLGAFSLPGES/GSPGRASPL 
PFPPNLEKTVTFQSLLGPLKIPKEPG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














LKEIKLTNVKKSKTLP 


2191 


7688 


A 


2378 


134 


321 


G CF * KGRDLFADKMQEHSL Q * FTAL 
FQPTNQKISSWVCGPKVNFKAIKTG 
SRSGKAIQNVES 


2192 


7689 


A 


2379 


1 


602 


RTRASTRPSRDYGNAVLWTRTSHP 

RPLTEPEPRATMSHGKGTDMLPEIA 

APWGFLSSLLRTRGCVSEQRLKVFS 

GALQEA\LTEHYNHHWFPEKP\SRG 

SG\YRCIRI\NHK\MTPIISRVASQ\VG 

LSQAQL\HQLLP\SELTLWVDP\YEV 

S\YRIGEDGSICVLYE\EAPLAASCGA 

SFT/CARNQVACWGRSSPSK\NYVM 

AVSS 


2193 


7690 


A 


2380 


28 


423 


SKPLKMADDLDFETGDAGASATFP 

MQCSALRKNGFVVLKGRPCKIV*M 

STSKTGKHGH AK VHL VG IDIFTGKK 

YEDICPSTHNMDVPNIKRNDFQLIGI 

QDGYLSLPQESGGGIRDPLNLQRPP 

PRAWPGSG 


2194 


7691 


A 


2381 


1 


930 




2195 


7692 


A 


2382 


171 


695 


NRQDDLDFETGDA\GASATFPM\QC 

SALRKNGFVVLKGRPCKIVEMSTSK 

TG\KHGHAK\VHLVGIDIFTGK\KYE\ 

DICPSTHD\MDVP\NIKRN\DFQLIGI 

QGWGTLSLALQYDSGEVREDL/RVSP 

EGDL\GKEIEQKYDCGEEILIP\VLSA\ 

MTEEAAWAIKAHGKITGSPGVAVV 

ASK 


2196 


7693 


A 


2383 


789 


1380 


IPYFLMVYGLQTLMCKHITRRIRDH 
LHEAMNYFLIPSSPFLEANPPPPTPG 
TJCPAC/YPPPPRAGQQLACFLSIPPL 
FPNLPIPPQKKDYWVLLSLGAPKFK 
GYLVLCCMLQEPCRKQPGKSTGWI 
RNYPSWMHLATSTPQLRRGSKEVH 
NYKTMGSRPQKRYETGPGTQGGAE 
RILLSKPGRWRGSPGQEQVLGLQ 


2197 


7694 


C 


2384 


248 


433 


MSGILVLNLFLTLGSVGPSSSVTLLV 
LSVHQLPACAKLEKGNNLHPCPNSS 
FPPRDFCVHPP* 


2198 


7695 


A 


2385 


1 


1108 




2199 


7696 


A 


2386 


1 


1528 


MGTRAARPAGLPCGAENPARRRLA 

LGARQQIHSWSPRTPSTRLTAPAGP 

ARGVARPAMAPDPVAAETAAQGPT 

PRYFTWDEVAQRSGCEERWLVID\R 

KVYNMNEFTRRHPGGSRVISHYAG 

QDATDPFVAFHINKGLVKKYMNSL 

LIGELSPEQPSFEPTKNKELTDEFRE 

LRATVERMGLMKANHVFFLLYLLH 

ILLLDGAAWLTLWVFGTSFLPFLLC 

AVLLSAVQ\AQ\AGWLQHDFG\HLS 

VFSTSK\WNHLL\HHFVIGHLKGAPA 

SWRNHMHFQHHAKPNCFRKDPDIN 

MHPFFFALGKILSVELGK\RKKKF\M 

PYNHQHKYFFLIGPPALLPLYFQWY 

IFYFVIQRKKWVDLAWMITFYVRFF 

LTYVPLLGLKAFLG\LFFIVRFL\ESN 

WFVWVTQMNHIPMHIDHDRNMXD 
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SEQID 
NO: of 
nuclco-ticle 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
seauence 


Nucleotide 
location of last 
codon for last 
amino acid of 

npriHdp 

llvllUUV 

sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 














W\VSTQLQ\ATCNVHKSC/AFNDWV 
SVGVHFNFQIEHHLFPTMPRHNYHK 
VAXPLVQSLCAKHGIEYQSKPLLSAF 
A\DIIHSLKESG\QLWLDAYLHQ 


2200 


7697 


A 


2387 


45 


949 


APWWWYHPERLLGYPIAATLPSRL 

VLPGEVEPSTQWCSPLRLEPQFHLL 

PLQHLRRDSSSLSPPLPALGRTRGRR 

SSAPAHGDESCSLLPRPLSLAHGEP 

GGRRRAEACSRLSRSRGRHSMTEPR 

STSASAAHAAAFCCFCCCRPPRPRP 

LAPPPP*PCR*SRRGCAGIDGAAAD 

VALGHPPE/HCPVPDVQMTSRRLMF 

IQLSQSPGVHCTSPHFSAPPTWCRR 

GPGSPATSPPPLHTLPAVVAAPRAL 

RRAADRGRGRGLDRGVACAAERL 

QRQQLSRQSQQSRSEAQPDPAMEQ 

PRKRW 


2201 


7698 


A 


2388 


804 


985 


VGGDSQDLRDPVPPQTAPPPPNSLS 
PPALSPRCASPSYPQKCLP/PPVTHR 
SACLSSAHRTHKKGQELVTG 


2202 


7699 


C 


2389 


258 


461 


MSVTFIAVARGKLFFENLGHSELPL 
SLEWQTSDGEVEARGSRGGEALPR 
PGSMQPCPADVTRRPPTRP* 


2203 


7700 


A 


2390 


1 


370 


GTRVTSGGGSRRPGMAAWSPAAA 

APLLRGIRGLPLHHRMFATQTEGEL 

RVTQMLKRKVSPRLQLIKVTDISGG 

CGA\MYEIK1ESEEFKEKRTVQQHQ 

MA\NQALKEEIKEMHGLRIFTSVPK 

R 


2204 


7701 


A 


2391 


1 


1107 




2205 


7702 


A 


2392 


1 


1230 




2206 


7703 


A 


2393 


1 


908 




2207 


7704 


A 


2394 


177 


934 

- 


PGLSQEPSGSMETVVIVAIGVLATIF 

LASFAALVLVCRQR\YCR\PRDL\LQ 

RYDSKPIV\DLIGAM\ETQSEPS\ELE 

L\DDVVITNPHIEAIL\EN\EDWIEDAS 

GLMSH\CIAIL\KICHTLTE\KLVCHD 

NGALGAKMKTSASVSDIIVVAKRIS 

PRVDDVVKSMYPPLDPKLL\DART\ 

TALLLSV\SHLVLVTRNACHL\TG\G 

LDWI\DQSLS\AAEEHLEVLREAAL\ 

ASEPDKGLPGPXEAFLQEPVLQFSAY 

RPAA 


2208 


7705 


A 


2395 


1 


333 


GTRGERKAGLARGQVCGLSPPFPKT 

NKESFPNSQLNPFWNYACGASLSLV 

SFSCPATRLCGNALLPSLFFSMRGF 

GLAVRIRDNDSRLLSRMTSMCSISR 

VPEHVEFPNPK 


2209 


7706 


C 


2396 


7 


279 


MXKGSPRXNFLECEKKSGQNPWAG 
LLRPWWVGHPSAKPLIPVFSSISFPL 
YNPHFPIXILCNKLKSHVCKKASKY 
TNNPISQQWTLSFIK* 


2210 


7707 


A 


2397 


35 


416 


SRAVEFVRSCAGYGERKAGLARGQ 
VCGLSPPFPKTNKESFPNSQLNPFWX 
NYVWGLGPCGASLSLWSFSCPATR 
LCGNALLPSLFFSMRGFGLAVRIRD 
NDSRLLSRXMTSMCSISRVPEHVEFP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
a 


SEQ ID NO: 
in USSN 

ftOHTA 

/ /UjloU 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














NPK 


2211 


7708 


A 


2398 


3 


344 




2212 


7709 


A 


2399 


1 


1359 




2213 


7710 


A 


2400 


1 


463 


LAQAACGPAALQLCPAGHGAAMA 

ATFFGEVVKAPCRIAGTEDEEEEEE 

GRRETPEDREVRLQLARKREVRLLR 

RQTKTSLEVSLLEKYPCSKFIIAIGN 

NAVAFLSSFVMNSGVWEEVGCAKL 

WNEWCRTTDTTHLSSTEAFCVFYH 

LKSNPSVFLCQCSCYVAEDQQYQW 

LEKVF\GSCPRKNMQITILTCRHCT\ 

DIKTSESTGSLPSPFLRALKTQNF\K 

DSACCPLLEQPNIVHDLPAAVLSYC 

QVWKIPAILYLCYTDVIGLDFI\TVE 

AFKPILSYR\SLKGLV\KNIPQSTEIL\ 

KKLMTTNEIQSNIYT 


2214 


7711 


A 


2407 


160 


441 




2215 


7712 


A 


2408 


107 


691 


RTAILSRMKIFLPVLLAALLGVERAS 

SL\MCFSCLNQKSNLY\CLKPTICSD 

Q\DNY\CVTVSAS\AGIG\NLVTFG\H 

SL\SKTCFPCLAPFPEGRSMLGV\AS 

MGHSAFCQSFLVAIFSCGPMAGLRG 

KRSPLLGARACCLSLAGRALURFG 

PLDRPEPCSPDPPAQEGKPSPFWIPQ 

CMGAPDSSRALICALGPRSG 


2216 


7713 


A 


2409 


2 


432 


GRPPPDVEVMTSLKVDNLTYHTSP 

DVYIPRDRYTKESRCFAFVRFHDKR 

DAEDAMDAMDGAVLD/GSELRLQ 

MARYGRTPDSHHSRRGPPPRSYGC 

VGYGRRSRSPRLRRMP/RSRSRSRSR 

SRSRSRYSRSKSRSRTRSRSRSTS 


2217 


7714 


B 


2410 


1522 


2003 


MAIIYGVFSASNLITPSVVAIVGPQL 

SMFASGLFYSMYIAVFIQPFPWSFY 

TASVFIGIAAAVLWTAQGNCLTINS 

DEHSIGRNSGIFWALLQSSLFFGNLY 

1YFAWQGKTQISESDRRTVFIALTVI 

SLVGTVLFFLIRKPDSENVLGEDESS 

DDQDMEVNESAQNNLTKAVDAFK 

KSFKLCVTKEMLLLSITTAYTGLEL 

TFFSGVYGTCIGATNKFGAEEKSLIG 

LSGIFIGIGEILGGSLFGLLSKNNRFG 

RNPVVLLGILVHFIAFYLIFLNMPGD 

APIAPVKGTDSSAYIKSSKEVAILCS 

FLLGLGDSCFNTQLLSILGFLYSEDS 

APAFA1FKFVQSICAAVAFFYSNYLL 

LHWQLLVMVIFGFFGTIFFFTVEWE 

AAAFVARGSDYRSIMLKSFLDSGDI 

LAQLCRRQQPRAPLTIRTSPDTLRR 

VFEKYGRVGDVYIPRDRYTKESRGF 

AFVRFHDKRDAEDAMDAMDGAVL 

DGRELRVQMARYGRPPDSHHSRRG 

PPPRS* 


2218 


7715 


A 


2411 


2 


229 




2219 


7716 


A 


2412 


3 


353 


FPLPFFTLVIWPG1RKFKLVHADGSL 
CEIFLIGPFKNMAGWNISVPYWFDQ 
SLSKYVPETETMCTLMEGKLNFFLF 
KPRCIGKQCKRRTWGKRTT* SIRRR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO; of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of test 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














SPWNKQLGYLKRLFW 


2220 


7717 


A 


2413 


18 


282 


DPLKSGPRNRS*TRWTPSPRS\ARRS 
KSKSLSVSRSRSRSRSR\SRSRESLPP 
VSKRESKIQVAMGEKREGSPPSSP\E 
EEGAGVLLRK 


2221 


7718 


A 


2414 


2 


830 


LRSPSVLFCGKAFPVSPRGRQLPER 

RGVAPPRAEEAGASSRGSGPPLRA 

MSYGRPPPDVEGMTSLKVDNLT\Y\ 

RTSPDTLEGAVFEKAYGRVGDVVHP 

RGIRYTKGSSRGFAFVRFHDKRDAE 

DAMDAMDGAVLDGGELRVQMAR 

YGRPPDSHHSRRGPPPRRYGG\G\GY 

GRRSRSPRRRRRSRSRSRSRSRSRSR 

SRYSRSKSRSRTRSRSRSTSKSRSAR 

RSKSKYSSVSRSRSR\SRCRCGYRSP 

PPVSKRESKSRSRSKSSPKSS\EEEGA 

VSS 


2222 


7719 


A 


2415 


1 


320 


RGRASKECSGLSAHLVIHCGEKPYK 

CNECTRTSGTN/SSLTQQRSHTAEKP 

YTRNECGKVFG/HIARHQ11HSTEKP 

YKCN/NTLKAFSKHSGLMAHLLIDR 

PEKLCHYS 


2223 


7720 


A 


2416 


733 


1005 


NPQTPMKNCPWPLEKKAEPRPFLGS 
SMPLGFCPHGPPCSCDF\LETHF\LDE 
\EVKLIKKMGDHLTNL\HR\LGDPEA 
GLGEYLFERLTLKHD 


2224 


7721 


A 


2417 


148 


1057 




2225 


7722 


A 


2418 


87 


241 


EGGLGNDPMTTDCSMAA*LFK**SP 
SS*ALGSFCEAQIIQSSKGLFSRGSC 


2226 


7723 


A 


2419 


1 


924 




2227 


7724 


A 


2420 


1 


1004 


MPVGAGRRAKGDPATLGALAVFTV 

GAKRSKGHSPKPHPAGRLPPLPPLR 

QRSTPMIDTLRPVPFASEMAISKTV 

AWLNEQLELGNERLLLMDCRPQEL 

YESSHIESAINVAIPGIMLRRLQKGN 

LPVRALFTRGEDRDRFTRRCGTDTV 

VLYDESSSDWNENTGGESVLGLLL 

KKLKDEGCRAFYLEGGFSKFQAEFS 

LHCETNLDGSCSSSSPPLPVLGLGGL 

RISSDSSSDIESDLDRDPNSATDSDG 

SPLSNSQPSFPVEILPFLYLGCAKDS 

TNLDVLEEFRGSSPYMILFHYGEMG 

TSYVPI\TSHFRQKLAQGFPVSTGTP 

GFIYSAK 


2228 


7725 


A 


2421 


686 


1812 


TCPVARASLTRGEDRDRFTRRCGTD 

TVVLYDESSSDWNENTGGESLLGL 

LLKKLKDEGCRAFYLEGGFSKFQA 

EFSLHCETNLDGSCSSSSPPLPVLGL 

GGLRISSDSSSDIESDLDRDPNSATD 

SDGSPLSNSQPSFPVEALALPSYLGC 

A\KDSTNLDVLEEFGIKYILNVTPNL 

PNLFENAGEFKYKQIPISDHWSQNL 

SQFFPEAISFIDEARGKNCGVLVHCL 

AGISRSVTVTVAYLMQKLNLSMND 

AYDIVK\KKKSNISP\NFNFMG\QLL 

GLSRRDAGDSAGPCGQQGSRHSRL 

YFYHPFPTRNVLPGWDFLQSTWKD 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for ni*nfifl<* 

sequence 


Nucleotide 
location of last 
codon for last 

«f llllliu <H1U \fl 

peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \-possible 
nucleotide insertion) 














PTPFLAGMCLALQQFLLAASAGAA 
FFVCGPRCQNDTKLSVLRQGYQVR 
ELG 


2229 


7726 


A 


2422 


66 


187 


WGGGGSAAAAMEANWTAFLFQAH 

EASHHQQQAAQNSLLPLLSSAVEPP 

DQKPLLPIPITQKPQGAPETLKDAIGI 

KKEKPKTSFVCTYCSKAFRDSYHLR 

RHESCHTGIKLVSRPKKTPTTVVPLI 

STIAGDSSRTSLVSTIAGILSTVTTSS 

SGTNPSSSASTTAMPVTQSVKKPXSK 

ACKKNHACEMCGKAFRDVYHLNR 

HKLSHSDEKPFECPICNQRFKRKDR 

MTYHVRSHEGGITKPYTCSVCGKG 

FSRPDHLSCHVKJHVHSTERPFKCQT 

CTAAFATKDRLRTHMVRHEGKVSC 

NICGKLLSAAYITSHLKTHGQSQSIN 

CNTCKQGISKTCMSEETSNQKQQQ 

QQQQQQQQQTHVT\SWPG\KQVET 

LR\LWEEAVKARKKEAANLCQTST 

A A TTP VTL TTPFS ITS S VS SG TMSNP 

VTVAAAMSMRSPVNVSSAVNITSP 

MNIGHPVTITSPLSMTSPLTLTTPVN 

LPTPVTAPVNIAHPVTITSPMNLPTP 

MTLAAPLNIAMRPVESMPFLPQALP 

TSP\PWRPTGPRSCSRPMKLPITNSR 

QHRTACCPS 


2230 


7727 


A 


2423 


3 


111 


RTSLVYDYPLRRRWLRRQRGGGGF 

CFGCGGRSPGPGFGLSPTVVTLAEL 

LVLLAALLATVSGYFVSIDAHAEEC 

FFERVTSGTKMGLIFEVAEGGFLDIN 

DVEITGPDNIGILPTRLYNLSGKYTF 

AAHMDGTYKF\CFSN\RMSTMTPKI\ 

VMFTI\DIGEAPK\GQD\METEAHQN 

KL\EEMINELAVA\MTAVKH\E\QEY 

MEVRERIHRAIQRTTQNSRVVLWSF 

FEALVACCHDIWGQIYYLEGDFFEV 

RRSCFKKPLPG 


2231 


7728 


A 


2426 


89 


136 




2232 


7729 


A 


2427 


1 


916 


MFYHLVPDGKKPGATLKATSAPKG 

KANGGRQAHAPPRWASAGDVTHS 

AISELRESATAAASASSESAGSGPR 

MKSVIYHALSQKEANDSDVQPSGA 

QRAEAFVRAFLKRSTPRMSPQARE 

DQLQRKAVVL\EYFTRHKRKEKKK 

KAKGLSARQRRELRLFDIKPEQQRY 

SLFLPLHELW\KQYIRDLCSG\LKPD\ 

TQPQMIQAKLLK\ADL\HGGLFISVT 

K\SKWPLLMLGITGNPFYQETK\HIF 

QNLSPKGRPALKVIPPSLNCRVPLW 

KPDGFIPPTFTGSKFPSLGQVNR\SA 

KKFQSEGNRLTL 


2233 


7730 


A 


2428 


2 


484 


PDSSGPHRLRENPPWCLSPADKTNV 

\KAAWG\KVGAHAVRSMCAEALER 

MFLSFPTTKTYFPHFDLSHGFCPGL 

RATGKKVD\EALTKRRGAPLDDMP 

NAL/SSALEATLHAHKURVGPGSTS 

KLLKPLACLVDPGPGPPSPAEFHPL 

RCNVFPGDKVSWVSC 
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SEQ ID 

lN\J. 01 

nucleo-tide 
sequence 


SEQ ID 
INU: ol 
peptide 
sequence 


Me 
the 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 

£* t\e\r\n far locf 

amino acid of 

peptide 

sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib1e nucleotide deletion; \=possib!e 

i i uucoiiuc iiiscriionj 


2234 


7731 


A 


2432 


197 


332 






7732 


A 


2433 


1 


1788 




2236 


7733 


A 


2434 


3 


111 




2237 


7734 


A 


2435 


220 


423 


HEELKSGPYYLLTFRDCFLHFWALV 

SKR/LALNFM*TSAPT*KALSKRNIC 

LVNKNRNIKIPYPKKKKK 




/ /35 


A 

A 


2436 


273 


499 


RSGVRDQPGQHGKITSLLKIQKLAR 
RGG ACL* SQLLRRLRQENRLNPGG 
GGCSEPRSCHCTPAWETEQDSISKIK 


2239 


7736 


A 


2437 


1 


1176 




z24U 


7737 


A 


2438 


245 


394 




2241 


7738 


A 


2439 


458 


701 


GPAPTRRGP APHG AHTR* *PAGTAR 
AACGSA*SAGTASPAHKGKGHHPG 
SRASGTGPGPCQRRRRSDHSSAGK 
WPLREASL 


2242 


7739 


A 


2440 


365 


814 


AALRSSENSSRHRSLVKMSDKKAK 

DPVNXKSGGQGPKRKNWSKGKSSG 

TSFNN\LVLFDKATYDKLCKEVPNY 

\NLITPAVGSERL\KIRGSLGQGKPFQ 

ELLS\KGFIPNWFSKHRASSYFTPGIT 

KGGXDAPSLLGEDCMNRSNPPVHLE 

K 


2243 


7740 


A 


2441 


41 


565 


APSPRRPWGHFTEED\KATIK\NLWG 

KGEMWKDAGGKNPWERLPWLSYP 

MGPQRFFDQLLANLSLCPLPIMGNP 

PKVKGTWPRKVLTSLGXSAHKSTW 

DDLKGHLLPKPEVNLHC\DKPAMW 

DPENFKAPGEMLLVTRFGQSHFRQ 

KNFTPGGCRASWGRKMGDLELASA 

LVPSRYH 


2244 


7741 


A 


2442 


3 


284 




2245 


7742 


A 


2443 


1 


3339 


VEGMTCQSCVSSIEGKVRKLQGVV 

RVKVSLSNQEAVITYQPYLIQPEDL 

RDHVNDMGFEAAIKSKVAPLSLGPI 

DIERLQSTNPKRPLSSANQNFNMSET 

LGHQGSHVVTLQLRIDGMHCKSCV 

LNIEENIGQLLGVQSIQVSLENKTAQ 

VKYDPSCTSPVALQRAIEALPPGNF 

KVSLPDGAEGSGTDHRSSSSHSPGS 

PPRNQVQGTCSTTLIAIAGMTCASC 

VHSIEGMISQLEGVQQISVSLAEGTA 

TVLYNPSVISPEELRAAIEDMGFEAS 

VVSESCSTNPLGNHSAGNSMVQTT 

DGTPTSVQEVAPHTGRLPANHAP\D 

I\LAKSPQSTRGSGHRRKCFFTDSKG 

MTCVASCVSNIERNLQKEAGVLSVL 

VALMAGKAEIKYDPEVIQPLEIAQFI 

QDLGFEAAVMEDYAGSDGNIELTIT 

GMTCASCVHNIESKLTRTNGITYAS 

VALATSKALVKFDPEIIGPRDIIKIIES 

KTSEALAKLMSLQATEATVVTLGE 

DNLIIREEQVPMELVQRGDIVKVVP 

GGKFPVDGKVLEGNTMADESLITG 

EAMPVTKKPGSTVIARSINAHGSVLI 

KATHVGNDTTLAQIVKLVEEAQMS 

KNPNKHISQTEVIIRFAFQTSITVLCI 

ACPCSLGLATPTAVMVGTGVAAQN 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














GILIKGGKPLEMAHKIKTVMFDKTG 

TITHGVPRVMRVLLLGDVATLPLRK 

VLAVVGTAEASSEHPLGVAVTKYC 

KEELGTETLGYCTDFQAVPGCGIGC 

KVSNVEGILAHSERPLSAPASHLNE 

AGSLPAEKDAVPQTFSVLIGNREWL 

RRNGLTISSDVSDAMTDHEMKGQT 

AILVAIDGVLCGMIAIADAVKQEAA 

LAVHTLQSMGVDVVLITGDNRKTA 

RAIATQVGINKVFAEVLPSHKVAKV 

QELQNKGKKVAMVGDGVNDSPAL 

AQADMGVAIGTGTDVAIEAADVVL 

IRNDLLDVVASIHLSKRTVRRIRINL 

VLALIYNLVGIPIAAGVFMPIGIVLQ 

PWMGSAAMAASSVSVVLSSLQLKC 

YKKPDLERYEAQAHGHMKPLTASQ 

VSVHIGMDDRWRDSPRATPWDQVS 

YVSQVSLSSLTSDKPSRHSAAADDD 

GDKWSLLLNGRDEEQYI 


2246 


7743 


A 


2445 


14 


503 


NNDFIVIGTGTEFGIPGPTHAYEKTT 

II YDDYNCL* QQELETENQNLQNRQF 

YDKRKLEAMLQGMVTETTMKWEK 

ECERRVAAKQLEMQNKLWVKDEK 

LKQLKAIVTEPKTEKPERPSRERDR 

DKVTQRSVSPSPVPLLFQPV*NAPPI 

RLRHRRSRSVGDRWV 


2247 


7744 


B 


2446 


226 


347 


XGKIIVASCFPFFSSRKRRSSTVAPA 
QPDGAESEWTDVETR* 


2248 


7745 


A 


2447 


8 


2985 


WIQYSSTTLPNDWNKRKKKEKKA 

MLSARAKTPRKPTVKKGXPKRTLKT 

QLG/YYCRVRPLGFPDQECCIEVINN 

TTVQLHTPEGYRLNRNGDYKETQY 

SFKQVFGTHTTQKELFDVVANPLV 

NDLIHGKNGLLFTYGVTGSGKTHT 

MTGSPGEGGLLPRCLDMIFNSIGSF 

QAKRYVFKSNDRNSMDIQCEVDAL 

LERQKREAMPNPKTSSSKRQVDPEF 

ADMITVQEFCKAEEVDEDSVYGVF 

VSYIEIYNNYIYDLLEEVPFDPINPNL 

HNLNCFVKIKNHNMYVAGCTEVEV 

KSTEEAFEVFWRGQKKRRIANTHL 

NRESSRSHSVFNIKLVQAPLDADGD 

NVLQEKEQITISQLSLVDLAGSERTN 

RTRAEGNRLREAGNINQSLMTLRTC 

MDVLRENQMYGTNKMVPYRDSKL 

TAHLFKNYFDGEGKVRMIVCVNPKA 

EDYEENLQVMRFAEVTQEVEVARP 

VDKAIC\GLTPRRRYRNQPRGP\IGN 

EPLVTDVVLQSFPPLPSCEILDINDE 

QTLPRLIEALEKRHNLRQMMIDEFN 

KQSNAFKALLQEFDNAVLSKENHM 

QGKLNEKEKMISGQKLEIERLEKKN 

KTLEYKIEILEKTTTIYEEDKRNLQQ 

ELETQNQKLQRQFSEKRRLEARLQ 

GMVTETTMKWEKECERRVAAKQL 

EMQNKLWVKDEKLKQLKAIVTEPK 

TEKPERPSRERDREKVTQRSVSPSP 

VPLLFQPDQNAPPIRLRHRRSRSAG 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














DRWVDHKPASNMQTETVMQPHVP 

HAITVSVANEKALAKCEKYMLTHQ 

ELASDGEIETKLIKGDIYKTRGGGQS 

VQFTDIETLKQESPNGSRKRRSSTV 

APAQPDGAES\EWDRCR\NKVFCGL 

WEMRVAGSQLGTWISASRHNPSAKS 

HETDSPSTERTFSFVWMISRKPCQK 

QSSRSSCRTPALVENHEPQLHHTLT 

PEQSFPYGSQKTTSIQ\QNVYSVCFA 

\ISNINSRGRLRVSSL\YEF\FIMFFLK 

YISCILIN 


2249 


7746 


A 


2448 


20 


349 


SFCLEFPCRPGELLALQDSAQNSTF 
DKTALPLPCLAPCPPPLGPQS\THIQP 
CFPHTGPCAPFFTTDLLQGQRLSLSL 
HTPLHP VP A H W A LP ARRAL A RLTD 
RPNARLTP 


2250 


7747 


A 


2449 


3 


384 


PFLSVVSSQVAGHGRIFQCTYLMND 

CQTKQPCWSGATWPHPWMQVKGT 

PALRAHPQTLSESRLPEGTRGSRPE 

DCPKPQPADPPSLGTVQCPPPWQLSP 

TQQKMSPTFAAAKGASQGLMWAH 

AVLSRA 


2251 


7748 


A 


2450 


1 


1503 




2252 


7749 


A 


2451 


1 


855 


NPRRRLRGRCRA S A S SPRR V RRRGQ 

RPRHPAPRRPQAARPSAAPRARRFL 

SQRPAAAAAAQRAALMQAIKCAG 

GWKAEAVGKTCLLISYT\TNA\FPGE 

YIPTVFDN\YSA\NVMVDGK\PV\NL 

GLWDT\SGQKDYDRVTPPYPYPA/Q 

ADVFLF\CFPFVSPAS\FENVRAKWY 

PE\VR\HHCPN\TP\IILVGT\KLDLRD 

DKD/TRJEKLKEKKLT\PITYPQGLA\ 

MAKEIGAVKYL\ECSALTQRGLKTV 

FDEAIRAWLCPPPVKERGRENCLPV 

VNVSAPSFLGPVPLEPL 


2253 


7750 


A 


2452 


41 


556 


APSPRRPWGHFTEEDQGLLSTSLWG 

KV\NVEKCWKEKTPGKGSLVVYP\ 

WT\QRFFD\SFGN\LSSAF\AHHGQTP 

KVKAHGKXKVLTFLGRCQQSTLDD 

LKGHLLPKPEVNCTVDKPAMWDPE 

NFKAPGEMLLVTRFGQSHFRQKNS 

PPEGCRASWAERWVT\GV\ASALVP 

SRYH 


2254 


7751 


A 


2453 


2 


454 


RSFFFFFCEVGSWVGSMRVVMARL 
LSEGEQCIPTACAAFAQQPGGRPRR 
GLAGVGEGGPQCSWVNYRCTLEFL 
VSLLGTDLARGRGNSATGPYTAPAD 
SKQLSCKTFIAVLSLSKEAGFCNVV 
QGWVSTSWGSSSPSVPQFFPKLLEF 
TGK 


2255 


7752 


A 


2454 


94 


218 




2256 


7753 


A 


2455 


266 


547 




2257 


7754 


A 


2456 


2 


494 


RGPVMAESWSGQ/SFLQALPATVLG 
ALGSEFLREWEAQDMRVTLFKLLL 
LWLVLSLLGIQLAWGFYGNTVTGL 
YHRPGLG GQNG STPDG STHFPSN WE 
MAAVNEPLKNPTENKGRQQRVSKGI 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














HWVCWLLHWVLLLPRPQGQPAGG 
SGL VA G STQLPTGLGLILPS 


2258 


7755 


c 


2457 


12 


356 


MGDSFMDEVAPRLASVDSRFFSFSQ 

GAHIKFXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXXXXXXXXXXXXXX 

X* 


2259 


1156 


A 


2458 


764 


1135 


LLQTTSRNFKNLNQCTKSPICTKKK 
GSVFFFFFFFETESCPVAQAGVQWR 
DLRSLQAPPPG\SRHSPTSASRVART 
TGAHHYTRLIFWCLVETGFHHVSQ 
DGLDLQDQFLESFLFCLLVRJLRT 


2260 


7757 


A 


2459 


1414 


1761 


SAINFFFLFETESRSVVAQAGVQWH 

DLRSLQAPPPG\SRHSPAPASRVAGT 

TGTRHHARLIFFFFFFFFFFLVETGF 

HRVSEDDLDFLTSGDLPTLTSQSAGI 

PGMSHCAWRIDGI 


2261 


7758 


A 


2460 


63 


542 


TALPNQLHGGRHLCPSHAFGSQGA 

ARPKRPQPGPG\SASEPWVQLQSHH 

PLPPPTPQSPEGGEFLREQRPKPLSF 

KPLLHPRG PLCPA APKLPP WPCPLR 

VPQFPHPLPPSGRKRDRERGMEEGE 

GGWAAGERRGGKEETLGRGPFTQR 

ERPRNQGEGGG 


2262 


7759 


A 


2461 


2341 


2443 


GRVWWLTPVIPXALWEAEVGRSLT 
ARSLRPAWPTL 


2263 


7760 


A 


2462 


28 


403 


NTTTCVKGLQTQSYKTSPDGNTTK 

QTNKVKHTHTII*II*NAPPAVSTTAIR 

NKFSKNGEQRFIEPYTNRPNIHSIKL 

*RTIQQYASSSKNLEIKDFSWKKLQ* 

FLENRNKHECFQLFPKVNVGAS 


2264 


7761 


A 


2463 


727 


1156 


ETTLSEARRGRSAAASCRGSALRRG 

RFPESRRGREAAPVCPRHVLL*GAQ 

SKQAAVAGKRSGTRHASRWPKSLF 

TPRRRRISLKRALHFWQQSADPSPS 

VSRAPGSTWVGPKAPTEVTSVAPSR 

MMWQNEKKKVGGERQDWRK 


2265 


7762 


A 


2464 


10 


302 


MERFEAGLSHISPWLCP*CCSHCGD 
CCLLGSRSWGLVGGGSCGALGPWG 
RCVCAGGEFPDRASLPVDPALAKLE 
CSHKFPTPKDFHPRDRSPSRFLL 


2266 


7763 


A 


2465 


303 


531 


VLRICKVSEENSLFPLSDITYLASIPN 
KTQTHCPEPAQKPSCKAQ*FWPKC 
KPHPPCCHWALPPGCCWACHRWD 
E 


2267 


7764 


A 


2466 


6 | 


100 




2268 


1165 


A 


2467 


2998 


3570 


QDRKQGSSAPATPSRA*AAAARAP 

RRPAGRWRG*DAPQSPAEPAPRSPP 

WRRAAD 


2269 


1166 


C 


2468 


125 


404 


MMARPPPWLESHCTRVVRADGQV 
RXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXX 
ADAW* 


2270 


1161 


A 


2469 


1348 


1807 


CPTVDPLLQKNCNDGSATALARVP 
LHACREGRWASPSGFFCCCCCFLR 



413 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














WSLALLPRLKCKGPISTHCNLRLPG 
SKDSPVSAS*VAGITGARHHAQLIFF 
VFLVETGFHQVGQAGLELLTSGDPP 
ASASQSAGITGVSHRARPSVWFSNQ 
SMNP 


2271 


7768 


A 


2470 


538 


676 


VKRNPEAGAVAHTCNPSTLGGRGG 
WIS*AHEFDTSMGNMT*PHLYK 


2272 


7769 


A 


2471 


40 


336 


EYLYRHFKNKLFLYANILCSSGIWR 
HYVLILRTVSELLD* * *GCR WGLSRS 
FDYLSNTGWV*VLLDISSFAFVTGP 
LIHGTGGLSAFDLHCEALSFYRD 


2273 


7770 


A 


2472 


2063 


2406 


SQKKKIQWYLRMFRQFDIYVCFLFF 

SVVLLMIGGLLSHRLIPVKQYIKLHL 

ALLRTGAGAHACNSSTSGGQGG*II 

RGQEFETSLLGSSNPSASASQSAGTT 

GVSHHAQPIFFF 


2274 


7771 


A 


2473 


22 


273 


LTQKMDHNQVKFKSTTFYSILGKSV 
LSLSRPEYISGKSDTYSENIYPLSIKS 
EIEPIETRCLNRSNASLVQK*YGHKT 
GLWWLP 


2275 


7772 


A 


2475 


1269 


1511 


INFFFF*IIDRFSLCHPGWTAVAQSR 
LTATLLPSRFKRFLCLSLPSSWEYRP 
LPPYPANFCSKLLICLSTFYYKDCG 
NSA 


2276 


7773 


A 


2476 


1411 


1827 


LHTCCLRRRPSGRGRSQGGHCSQSG 

S SPPRRPRSPAPEGPGFH AP* LCIPDL 

GHGSRKRGCWPPCGPRTGWADLV 

ASAQAACGCQGPPPPSGSCSL*GRG 

PVGGSGHGSPCWPQLVELCGRCSW 

PGVAGSTWQWRRHPH 


2277 


7774 


A 


2477 


1345 


1642 


WQQFTGAVIHLYAYVVLCVLVAFS 
SVSLGLNFFHKNFSFDFQRERCWLF 
SPFKGCC*RCFFTQSLYYCQVCEFT 
KTLI1LLIQDVPEIFWSLFCFFHGP 


2278 


7775 


A 


2478 


113 


584 


WQDYIYKEVRVTASEKNEYKGWV 

LTTDPVSANIVLVNFLEDGSMSVTG 

IMGHAVQTVETMNEGDHRVREKL 

MHLFTSGDCKAYSPEDSVREKEQP* 

INGFRRTHIPITEQGDAPRTLCVAGV 

LTIDPPYGPENCSSSNEIILSRVQDLI 

EGHLTASQ 


2279 


7776 


A 


2479 


658 


785 


KTHGWVQWLTPVIPAL*KAETGGW 
LEPRSSRPAWATQRDLIS 


2280 


7777 


A 


2480 


2 


598 


PLGKGKFTGQSAQLTTGTPRGLILA 

KG SH ATLQKHRINHTLTHKNPFLEE 

FWESPPSLNLALIKGLNGFCLGTEK 

LFEQMTYGGLKKVKCPIGYFALQS 

WEFHPPPPTLFLSLPLAILWPGGENR 

GPRVSTKTGIKTRWPAPFLGPLSNR 

LGNPQPNNPAPAAVPSLGLSPW*RG 

RGLPWGWAKPRCALWTPVSLPST 


2281 


7778 


A 


2481 


253 


286 


NDDDP* LPCLGQPPRSSCQPSSLP* S 
LLWSKMTTTPAQRSG 


2282 


7779 


A 


2482 


407 


587 


QAGRGRARGVSEEARNKPVPPPTET 

PQPTLSPQ*MGPAQDPAPQQDYRG 

KKSLNAWCGRS 


2283 


7780 


A 


2486 


246 


519 


FQFGIHNTNYQRQGAKVFFKNKGV 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Mc 
the 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














WGGPRSLPYSC*EGLPLGESYQFEP 
QSLRDA*DIP*GSVGKNPVGSHWW 
VSGVIGGFIITGDYSQH 


2284 


7781 


A 


2487 


470 


977 


TPPPAGLRQRGYPPPGNRLEARNW 

ARAKGGKTSAGRVFTQP*FPEQQLP 

PGRPWVPRPGCPHGLPTRACKWSG 

GVLAPESPEPPSLPEGSHSWLGDTG 

LLASRKLRAGGSVATFTSPQLCPLG 

PHEDREAREGEGRLAPAQPVSSPSA 

PA GHSLSHPSRTGKLALVPGH 


2285 


7782 


A 


2488 


393 


618 


IREWVNIFWNIHTEEYYTVIKKN*V 
CQTWWLTTVIPELWEADVGGSLEP 
RSSKLR*AMILPLYTSLDHKARLSL 


2286 


7783 


A 


2489 


308 


626 


IRGTSNMNRKN VEKA Y Y AE A* LSL 


2287 


7784 


A 


2490 


1222 


1374 


AQQVKRLEGQRGWKLRGGRGRWL 

TPVIPAL*EAEAGGSLEARSSRPAW 

AKK 


2288 


7785 


B 


2491 


60 


378 


NAVLEADFAKRGYKLPKVRKTGTT 
IAGVVYKDGIVLGADTRATEGMVV 
ADKNCSKIHFISPNIYCCGAGTAAD 
TDMTTQLI SSL A AM A VFEDKFRPD 
MEEEEAKNLX* 


2289 


7786 


A 


2492 


1 


437 


DPRATEGMVVADKTCQKSTGRLPE 

LVTAIRMLKQMLFRYQGYIGAALV 

LGGVDVTGP/HLYSIYPHGSTDIAAG 

IFNDLGSGSNIDLCVISKNKLDFLRP 

YTVPNKKGTRLGRYRCEKGTTAVL 

TEKITPLEIEVLEETVQTMDTS 


2290 


7787 


A 


2493 


2288 


2668 


FGRGHYCRRSVSQEEEAKNLVSEAI 

AAGIFNDLGSGSNIDLCVISKNKLDF 

LRP YT VPN KKGTR* VKETKFFLG PL 

ASWPPLVSPWHLDGVFLVLSTLSTS 

SVPKSTSHTDLRLVTCFMTVGCCQ 

V 


2291 


7788 


A 


2494 


3 


861 


FLGKMAAVSVYAPPVGGFSFDNCR 

RNAVLEADFAKRGYKL\PRPRKTGT 

TIAGVVYKDGIVLGADTRATEGMV 

VADKNCSKIHFISPNIYCCGAGYTAA 

DTAMT\TQLISS\NLKLHSL\STGR\LP 

RV\VTA\NRMLKQMLFRYQGYIGAA 

LVLGGVDVTGPHLY\SIYP\HGSTDK 

VP\YVTHGFLAPLA\AMAVF\EDKFR 

P\D\MEEEEA\KNLVSEDSPPQFPPPS 

WRIFNGPGLPEANIDLCVISK\NKLG 

FSPPNTQLPNKKGTRLGWXRYRCEK 

G\TTAVLTEKIPLLWST 


2292 


7789 


A 


2495 


466 


607 


KKKERSC*LWCPS*SLKNIYGLSCR 

KKKKGAVKKIILVQAWWLMPVITV 

LWEAEVGGLLEARGLRPTRATW 


2293 


7790 


A 


2496 


449 


694 | 


ILRILGTPISFP VNKI SFLPFKCLFPDS 
YIENLMNIYQPIKKNEIHVPLQ*PW 
MHLETIILSELIQEQKTKKHKFSLIR 
GS 


2294 


7791 


A 


2497 


52 


298 


YNIEEQQNKRTRQSNRHRPTPPPEPP 
NPEW/TPKPTPPTK/PSSPQGEG/PGW 
TGGPAPHAGAAPPFXPSPANPTLFPS 
LTTGGKV 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


2295 


7792 


A 


2498 


112 


485 


YNIEEQQEQTYKTE* SAQTHPSPGT 

AESRMEPKPTPPTKRLPPTGGGGRG 

GTWGDPGPPCWGGHPPVFPSPCPTP 

TLFPIFDPLGGQSLAQLGSWMVEPT 

LQRATTLSFLKMGRKKETVAPPQI 


2296 


7793 


A 


2499 


32 


392 


RPTFGIWFYPQVFPELLLELKAKYIG 

KHCFSIHSLPDTGPLPGCP/SPPGRA 

ALGIIPGNLPAPEQKPCWDP/SPSSTL 

VWRMLNSASTSPSPAPSYISPPFPGQ 

SYFPAHPPTSSLSLGGIY 


2297 


7794 


A 


2500 


914 


1417 


PQCLLPNRGGSVQVRLWGATASLS 

GWGFLASFHPIHPFPGKFSSLPDTW 

GLCLGCPFPQAERPWA*YPGTLPAP 

ELETLLGSLPSSTLVWRMLNSASTS 

PSPAPSYISPPFPGQSYFPAHPPTSSL 

SLGGIYHQLLPL*PLPSTDPPCAPLL 

TSPPPLTFLLKSPRP 


2298 


1195 


A 


2501 


1120 


1159 


ERAVCGC*CIFVM 


2299 


7796 


A 


2502 


1145 


1367 


IFFSFLHIYIHNTHTHMYIYYTLCVC 

VCCVYGMCVCACVYSFSSKPKQVC 

VWIEGNLNY*LQVVCLWYLDFPHS 


2300 


7797 


A 


2503 


155 


454 


GGFSVWHTETPPRMRLMHQVQFNL 
EYLTTPESTQKGGPTPLCIYGYVFFK 
SDYLYSLSLFFFRFLYFSSLL*YLML 
VNFLFRMLFSLFMSFCYLFFIIL 


2301 


7798 


A 


2504 


901 


969 


RWPGMVAHACNPSTLGG*VGDPA 


2302 


7799 


A 


2505 


903 


1339 


DKTVQSIRSMGGWKMDASDSKFV 

DLWIAEGIGTSWRNPGYQAPRPFLH 

HGCWGDLGKSPPLPKPVSHITDVGP 

WLRMMVSTGLSHLW*VPSQGQSSQ 

GPHPPAPGVQPPQTPPPPASLKGKSL 

HLQGACSEGGAPFSIELFAGRS 


2303 


7800 


A 


2506 


433 


548 


PSEYTLGFKNPKIKLTFNGGNSMSG 
VHF* TGFITFLFL 


2304 


7801 


A 


2507 


637 


906 


RIKKLSDGSYFLPGVSQIA*GSNYF* 
SKLGPDGGASRLQSHHLGRPKVGV 
FHHVGQDGLDLLTLVIHPPSAFPEV 
LGFTGREPPRPSLHL 


2305 


7802 


A 


2508 


211 


575 


RENHDLESQCKRGAPVPAGVPSSAL 

PQGPVSLLPGAGALCPFERSQQASP 

QVSPQGVPDKICSLQTTSLCSFCDR 

CTGMGSL/C/SSCPPCSSS/CHGRSHS 

SPC/CL*SRTSSVVGDGEVCSNTL 


2306 


7803 


A 


2509 


274 


488 


SGDKTMQLRGPCGGWGSCPAGLGT 
CTAGSP*LCHHKGHCSIHSTSCFCLA 
TVSPCAIFNSTSKAGRGRAQP 


2307 


7804 


A 


2510 


83 


442 


NFTMVMYTDHILRNAHLMTYTSGR 

RLSVPKIACHITDHSLTHTCYMPYL 

RD*Y*TMFSQGFHYAPYLHLHT*EH 

PFECLLAGRTFTDALFEPTYYPTLTL 

LTPSHWQDGPPLTGSQMPG 


2308 


7805 


A 


2511 


2 


270 


ARLGLPKCFFCVFVFKTASRSVSQA 
GVQRCDHNSLQP*PPGLKRSSLASR 
VAWTTGSHHHAQLIWLCIFKQYFV 
SSGFYLLLVALWWGG 


2309 


7806 


A 


2512 


234 


409 


KGFYAHEKNARTWWLTPIIPTLSEA 
*GGKMA*ARSLRPAWATIRDPISAK 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
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sequence 


Me 
tho 
d 


SEQ ID NO: 
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for peptide 
sequence 


Nucleotide 
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codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














SKKKKKKS 


2310 


7807 


A 


2513 


78 


460 


NVCRKMPPSDRLAGAYILQCNPVE 

VVGPEREDAPQNRVQVRHGCVAW 

PLLAPPPPRHLQGEGLTSARKRVLR 

LGVTSGL*RTDSHNPPGPPQREQTE 

PRARPPALEHRAQQ*PGPGLGGHRG 

AGCHQ 


2311 


7808 


A 


2514 


67 


279 


SHRVSRDAACGAAPAAARLAGGQR 
NGRAISGRPGLSS*GAGGGNVFKVC 
LLLNKNRTGGGRGHGYLYSLQR 


2312 


7809 


A 


2515 


683 


933 


YTSELIGKIISGQEVVVGAWCEDLG 
*GPRKSRGREGKG * G * EG SGNAGRI 
VGFKQGRRGEDAHSWSQRGRQEFV 
FYLKSTRNW 


2313 


7810 


A 


2516 


2 


208 


SKIALLVHLK*ENRHQLFFELIPTVF 

FLFIFETGSHSVTLQECSGVIMVHCT 

LTSWAQASSPLSLPTA 


2314 


7811 


A 


2517 


426 


601 


PSFRIFTQYSSFLKNSLKRLGAVAH 

VCNLSTMGG*GGRTA*AQEFETSLV 

NVVRPPSL 


2315 


7812 


A 


2518 


55 


489 


HSALIQASVWFRYKYPCGYLGASLP 

TN*GKKGSQVGSSAHFATTFTIPNG 

DNA * G AKSGSGCPGGECHPG * GPIS 

SCPLSEGQTCALNPLSCGSPGPDWLI 

LGKLGPLGCSKPKGSHFAFPLVVPIF 

HPCSKTKLFPREELFVVR 


2316 


7813 


A 


2519 


52 


286 


MMPCLRQRQRQRERERKREREREH 
MRTQRKQLK* WITRFKNNSSKRQR 
TEKNSKKPPVPHRGAGHSNGKLNC 
FRPAAS 


2317 


7814 


A 


2520 


3 


296 


TNTTRYTIGDPALQDMNSRRAHSH 
TYGHTLLWEGICDLTRPPKLGSCRE 
KECPRPHPSLDR*SSGFWDPAGRGE 
LMQWEMPQPCSPQPLPKPCRSSI 


2318 


7815 


B 


2521 


83 


241 


SEWQKKLTPEQFYVTREKGTEPPFS 
GIYLNNKEAGMYHCVCCDSPLFSV 
KLI* 


2319 


7816 


A 


2522 


19 


629 


YFVLISPLLTFSTHGFDLCYLICNTV 

HKTPCVFRSLWDIQKEVFSIKGSRSP 

SPSKGNGFDSEGPVRTIPGGLTVE*L 

GMGSGRGEWDR1LLPGTTHRGTSW 

HVNDSVISSCSIVYVFHSSEKKYCSG 

TGWPSFSEAHGTSGSDESHTGILRR 

LDTSLGSARTEVVCKQCEAHLGHV 

FHDGPGPNGQRFCINSVALKFKPRK 

H 


2320 


7817 


A 


2523 


1 


707 


MGAGAETGRGQRAAAPERRHGRL 

LWLLRGLTLGTAPRRAVRGQAGGG 

GPGTGPGLGEAGSLATCELPLAK\SE 

WQKKLTPEQF\YVTREKGTEPPF\SG 

I\YLNNKEAGMYHCVCCDSP\LFSSE 

KK\YCSG\TGWPSFSEAHGTSGSDE\ 

SHTG\ILRRLDTS\LGSA\RTEVVCKA 

/QCESSILGHVFP\DGP\GPNGQRF\CI 

NQCWLWKFKPKGNHWTIFQESAFP 

CHPFHVAPSIFHNSLE 


2321 


7818 


A 


2524 


303 


743 


TGAQWGRGLGHVCWSMGFVSWEE 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of lust 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide de\ct'wn; ^possible 
nucleotide insertion) 














CSGNGLSQAGLVLKLLIILHSTVQK 
GLTPR WG GMLNTQLPG G VGGP * FP 
KMPGATL*PFEGKSPAPQLFPCQPW 
AG A A HGG A GGPS S G S VPGPPQCP V 
KALPVLRAGWATQPPGSFLWPTPS 
D 


2322 


7319 


A 


2525 


102 


421 


VQ YG SN WNKP Y WNR VGP* SHTTG 

ELKKRWPHPRSCCPHGAAGQGAER 

CGRERGPEDTSDLLNK*QW*RRFPS 

GPAECGAAVAGL*GAAGCRGRSRP 

LKSRDAGLKS 


2323 


7820 


A 


2526 


225 


448 


TQEGRGGIDFGPWWPQLLPSSPSPG 
L*SPATPPQAWVPPLPSSSSSPALILS 
GPNRKPEPPPGIPPQFYLQTSL 


2324 


7821 


A 


2527 


43 


390 


GDVPTVTGECPPSYRAMSPSYR*MS 
PQL* GKSPQL* GD VHQL* GN VPP VT 
GLCPPITGQCPLIVSPSYTVLSPHYK 
VVSPVTR*CPPVTG*CPPIAGQCPPL 
*CPQAISWSPPVTG 


2325 


7822 


A 


2528 


525 


635 


HIQGQLWWPMPVISALWEA*EGGL 
LDPRSLRPAWAT 


2326 


7823 


A 


2529 


66 


432 


TRGSWHKHALAPTVHRAGLWGGK 

AGTQASPGAADNVPPPYTSGFCG 

WKAGTDFPTSKKPCPFLPHPNPPLP 

PCKWQKGLSLFVISHSLICKVGMQL 

PRGSQVRLLLTKIQIHRLSLGRAE 


2327 


7824 


A 


2530 


5 


95 




2328 


7825 


A 


2531 


1 


123 




2329 


7826 


A 


2532 


118 


363 




2330 


7827 


A 


2533 


23 


250 


YLIVVWICISIGLYTY*LIIRALYILR 

KLTLFKYIPISH*SLSFIVIFCSLVYIY 

MYIYIYVYIYIYIYIYIYIY 


2331 


7828 


A 


2534 


346 


611 


TSVEAQDATDRLWPDSCCPAHGAC 
TRTVWPKKPPYFPVKKMESCSVAQ 
AGVQ*CVLSSLQPPSPRFK*SPASAS 
GVAGITDFQKLFCQ 


2332 


7829 


A 


2535 


267 


682 


HFSSLRMQARPPSFRPYLVLHPKNC 

WIFILINDSWMVLFFEASLPTVPSLV 

QTTIFLLGILQQPLTDLPSSTSTPF*S 

LHLSAV*VVFRKFLSWPGMVAHTC 

NLNTWGG*GGRTA*AQEFDTSLGNI 

VRPCLQKKKSR 


2333 


7830 


A 


2536 


45 


280 




2334 


7831 


A 


2537 


1560 


1885 


QLGVLLAGPFTSSPYGGVSPGLKRP 
WPAPRSYPLPAL*PLPAPYGVQRSG 
LPNPKLGKNPLGPIPSSQKPPCGGPV 
KTSI V AHN YSPS ALSLTSLLPQPG S A 
PQALSL 


2335 


7832 


A 


2538 


60 


341 


VTLHSLVILFSAHICR1KLNITINLQM 
YSVVHPNFHLDVTIPKIVVALCFRK 
K YAFFCFMQQK YRM * SEIIH YIFILS 
VVLNVNEINSIIQMY 


2336 


7833 


A 


2539 

n 


442 


686 


TSYNNLLNNLKNIETFRKELSSLSHL 
CNRGQGILKSLIAWLGAAAHAGNP 
STLGGRGRRIA*AQEFKTSLGNILRP 
VSPKK 


2337 


7834 


A 


2540 


459 


603 


GFLLE1IDKAEGGAHACNPSAFGGQ 
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SEQ ID 
NO: of 
micleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














DGRTT*GQEFKTSLSNVTRPHLY — 


2338 


7835 


A 


2541 


1 


188 


PEQVLWQTKVTYSGKKKKKATKRP 

GAVAHTCSPSTLGG*GGWIT*GQEF 

KTSLANMVKPCLY 


2339 


7836 


A 


2542 


582 


825 


GLSNMVHLWIEHHPAARSRDCHSG 
RLRREACLG YRKIS * HWPGM VAH A 
CNPGTLGG*GRRIT*GQEFKTSLAN 
MVKLCLY 


2340 


7837 


A 


2543 


775 


1019 


DRSSPKKPPDDLPEFTEPQWFTLKHI 
KQCFSDISRLRVGPGMVAHAYGVA 
YLSTLGG*GRRIT*GQEFETSLANM 
VKLCLY 


2341 


7838 


A 


2544 


303 


429 


AACVLPSPPSAHSSTHTTGSTHLG* 
GPPCSGPAPTWGSWKT 


2342 


7839 


A 


2545 


853 


867 


NP*NLACFCVLLEFPSSF*RGFRRLG 
AVANICNPNTLGGQDGWITSGREFE 
TSLGNMVKPCIY I 


2343 


7840 


A 


2546 


357 


560 


KGSLVGLSLEERIFVVAVQPSLFHK 
KCLWQGTVAHTSNPSTLGGQGRSV 
A*PQEFKTSLGNIVRPCL 


2344 


7841 


C 


2547 


486 


728 


MWVGVWEVFSGVVLGWGVPVML 
QSDGSWKLPVHLHELLPFHMSWYP 
PQDDPNIWSLKQLGLPGCPPLLSLC 
DVSYMVSSA* 


2345 


7842 


C 


2548 


240 


332 


MACFSFTSAQLKDRLLRSPATHTPL 
LNAPL* | 


2346 


7843 


A 


2549 


2 


603 


SLPYLPQPHPLEFGPLNLHRDQRAG 

AQTLTQPMSLCCSKSLQLPNALTDK 

RPCWVLFPAGLSSLLRNDSAKLPFR 

NKSGFPPAQGLCPGGSRLTTWHLSF 

HGLFLLHQRSAQRSTSQIPSNTHTLT 

*CPTVTTETVPCLK*PRLSVVSVCFC 

SGSP*RALQCTPPGKPSPFLSQLSLT 

DPLPSTNLLFHPVGTPRAPGWA 


2347 


7844 


A 


2550 


132 


419 




2348 


7845 


A 


2551 


1083 


1563 


PENQSSLYFLPANLLKMPFCFFVFF* 

DG VSLCCPG S A VAQLQPPAS * VQSD 

SPAFSLTSRWDCRRVPPRPANFCIFS 

SDRGFSMLVRLVSNSRPQVIHLSQP 

PKVLGLQVETGPQKREWVPRELTA 

SGQWKGQEPDQGEDSGTEGRWLPL 

LPSAGHSGED 


2349 


7846 


C 


2552 


173 


501 


MPSPSAPSIVPVLHGCWVHICQADV 

YHTLLKGFLFLFLRQSPTLSPRLECS 

GTILTHSNLRLQGSSDPAALASQEA 

GLKLLVSSDPPTSASXXXSAXLXCQ 

TGVSXXRP* 


2350 


7847 


A 


2553 


174 


364 


YDAEFPRCSFGLIYPRLSVKEASRLS 
AVAHTCNPSTLGGQGRWIT*GQEFE 
ISLANMVKLHLY 


2351 


7848 


A 


2554 


61 


283 


GGRIA*TQHSILDNRVRLHLKKKKK 
KKQYLKKVHLPGAVAH/TYNPSTL 
GGQGGWIT*GQEFETSLANMAKLC 
LY 


2352 


7849 


A 


2555 


1140 


1313 


HVENSEGASGERKLTKQRLGVVAL 

ACNPSTLGGQGRRIT*GQEFETSLA 

NMAKPHLY 
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SEQ ID 
NO: of 
nucleoside 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in VSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for npnfirlp 

sequence 


Nucleotide 
location of last 
codon for last 

rillllllU dCJU Ol 

peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possibIe nucleotide deletion; \=possib!e 
nucleotide insertion) 


2353 


7850 


A 


2556 


99 


296 


WVLIVHVISSKCLVLEICVYRLGAV 
AHACNPSTLGGQGRWIT*GQEFETS 
LTNMVKSSLYLKYKN 


2354 


7851 


A 


2557 


175 


332 


RNPIFSLRKWPLRPGGVAHACNPST 

LGGQGWWIT*GQEFETSLANTVKP 

RLY 


2355 


7852 


A 


2558 


667 


772 


ARCTNPSTLGGQGRWIT*GQEFENS 
LANMAKNRLY 


2356 


7853 


A 


2559 


7155 


7302 


IMKLKMYIWPGAVAPACNPSTLGG 
RGG WIT* GQEFETSL ANM VKLRL Y 


2357 


7854 


A 


2560 


227 


410 


FQVDPDTWLFILEVTLFIFMAIFYLW 
Q VLL VFHFTA VR* CSLFQGS YGIFGI 
EGRIPYSEL 


2358 


7855 


A 


2561 


275 


685 


LKPLFTPSPGPAGVPRGLCWKEAPT 

PG S LLGEEETELN V Y * GPPPG SLRP A 

SHWAPPEGLRPTSPLFVAATSTIGPL 

PVLVTLGPHLSPLFGQFINKGRDDT 

VLLPPQSPGCRESLACQGEETSRLCF 

VSHTSPSSL 


2359 


7856 


A 


2562 


20 


354 


PLYSQSFPIIYPFITLLPE*SF*NNNYC 

SFVNIPSLTPSHQLYKVHSPHPHPVF 

IITWAHPAPALCSSWVAMLTVYQG 

AVLYQCLSTAVSVQGPLRLLGFSNR 

DTLPSKGLS 


2360 


7857 


A 


2563 


374 


585 


GNLINC*LHTHTHTHTHTHTHTHTH 
NLTNYPDFLYLLVTFPGDIVIQESAF 
IFFTKSPKHCGLGAAIRNA 


2361 


7858 


A 


2565 


918 


1096 


HCHSNSEFDTETLGMVAHTCNPSTS 
GDCGKQII*TQEFGTSLGNMVKPHL 
YQKKKKKSR 


2362 


7859 


A 


2566 


101 


327 


LVKNQQSTQKLAKHG WACL* SQLL 
ERLREENHLNAGGGGCSELR*RPCT 
PAWATETVDSLPIMCLVLQPFLSLS 
R 


2363 


7860 


A 


2567 


347 


478 


RDHCRLGTVAHAYNPSILGGQGRRI 
A * DQQLETSI GNT VRPCL Y 


2364 


7861 


A 


2568 


622 ! 


761 


KSVEVFYLSIGQEECLPHIQFIFFHAT 

IFIIGRAQWLTPGIPAFWETEAQEFK 

CIHICMQVWWHTSV*SVRNKSLYE 

ELLQARDPGKFVILHYHYWLFHGK 

A 


2365 


7862 


A 


2569 


70 


316 


ISHPSPSTRWEAVTWALG*LFPCPC 
HLQGGRQAPLPLPYPPLPIVVAPPLI 
SRLNPDGDLSAKTILDVTLYISSTTV 
GGSWG 


2366 


7863 


A 


2571 


145 


331 


IFHSKMPISEWKLV*TLWQFFKELKI 
ELPFDPAIPLLGI * PKFQRLKNTNGIC 
HYFYM 


2367 


7864 


A 


2572 


918 


1135 


GFISASLCNWILTHLKFFKEMGSRC 

VAQAGVQWLLTGAVMAHCNLKLL 

GSSNPLASAH*VAGAICMYDHWHA 


2368 


7865 1 


A 


2573 


590 


936 


QLAACGGSCL*SQHFERPR*EDCLN 

PGVQDQPEQNRETPISTKIILKSWA 

WWHIPVVPGTWRADVGGLPEPSRP 

KATVSCDCATALQPGRRRARLCLK 

NKYIKYSVQKCVIFFLF 


2369 


7866 


C 


2574 


34 


670 


MXVFLSSAGNMPVTCWCWEAPRC 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














NQKCTDPAARRPDPQTCASQDRLR 

CAPCTCHQPLXSRYTQHPGLVPLPH 

HDRQSVPQGPRVVQTDAAAXMVE 

VSVXVVLEGWGXPTTRRMKLSLLG 

IKMLRRGGTVRGAPGAGSALRCGW 

RWRPPAWRPQMSTSRTSVGVQARS 

TSSSPXPXXSGXLWVHVLLXLAQL 

DSQQGFDLLLAGRRXSGSNLI* 


2370 


7867 


B 


2575 


70 


165 


EQIEALLESSLRQAQQNMDPKAAEE 
QEEKEE* 


2371 


7868 


A 


2576 


1 


390 


FFFFFGVLPVLFLDFHVCLFVFCWK 

HAGYMLVLGSAAVQPEMHRPSRPP 

PRPI*RRTQTK*LWFEPDVSWLQGR 

WVENQHFINRVLTKLERV*NRIYYG 

TSSSSPLRSGSEGVGPGAFSRPLYPC 

LGPPN 


2372 


7869 


A 


2577 


435 


861 


RASLITVCVPGHLQAADQKNLHPLR 

AHVVGPCLAGSSCARRPSRA/RGPP 

RPTPPEHG SRLPQP S/C A A A S V * TTR 

GP*GTLCLS*WGKGTSPGCC\GIERP 

KAGGKCTGHSGYCPVTRKSNHSLC 

ARSPTSCRPKEFAPAAGPRGGALPG 

RVILCSKAISGTGPPRPTPPEHGSRLP 

QPSWLRRLSEPRGGLEGRFVCRDG 

ARAQVLDVVCIERPKAGGKCTGHS 

GVCPVTRKSEGLGGGRLGLCISGCT 

AALPSTNM 


2373 


7870 


A 


2578 


38 


398 


PVLFLDFHVWLFVFCWKHAGYML 

VLGSAAVQPEMHRPSRPPPNYIAK 

MCKLSILSLSFLKEGAGDKNSSEPN 

LG*VP*FSLHPCLSNQMTLGNAKQA 

ESMSLCGFFLPDCFFLTYKR1YL 


2374 


7871 


C 


2579 


42 


443 


MKPAHSAVCPGHLASCETKEFAPR 

CGPTWLGPCPGRV1LCSEAXSGTGP 

PRPTPPEHGSRLPQPSWXRRLSEPR 

GGLEGRFVCRDGARAQVLDVVCIE 

RPKAGGKCTGHSGVCPVTRKSEGL 

PAEDKXTNMKV* 


2375 


7872 


A 


2580 


871 


1253 


PRLPPGLPGADRSPAGSQACAXGPA 

EHGPQGRRGGGRGGGGGGPGLPHP 

PTCGTWTSEGAXSRRAPPPPAAKGG 

AGPRCSPDSPSSPEHFDTQKGKLHS 

PCCWLFFPLLFPPSISDLSKRKRLPK 

NCL 


2376 


7873 


A 


2581 


222 


754 


YPP*HVAPPHPAPLPWQVQGPPDW 

PRYLWKVPPASLWPRGTEKSPCWA 

WLVGAGLGLPPPFSLPNLSDLGTSL 

FPLPQTLPLCPAPQGDLLKPKLGPK 

KGGSVLSTSPSSFPRGLVGGEAPPN 

LSPSHTHLGSNVCWTKKQEHTLLV 

PTFSQSSQNPPLPSPSPIGAVKALFAS 

TMG 


2377 


7874 


A 


2582 


2 


431 


PEGAAPAAMAVTALAARTWLGVW 

GVRTMQA\RGFGSDQS\ENVD\RGA 

G\SIREA\GGAFGKREQAEEERYFR/ 

ALQVML*DLFGVKD*N*TLSHRVL 

VEAQSREQLAALKKHHEEEIWHHK 

\KEIERLQKRNLSRHK\QKDSKLLKH 
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SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; V=possibIe 
nucleotide insertion) 


2378 


7875 


A 


2583 


1 


232 


RETACCGRDARGAAPAAMAVTAL 

AARTWLGVWGVRTMQARGFGSDQ 

SENVDRGAGSIREAGGAFGKREQA 

EEERYFR*GSDQSENVDRGAGSIRE 

AGGAFGKREQAEEERYFR 


2379 


7876 


A 


2584 


3 


399 


LARNERLLAGGRDARGAAPASQWP 
VTAVGRRGTWLGRV/WGVRTM\QA 
\RGFG SDQSENFPTGPRAPHP/RKAG 
GALGKREQAEEERYFRAQSREQUA 
ALKKHHEEEI\VHHKKEI\ERLAEKK 
FERHKQKAKMLKH 


2380 


7877 


A 


2585 


3 


316 


LLQILGTEPQKAVIVLVENFY*YVS 

KYSLVKNKMSKSSFREMLQKELNH 

MLSDTGNRKAADKLIQNLDANHDG 

RISFDEYWTLIGGITGPIAKLIHEQEQ 

QSSS 


2381 


7878 


A 


2586 


3 


469 




2382 


7879 


A 


2587 


434 


815 


TQVDWTQRARPGPWRHPHPFPPDD 

DSLCGCTSHLPPHGD*L*NPSSNGA 

NPRLSPAPPHPPREAQTPPGAGAHR 

TPLSRACLGLAFPAQPVRLRRDTKR 

DGRKEQRETVPPTPFPDARGTRLIL 

RHK 


2383 


7880 


C 


2588 


204 


354 


MWLQMTRAVLSSNLDPYVCRRRA 

RGRSSPSGPSLXXKGEESWGPRHCY 

SP* 


2384 


7881 


A 


2589 


390 


681 


RERGRRAGRRRETAVRSREKERER 
EGLDRSSRKR*PELVKGSRSAH*PQ 
SGRWSHRPRPAIVPTSFQPCDVRAG 
QPNGPSDLPDHLPTRRRKACDRR 


2385 


7882 


A 


2590 


598 


769 


YPQCPTPCQAARVWWDSHLAIPAL 
LGGRGRWII*GQEFETSLANMAKPH 
FYQKKKKK 


2386 


7883 


A 


2591 


359 


775 


KKTQPLHQGYPK1NFRSPSPPIPVPV 

PLLPALPK*GHSPFVPSPPLQKIPPKG 

SPHDPTRQRPSIAEGRAGTQLSSPL 

WMAGTLTEALHHKNRQYPLGSHN 

QLNLGSTGRTFSKRGKDGIPFDAQG 

LQGHLKGTFFFF 


2387 


7884 


A 


2592 


585 


780 


TFSLPRLDFFFLKARKPRIKNTKNRP 
GVVAHACNPSTLRGQGRRIT*VQEF 
ETSLANMVKHHLY 


2388 


7885 


A 


2593 


436 


1645 


GMSALVQSRVSHLHRVSLLTRLTA 

RAQETSSPPNTVTPPNQTLSTAQNK 

RTIPGPARME*VTLTRLSKEPLLVFK 

AAPTPHPQ*GPAPRPLQASALPLYPE 

QHRRAPSSSEDPWRPLTPPSH*GVS 

TWTP 


2389 


7886 


A 


2594 


1 


373 


TCSCPWLAPLTLQKNCPPHCHILSL 
LRKTKQNDAPKKSPRGSLPAVSGM 
KQDTVTLGRMEKPPRSIPQRPQWD 
GEATRSIPRRPRVPPVEPNPGHGWQ 
NSPPG/EDQSILSTSNPRGPTPFKSGS 


2390 


7887 


A 


2595 


502 


798 


SPK VQRHS S Q A ALRQ AG G ALSL WG 
CLPSQRRPPRTVSSREGPHPGKGVP* 
GGVQRSKGPHPLPTCPQGLTCLTPT 
DPGSAWNPPTPT*NEKGNSEIIRH 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 

sequence 


Me 
tho 


SEQ ID NO: 
in USSN 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


2391 


7888 


A 


2596 


1 


136 


HPCVHEPMSFEWPWQYRFPPFFT*G 
SDPKKHGWASLPSPGPWAQP 


2392 


7889 


A 


2597 


429 


1003 


VAYVIGFKSNMPAKHMIKNTSVRV 

FICPPSMEGKHG*SQPR*NNSPLSPQ 

NNLSPTLCPLFLPQLKQESMC*SFFN 

FYQPALAFLSLYSIIPSVDVLPSSPFE 

TRVSWEQFAYLLLESGAYLLVQAIE 

*ASSFFLLKHSTSLWIPLHCLFYITFD 

ICWSLYMNIIFFRGSHCSLQYDPGFL 

TLSNAPSIT1 


2393 


7890 


A 


2598 


367 


463 


SGHGAHAYNPNTLGGRGRRIA*SQE 
FNTRLDN 


2394 


7891 


A 


2599 


436 


833 


CLTSALLGCVYVYFFSPHPALFFLRI 

RTSAYNLLKQLFFRYWNSAKSDLS 

GHSKTLMLCPKSGGGKACAVEPSC 

SLDTYLCPQEIICQALFFICLFVHLLL 

FYCYWRGHEL*YSYCP*FNVKLIM 

MNSIACY 


2395 


7892 


A 


2600 


53 


95 


DSILLLTQAGMQWCELGSLQP*TRP 
PIVCFFCLFIYLLRQHLAPHPSWNAV 
V 


2396 


7893 


A 


2601 


432 


825 


NFKDTAKGFLHFDHQQKILDPCLPG 

SRARFGTYPECPHVPSVTEAQETGL 

SVPSFGFHFHFLTYFLLLEYFYFH*G 

TLYLHLDLHQK*HCQAMRNFLYKS 

RIQRHHIYHSLDAYANLGHDAKDPF 

FSLDF 


2397 


7894 


A 


2602 


83 


111 




2398 


7895 


A 


2603 


1 


71 




2399 


7896 


A 


2604 


215 


758 


LPLQ YHRKN IH ANT V AL AD ARAPR 

TASRNRLLGVRASGLASSSPRLGLQ 

GSISSASRGRPAQHVPGTRPATLSPP 

AGAGPSR*ERSRAGARGRWVLLDH 

AGERPAVRELSRPDPRQVSFGPRNIS 

EIGQVLSPETSSCELPGIGDLLLWQL 

EVYDARKHSLVGPESLSHRELGSPA 

GGRRP 


2400 


7897 


A 


2605 


211 


323 


LDSLIQHSASTLAQHSASKPWKPDS 

FHTQFFHTVWKLSQWCRAVVPATQ 

EGDAGGSLEPRSLRL*CVAGTTALH 

HCDSFHTVWKNCVWKLSGFHGFE 

AECCASVEAEC 


2401 


7898 


A 


2606 


75 


232 


TQPGHKGETPFFPKTPKISPERWWG 

PPIPASWGVKAGKLF*PRGERFPLIW 

F 


2402 


7899 


A 


2607 


325 


566 


FNDKYFYYPRGQIQCHITLFLLNLKI 

TSDFFFCFKKTG*VAHTCNPSTLGD 

*GGGIA*AQEFKTSLGT**DPIYKN 


2403 


7900 


A 


2608 


1114 


1367 


AIARTLIIMINLTVNFSAIINENCTTT 
*RYFDLL*YTTGMFRKIVRKLKVTH 
LKWNNS*RKYTFKCIRKFNNLSEPF 
NHVCKVF 


OA C\A 
Z4U4 


7901 


A 


2609 


100 


450 


FLEENYKVKFSCFSPFEELKKKGRL 

N**NFIS*I*IGPKIFSQTNS*NSNFYQ 

YLCILSGLIQDK*NFKILS*FYYK*V 

GNFDILYIHTCVCVCVCVCVCVCVF 

VCLWSTLRMTDTV 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


2405 


7902 


B 


2610 


50 


382 


XGEQLVRQDLDAGVSEHSGDWLD 

QDSVSDQFSVEFEVESLDSEDYSLS 

EEGQELSDEDDEVYQVTVYQAGES 

DTDSFEEDPEISLADYWKCTSCNEM 

NPPLPSHCNRCWAHX* 


2406 


7903 


A 


2611 


1665 


1787 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2407 


7904 


A 


2612 


1431 


1553 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2408 


7905 


A 


2613 


1 


752 


DLDAGVSEHSGDWLDQDSVSDQFS 

VEFEVESLDSEDYSPSEGGQELSDE 

DDEVYQVTVYQAGESDTDSFEEDP 

EISLADYWKCTSCNEMNPPLPSHCN 

RC W A LREN WLPEDTGKDKGEI SEK 

AKLENSTQAEEGFDVPDCKKTIVND 

SRESCVEENDDKITQASQSQESEDY 

SQPSTSSSIIYSSQEDVKEFEREETQD 

KEESVESSLPLNAIEPCVICQ/GST*K 

WLHCPWQNRTSYGLLYMCKEAKE 

KE 


2409 


7906 


A 


2614 


426 


813 


SSRRFVWRAKLLCERAQSGTVYEI* 

QCAHRHPRHRHPGCCRHRLGYAGT 

AGPLAGYRPFRQHRQSLWRAASAI 

CVDAISMRTRSRSTVRPLWPPPSPA 

RFATWSHYRLRDHGDHTRPVDLPT 

SQFTILL 


2410 


7907 


A 


2615 


1740 


1862 


FF VLLVETGFHRVSQDGLDLLTS* S 
AHLGLPKCWDYRHEPP 


2411 


7908 


A 


2616 


1174 


1354 


FF VLLVETGFHRVSQDGLDLLTS* S 

AHLGLPKCWDYRHEPLRPAGLFKH 

SPGLYSQPILT 


2412 


7909 


A 


2617 


2271 


2393 


FFVLLVETGFHRVSQDGLDLLTS*S 
AHLGLPKCWDYRHEPP 


2413 


7910 


A 


2618 


1029 


1197 


FFFFFFFFFGFLVETGFHRVSQDSLD 
LLTS* SSRLGLPKC WD YRHEPPRPA 
EEGI 


2414 


7911 


A 


2619 


402 


990 




2415 


7912 


A 


2620 


1326 


1716 


KAKKKKRLFFFC1FLCFLWGLPASL 

LEPGN V WKHL V WN SLH WSTARVL 

SSPHLTSCNSWQKHPEHPKGAPKN 

HLKAGCSGSCL*SQHFGRLRQEDGL 

RQGV*GCSKP*LHHCTPAWDKHLL 

KNSNNSNH 


2416 


7913 


A 


2621 


148 


420 


LSLSLCRFLGRFCSGSSFSSIFVLFHF 
SFL*FMFSFSLETQKFKHTSCVCVC 
VCVCVCVT*RILSFGIK*SSIQI*AQH 
LINFIFLSEKWR 


2417 


7914 


A 


2622 


565 


916 


VPRARTQHSREKGRAGAWFGLHY 
QGSIICGSNSTW*NPPQRGPKLLVRL 
MS*GHCPPSSTQSGSTTTGKEEVKS 
SSGSDVALALYNDYFSLFCSSSVSKI 
KREPQLYKQTERETGHT | 


2418 


7915 


A 


2623 


1132 


1245 


KWHLGKIQNYSTGKCNRIYIYIYI*I 
YLF*CHLSIGNC 


.2419 


7916 


A 


2624 


209 


326 




2420 


7917 


A 


2625 


808 


1010 


EETEGRARWLTPVNPNTLGGRGRW 
IT* GREFETSLTNKEKPPSLLKNAKK 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno>vn; *=Stop 
codon; /=possible nucleotide deletion; \=possibIe 
nucleotide insertion) 














KKKRKKEIKPGMVATCL 


2421 


7918 


A 


2626 


1602 


1940 


PSGNTSETSKGLNIRSHTRLFEDIKG 

VNHRSSQLFQKKPKNRDRIFQERYV 

RSLLSK*VHPCDICKRPTSFLTTL*Q 

QKHHHF*QKALENIKEEQTDKLILS 

CKRVLPFVKK 


2422 


7919 


A 


2627 


2565 


2748 


KSLKLGMSLKIKFIFLIKGHLGFPHF 
LKICPKTNSIFNTHVS*YIYVCVYIY 
VYTYTHIY 


2423 


7920 


A 


2628 

• 


1032 


1292 


MY1PLNNGTVGVDSQMHLDVQIDY 
RVLFSYDDWCRNV*FGWAFTSCLP 
LHGNIGGFFKMCVSYFFWEGELFSS 
VYFLESSYRKPNL 


2424 


7921 


A 


2629 


1640 


1815 


NSKGESSAPLFLPDSHLEKRKSYGT 
HPLYISLLKNYEK*NNSNLKAVIFK 
ALLKNKQT 


2425 


7922 


A 


2630 


1089 


1226 


IQIQNKLKKECPSWVW*HMPVISAT 
QEGEVGRSLQPRSLRSAWAT 


2426 


7923 


A 


2631 


197 


430 


SSFLLVYFFIFYFILFFETESRSVSRLE 
YSGAISAHCCLRFLGSSDSSCLSYSE 
G*GGSIDRAQEVKAAASCRTTAL 


2427 


7924 


A 


2632 


343 


596 


GYSLLYIQKQPTPLKTKARIGCSYY 
VNCIFLWNFWKAHTSCFPLCSFVGD 
FMYICCLERNPEVGSAQ*DNGKQM 
PCYYRAASEG 


2428 


7925 


A 


2633 


1143 


1553 


QCRRVPRGKRLELGVHSSTG*QAPL 

LPSASATSSGFLADRRVGTGLRTPL 

RSRRSAGPYLARPASSAARGPPVGR 

RGPPWGWAASAArSARSSPPSAAGS 

GPDWRRPGKRHSPRPTAAASAHTS 

PSQSPA1APAGGR 


2429 


7926 


A 


2634 


158 


585 


ALTWVHLSSVSFFFPDLKLTPSRSPP 

ANPSTQQPPHPPHPAPKP*WEAGRI 

AAS*LPSKAGSWKPLLVNPKAKLW 

SHVGRMEGDLQCPLCLWLHLPILW 

FFGGSCFPQTEHSPVQSPDGLIIAWN 

CPAS DAG IKDCLPKYFC 


2430 


7927 


A 


2635 


1348 


1540 


SCCWACE*QCNWYVYISVCACVYT 
YICISTHIYIYTYIHVHLMGYVKIKQ 
LFNACDSMEHLQAH 


2431 


7928 


A 


2636 


263 


615 


LNVSEGNIWVKLCHELQHGPLNSSP 
FLILLSHSEKINRASIMLKRKYKLIN 
NYILSAFNPPPGKIHTHTHIHTHTHT 
HTHTES QK VKST* EIT* IFPQQ YTNL 
CQREEHCYFLSHSE 


2432 


7929 


A 


2637 


270 


665 


KLGKVAHVPYCQPARTLAPRLALS 

EGSFRATCPG *ELSGLRCSPICCPPRS 

PPALPLCPLKTKLPKC*KTQTYPGS 

GF*PSHPSCKSGPKPLMGCPTPGGG 

QVDEWIVIYNKIYGRNTGLRRLHRP 

LYQFK 


2433 


7930 


A 


2638 


54 


311 


SQHFRRPRQVHHLRSGVRDQPGQH 
GEMPSLLKIQKLAGHGATHL* SQLL 
GRLRQENHLNLGGRGCSEPEIVPLH 
FSLGKQSEALS 


2434 


7931 


A 


2639 


26 


229 


CRMTM S RL VTM G V A VFL V V CERC 
DAVCPSGQSPPSP\PWASPPECCRDH 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=linknown; *=Stop 
codon; A=possible nucleotide deletion; \=possible 
nucleotide insertion) 














ICPHPVGPPGPPSLALPAW 


2435 


7932 


A 


2640 


133 


586 


THVMLCAQVGSHHPALPWASPPEC 

CRDHICPHPVGPPGPPSLALPAWDT 

HTHTHTHTHTHARTRATHTAHILPS 

HAVFYPFDVQSGSLAGSPYPRGGG 

GGWFLGGAKKGRECPGG*MGGPP 

MTPSSFQKQLLLPPSQGPTPKPPEGG 

PCLQ 


2436 


7933 


A 


2641 


186 


609 


RVGHHPPSVRHPHQGHPGWLRDPV 
QLHLWSSCVAFPPGGAPAGLPPSDQ 
DPGPPLAISPTHWPPPCGQPCKTIAA 
HGNGHTRTG GR* RPRRL* SRPAE WP 
SAPKGRSGGLPGSFQEPADSYPGCG 
TWCSSACKGRQPSYS 


2437 


7934 


A 


2642 


989 


1790 


NYTPFLPCSASAQEFCELWGRPLVV 

FCYFYFQPPLAVEPFNVIVICCWVR 

VKVGPGAFPRGLRRDVQRADFSRS 

SEGLLMGWVRDFDNHQSTCALDPF 

SGGIGSLLVPGGSDLQIGCFQKSFQA 

LIEN* CLNRHNSLG * TPKRSIKILWA 

E*ISRAGLCNSSPEPIPACGHPPPR*G 

QWEAGPTAARTCFSPPTSNPPPNSG 

PQAHEAQVSGDHSHIGGS*GSPSPPL 

AYNLSTRKAQPKCGKKCMVLPSTC 

KNCTYCKPFALWNCMP 


2438 


7935 


A 


2643 


92 


330 


RQVCLPPSERNVASLRTPHPRRGAQ 
KSQEGPPGRQSPSELKSRYWCVENS 
TWVSRAPQGTGWPGWALPFPHQG* 
GWLGP 


2439 


7936 


A 


2644 


1137 


1290 


HGQINQMEVNLPMDRKV*THTHTH 
THTHTHTHTHSSTSCPYTLKRNKVK 
S 


2440 


7937 


A 


2645 


96 


357 




2441 


7938 


A 


2646 


2648 


2953 


DWGYLPFKTLTYPGMVCHCLPLKS 
FPLFFPPLFSK* WMGPKLYPPKPHL 
YQNISPQYLCQKTPQTKMPILKKGV 
FFPFRM*APQESGTNVFCMFLLCPS 
TL 


2442 


7939 


A 


2647 


201 


377 


QTVFVKLCVYTHIYN*VYMLIHI*A 
PLSVY*IYAYI*AHILSYIYVHLVIYI 
TEKYDF 


2443 


7940 


A 


2648 


1917 


2056 


QSHAKE WIFLLTCFIF *KLLRNI YI YI 
YIYTHTHAYIYIYIYIYFQ 


2444 


7941 


A 


2649 


246 


717 


KRQSEEGVFSCCQGWNESLLLKSK 

VLEYP*FLHFPSFSFDLYLFNYVFIY 

LFIYFCSIQSQTQSKAERAYIYIYLY 

MCCRQNTVNFTTTTTKQLFCHLNIH 

LRRRNEKRWGCHFLVYAFEARSMF 

IYFFSLCINENDPEWRLAERSMYWS 

KHHKSC 


2445 


7942 


A 


2650 


191 


657 


SGGERRNSSAPSAMSPSGSATTSPG 

T*PRIIDSERTPAFHARASTVKPPAGI 

NTREHPPLPCTPKPCTKTHTFTAPPP 

PQRCTHTSSPPRNLIQIFTRDTHPPPT 

HTHRHTHTQEPG W WSFDWVGCLR 

GFSFECTHFHFPQNKGTFFKMSYIA 

TY 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid ol 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


2446 


7943 


A 


2651 


1108 


1282 


PPLWAPAPAILFLQERKRGNDPNW 

DARRGN*TKNKNKNKNKNKKTETL 

LRRPVFGAAN 


2447 


7944 


A 


2652 


2 


479 


FIIAHPDTVLGELSYFVTEKMISIHLE 

CSCNVWRVLYYGFNLYIIYIRYIICN 

YIS*YILYIK*YT*VFF*TMGVYYKIN 

NNMQTVVPVYLNYIQVCCY*QIYL 

TFI Y YG SHFLIELRN Y* TRMHMLL YI 

DLLPVFTLPLPFMLSMMLNMGGIFN 

GPNF 


2448 


7945 


A 


2653 


341 


622 


YQNRLFPNQCFTCLLVWLWDSPAP 
PPRPWQPPPQGFAHT*DRKEEGDPI 
GIWAPEGKSCTPKPPPPSLPRTSPGW 
KRALQKGDTGCPGPSTAST 


2449 


7946 


A 


2654 


597 


785 


NNSPSQ*CHFGTDSIICILKQRLGAV 
A Y A CTL STLG G * G GRI A * A QEFE A S 
LGNIVRPCLYI 


2450 


7947 


A 


2655 


237 


656 


RGQGWVGDSSQGRGGAKEGLLPSH 

GLPTPNPIHPTSPIPPENYVQRNTEK 

SWSWREGGRWKEIGRGRMRGKPSP 

VLPPPGDRVMEGGPPTPLLQHRSPH 

PGGERHGFS*SKFPPPPGSRPQKERR 

KGQRGMCVRVGQIN 


2451 


7948 


A 


2656 


109 


290 


NKLLNI YMD* * IICQILLKL YL VPIKL 

MDTVYMSIYLSLELCFVISPFLLTGI 

YLNLYIY 


2452 


7949 


A 


2657 


122 


359 




2453 


7950 


C 


2658 


133 


315 


MQWLYIATLIPPFFWTQRKGTFSGK 
SQLILDFLQGALAILSPPDPHPGILHR 
SLWAHLPA* 


2454 


7951 


A 


2659 


1399 


1644 


CERGLPGPFSPMAHQG*TRAGDTG 
QPASSLPLGLTAGPYFPPSGCLGPFT 
LDGCGLSPPPLYLPVFFPGGLLKSSR 
PLSCLN 


2455 

i 


7952 


A 


2660 


592 


943 


RTGCGQTLTVSHPDQARHWPGPGF 
ALILLYYPAQGFHHLLPEAGPEGRG 
S LLTEEG SRE AN SRS SLI S A AQLPPA 
APPQGLGV*MQESSRWGGKGRSKG 
SLP1NLGLNSKLKKTTPP 


2456 


7953 


A 


2661 


181 


401 




2457 


7954 ! 


A 


2662 


1163 


1457 


HPRJCWHHSDLHTITKTSHST*SESQ 
NPHSESPGPRGCEPPGPRGSEPPSLL 
*LSLPPPLPFAFCSSCPGLMAGFPPK 
QALSITGPFSPSVALWLGHC 


2458 


7955 


C 


2663 


275 


327 


MPFRLSQDCHHSAGAQQ* 


2459 


7956 


A 


2664 


70 


191 


DLLQKPQV*DPSRTECVSM*CFLSPP 
*AETTSILPCFPRI 


2460 


7957 


A 


2665 


40 


142 


THIHILGFLI*G*GLAMLPSLVSNSW 

AQVILLPQHPKVLQLQAGSTVNQPA 

HRC 


2461 


7958 


A 


2666 


479 


722 


YCIIIFLGGFFCCCSQHILNVFLCLAS 
FFE*MISQL*KILLGLGAVAYACNPS 
TLGV*GGRIT*GKKFKTSLGNIVRA 
HLC 


2462 


7959 


A 


2667 


265 


518 


VKTVFLSGLDPLSLNENNMVLIMTS 
IVIFSHPLHFRFETLIGEWPFLNILLG 
QV*WLTPLIPGLWEAKVGGSLEPRS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














LRTAWET 


2463 


7960 


A 


2668 


626 


695 


GPAARARPGKGIRPFRLL**HHFGCS~ 
LWMG WKMG SQCRSP VES IPLGRAR 
WLTLVIPVLREAEAGGSLEPRGSIPG 
WATRVRPRLYIEKKKKK 


2464 


7961 


A 


2669 


66 


610 


TNNGSKSFCLKEHRGSCGCCSSKDF 
GVPQRLVLGLVLLEDLILGELQVLA 
FGALSGSISIFPSIPPHSAIIKKNSHLR 
KIPPVPPRQPFRRVWTSGPPAPRASF 
PSFCFSPPLAPRPPGLRTRPPPS*APA 
APQSRRCTGGPARCPPRGVPRSQPE 
*TPCKKNFLMEKISYDFHSQRSSED 


2465 


7962 


A 


2670 


1077 


1598 


YVCHTSLYTSKSAHSSPWKFSWDV 

NPTPLAIHVTTSKTVSFHTEEVRVW 

SVHSTLKRFGFGAGGGE*GISEKGG 

HMAQTGTSRRPIPAGRDPGPGRPGL 

LA E YRRPG EE A E A V APEPEDPH * CH 

HQHTGGPQAPSAQVKVQSSPRRPH 

QLPVSVSPWIPGGCRGPITTGVGTS 


2466 


7963 


C 


2671 


40 


180 


MSFEAEIVLSPDRTTALHPGLQIETL 
SHIIIIILILSTISFHQLLH* 


2467 


7964 


A 


2672 


1818 


2154 


PTPVFVPSLFPSHKHLPQALCGLCG 

LMSMATKGLSPYTSPLNLWRDTDH 

QRLDFSSSYIIFKTNRLGAVAHTCDP 

STLGG*AGKIV*G*EFETSPCKKRDL 

VSKIIFKKEQK 


2468 


7965 


A 


2673 


137 


1610 


EENIKSYKEYKCHNLYVIRKELLGG 
GAVAHACNPSTLGLQV*AIPQKIKK 
YLNFKL 


2469 


7966 


A 


2674 


1 


490 


GNRSRARRLASSPGSAAAAYRRPLP 

AGPSVYPQHERPCASTARRATGFRE 

IKVPSKSEVTRILDGKRIQYQLVDIS 

QDNALRDEMRALAEQPQGHPTPDL 

STGDQYCGDYELLSWRLWKQNNA 

AGVS*KLGLKSSPVPEFPLAGTPITN 

TPPQPFNLANERTF 


2470 


7967 


A 


2677 


2 


215 




2471 


7968 


B 


2678 


63 


203, 


SFRRPMASASTHPAALSAEQAKVV 
LAEVIQAFSAPENAVRMDEAPG* 


2472 


7969 


A 


2679 


433 


895 


VFHLPSAEPRASDALMASASTPNRR 

PLSAEQAKWVLAEVIQGVSPPRRJA 

VAHGTKAR\DNAC\ND\MGKMLQF\ 

VLPWATPRSQQEVIKAAYGFQLPTG 

EGVP*SFAPIWSSSYEA\QD\PEIRQA 

LSGKLEGACFCRP*TLPTPWGLLVG 

GSVAAS 


2473 


7970 


A 


2680 


235 


442 


RPTFFYIPFKISKIKPSKIST*RPPSLL 
VG*KSKEKASTQKCLTKIPVPSANL 
KDFLPKHDTEKRELRH 


2474 


7971 


A 


2681 


199 


1061 


RRSEPKGWNRATAFPPKVGCGCVW 

EKTGMGDQNPEETALPSSLHVSISQ 

RSPRSTQASPPTRGHPVQPRRVYTP 

FKAGRPRRQKQVTHGQTAATLQVE 

*ATLPTNT*TSTTRAPCENQRGGKQ 

RSGWLRATKPHTAERRPSLNRPLTP 

TEPNCKLTTELKSYSLQSKTWRNKS* 

VKTCRSKG * *VMER* WSGKHS VKI 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
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Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














VSTFPPSPRGSSSRLKPEARVARKY 
GPSPQLKPRRWRERKHGKPREMGR 
SEKSESLEWDRSLPVLRMVDGFSPG 
KQNRNGQRGRAQSMAW 


2475 


7972 


A 


2682 


415 


575 


ISGWGVGGSCL*SQHFGRTRQEDHL 

NLGVRDQPGQHSENKVSIKKKKRN 

VISI 


2476 


7973 


A 


2683 


457 


549 


VSTGNKV VPGQKVKAICI* *KVLLK 

MQIAFTFCPGTTLLPVDT*NKVTHL 

NECNILASLWWLKHDLVFQLLATW 

LHFNLRSISSENASAPSYCPTEGVAT 

LSKPIFNYFPHFIPFLHFSHMTLS*PY 

LAFFLPSPCNSKRNLDSHMVAIEAN 

RCLAN*NKNYDL*TADVSSFQNILQ 

FIVNHKIKLPT 


2477 


7974 


A 


2684 


291 


364 


RLKL*SPHLSRSYFEKSKEQLASRTP 
TGQS 


2478 


7975 


A 


2685 


2 


361 


TETLARPPSPLVTNMKLLAETWLLL 

TICSLEGALVRRQAKEPCVESLVSQ 

YFQTVTDYGKDLMEKVKSPELQAE 

AKSYFEKSKEQLYTPLIQEGLGTGT 

WFNFFELFSVGTLGTTAWPPS 


2479 


7976 


A 


2686 


425 


678 


LLGAISWELWGTQPCHPVEGVPGPF 
GLSNPQAGAFREQPTGPVP*SSSFEK 
SKEQLTPLIKKAGTELVNFLSYFVEL 
GTQPATQ 


2480 


7977 


A 


2687 


64 


287 


RQMALLKANKDLISAGLKEFSVLL 
NQQVFNDPLVSEEDMATVVEHSMN 
*YMSYYSLQATGEPQDLRPCCSCAL 
L 


2481 


7978 


A 


2688 


983 


1386 


QEVRYRKVETLRCLLFSSCLVPVCA 

ASPVSRPGCRFLRSSLHWPTGRLVF 

RQRGETFLVPEKTVLRGVASAPAQ 

KAAGRTPVPGRPRDARLRAD ARS* S 

C*RAARPRRGASGAVGARCGPRPG 

FPFLRSGGIFV 


2482 


7979 


A 


2689 


473 


706 


NLTLASKISLKYCKQYLWILFRKRL 
WPGVVAHVCNPRTLGGRGGQTT*T 
QEFETILGNMVKPISTKYQKKKKKK 
RAAA 


2483 


7980 


A 


2690 


1400 


1600 


VGGGSGRSSKFPPLP*CPPPSCCSLPI 
SSPPPCLSTPGPSLLHVSKGTRRISRL 
LDKRISKRFTNH 


2484 


7981 


A 


2691 


6133 


7646 


YMLFLFLSTKGWTVIQNRQDGSVD 

FGRKWDPYKQGFGNVATNTDGKN 

YCGLPGNEQACK1KSFYLKWDFF*L 

KNIHCWKPVLGS*EEFPDKNVEAK 

DKGRKAVFSFPKFYFW*EILFCFSFR 

\EYWLGNDKISQLTRMGPTELLIEM 

EDWKGDKVKAHYGGFTVQNEANK 

YQISVN\KYRGT\AGNALMDGAS\H 

LMG\ENRDHDPFHNGHGSFQPPYD\ 

RD\NDGWYVWHSLLLL*KSH*YHY 

SESLTIFLIATTSWALTVSHCPKLFM 

HHSKAFQL*GRHSYSHFTDEI*RDY 

VICPMSHNYPEIKLEFEHSYFLNNEH 

LDKYLYLYILKCV*KLSFSFPGFSDT 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Mc 
the 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














KGCKSYYSSIK*QTQSLDGLPQRPS 

YLSFLL*GTGGLWCISVTLCIAPKGK 

TTVHTSVAVFYG*SAKRNLTTVVLF 

LITPNTFSFRLTSDPRKQCSKEDGGG 

WWYNRCHAANPNGRYYWGGQYT 

WDMAKHGTDDGVVWMNWKGSW 

YSMRKMSMKIRPFFPQQ 


2485 


7982 


A 


2692 


711 


865 


VTMKTFSLRHKACGQVKNTELTPQ 

PN\SSIQPTSHYYPHCQPNTGMLIRK 

G 


2486 


7983 


A 


2693 


26 


351 


ASLPDVTNMKLRAATVLLLTICSLE 

GALNRTQATDPCSENLCSQYFQTVT 

DYGKDLMEKDMSPELQAEAKSYFE 

NSKEQLTPLITKAVT*LGNFLSYFV* 

LGIQPASQ 


2487 


7984 


C 


2694 


10 


123 


MSTDRHQGQRRWLGRPPHCYQHE 
AARSNCATPHHLQP* 


2488 


7985 


A 


2695 


6 


409 


FCPALSSSTALFFLRGLWFRGKRLG 

STDLTLHKPFNLTQPQFLHWYEMG 

ESHIDPKMLKPESGRSKSLFPSAAFL 

DLQSSFLPSFLVVFPPPLSGSCRSLSL 

PSGTNPLLQLVPLPPSILLPLSTVLF* 

RATKG 


2489 


7986 


A 


2696 


736 


927 


SVAHSSCVSHTHMHTLLGRRATINC 
LFRNGRGQVQWLTSAVPALRKADV 
GG*LEPRSSRPAWAT 


2490 


7987 


A 


2697 


2 


251 


FFLKPCLQTVATSGGCNFWPQAIFL 
SWPPNSISYRTQPTIFFQYNINILQAL 
A*FTLFACNPSSLGG*G*WIMWPRS 
RHCTPV 


2491 


7988 


A 


2698 


1278 


1515 


SMVIRIMKVNHPEMGLLTKRAKRS 
LNEMLNVDGKSGGYILGAVAHTCN 
PSALGGRGGWIT*GQEFKTSLSNME 
KPLLY 


2492 


7989 


A 


2699 


139 


260 




2493 


7990 


A 


2700 


268 


388 




2494 


7991 


A 


2701 


233 


400 


HFLRAKVSVTQARVQWLDNGSLQP 
PTSMLK*SSYLSLSKCWDYRHVPM 
APRHFNK i 


2495 


7992 


A 


2702 


602 


758 


IICLSVI*NPRYTLGTVAHTCNPSTFG 

G*GTWNS*GQKFETSLTNMAKLCF 

Y 


2496 


7993 


A 


2703 


379 


1160 


LVDMQLWPPVFHENKCCLGPPPQT 

TH*RPAPAVPTPQAGPGTQGLATAS 

SVSMLCSDKLFPSSDQPRV*PGDAE 

LSVLGVGRSSRKESPDDQAPPLPVIC 

ELSFARVGGAPGEPLQRPVVLS*TP 

GTLWSKEIA*LQAVLGQY*HEGCAT 

IMPADP*GRPGPENSGSVTAQGQPL 

PGRP*NRTHLFFVPHPGQAASQSQS 

SSSPP*QSERRA*IVSPNSGQRYFFPE 

TEARRQ*GEPRGEGGGDLPQPFQPV 

LLAALVHI 


2497 


7994 


A 


2704 


178 


412 


LLHSSLGHVARLPTLQNMKTLARD 
GSVCFQSHLLGRLRQEDHGCSKP*L 
HHCTPAWVTEQDPILLKTEIGIPVCS 
FKR 
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SEQ ID 
NO; of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


2498 


7995 


A 


2705 


67 


398 


ISLTLGRHHGKINVYFLYLKMQG*Y 

FCCTFVSVVNCSDCLSGHSRRKTEG 

DKVRKEKQEA*AWCKTCETTLKTF 

PILLFTKKQAGHITPLMLPFLILHTV 

VTPYFNLEAD 


2499 


7996 


A 


2706 


264 


612 


KHFSYNFFSFSFFLEGGGRVLLCPSG 

WSLAQCSLQLLGSSNPPTLAS*VAG 

TTGVCQRAWLILKFFCRDRVSLCCP 

GWSGNS*LQMILSPRPPKILGFQASA 

TALGPLTPFCLIV 


2500 


7997 


A 


2707 


179 


472 




2501 


7998 


A 


2708 


498 


849 


GSLLSRAPIPYPLNWVSFFIPEVRTPP 
DIHTIGSEFPRFLKYLKPTREKILVPA 
LSPPVQPGPSVPFPLPLSQDSSGQAK 
APWPSSLMH*PGALPLRTTSTQKCD 
SPSEQTSDASG 


2502 


7999 


A 


2709 


768 


1073 


GVETGFDLIAFEDLHAVPRDSGISLF 
LQATSAPPPPGTARPHQESPLASHK* 
QARQAPEPLGYA*ARQAQRMEATK 
ARPRPKSSGARVGREPTCSKPAPRR 


2503 


8000 


A 


2710 


5451 


5678 




2504 


8001 


A 


2711 


396 


687 


TFCPRCGCPSGLAMRLFLSLPVLVV 
VLSIVLEGPAPA*GAPEVSNPFDGLE 
ELGKTLEDYTREFINRITQSELPAKM 
WDWFSETFRKVKEKLKTDS 


2505 


8002 


A 


2712 


1 


93 


LPKRWNSCHEPLVPLFSPLLVNAVL 

GVLGSK*GKKIKDNEIGEEIKLSLFA 

YEMILFVVLL*NPYS*PKNFTVKLL 

YQSLRK* SDTRLKSTI YLYTSNKLK 

LRELYSE*PKRWNSCHEPLVPLFSPL 

LVNAVLGVLGSK 


2506 


8003 


A 


2713 


376 


469 


NQLPGPERWLTPVIPTLWEARA*GL 
FEPRSL 


2507 


8004 


A 


2714 


715 


1050 




2508 


8005 


A 


2715 


404 


559 


VNIFHFKTFYLGPGAVAHTCNPSTL 

GG*GGQIT*GQEFKTSLANMMEPHL 

Y 


2509 


8006 


A 


2716 


3 


180 


FFFIGVLTLLPRLECSGAITAHCSLD 

LLGPGVYTT*TLQVLGITGVCHHGQ 

LIYFYFL 


2510 


8007 


A 


2717 


1825 


1958 


LWTISVFWKAGVPLPC*QSPRWTKS 
ECLSFTPMFLNKSNFKKRI 


2511 


8008 


C 


2718 


23 


349 


MPGRGSTAQRGFSKRYSRSGARSL 

CSLFLFLAKSLSRAMTSFSNISGAGL 

ASKKNAVFQHSPLSALIEQAGSFGF 

YGFISSLLPWRQRDFNHVLLGICWA 

VTSVEASE* 


2512 


8009 


A 


2719 


41 


298 


ASKVICQQRWHAGFAWLLSLEASL 
PREGTAGEAVVLAHCLSPSVLKEKR 
QPAVRAVRKASRPP*ILQRHSRQNE 
GHRQEWCGHTA 


2513 


8010 


A 


2720 


277 


651 


KPSRARLLYESKKEGEMLENCQFFL 

CLFAKEHLQAH*QKSS*TSMDRLIN 

EPSNDWDIYYWGHRS*TSPRNIWK 

MKSWALLERLCLKTKTKRQRLRGP 

SFWSTSLEKPRWSCAPRPGHGGSVC 

GW 1 
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SEQ ID 
NO: of 
nuclco tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence < X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


2514 


8011 


A 


2721 


76 


185 


VWQCLPLYPLPNTLRAVAFRFLAIG 
YAFPLSCLCALWIFPQNLTSLVTDY 
*FGWSK*DPQ*FVICLCVCVCVCVC 
VCVISKLCSSTDSSR 


2515 


8012 


A 


2722 


1685 


2124 




2516 


8013 


C 


2723 


299 


577 


MFCFDQSSLGSIVLESWITVKPLTL1 
S STLMRRDDNFICCH A GRLFLLT VP 
YRWHTLSGVALFPGPCCGIFFCHSG 
FQCGRLLPYRVHAPQG* 


2517 


8014 


A 


2724 


14 


213 


VDMGSHRVSQDGLELMTP*SARLS 
LPKCWDYRRDTPRLALLVLLNLPV 
PLGASHVGHCLLRSYFCS 


2518 


8015 


A 


2725 


1169 


1404 


SFLYFNGLMNFRPGQAFEDSHEFKY 
KY*K*ARL*IAHTCNPSILENQGGQI 
P*AQVFETSLDHTPRPCIYPPKKKKK 
K 


2519 


8016 


A 


2726 


44 


417 


CGCGLGEICLSHGVAQHNRGSNCQ 
KALFNAEPKCASSSSSGKGG/TILVP 
PAGGKGPNLI*WNPGPPGARGFPGL 
TPPRGGKKGRAQPPPENLVF*EKTG 
FPIVQRGGLKPPPGPPKGGE*RGGPP 


2520 


8017 


A 


2727 


624 


1023 


CWLWSRGILPAPWSCAAQPWLQLP 

EGSF*C*TKMCSSSSSPKREFPFGPP 

AGRQGPQSNKREPPAPRVKGIPPPPP 

PKTGEKEDGPTTPINLGFPSSSRVPP 

VTGGGYKPPPRPPKGGEKTGGTPGT 

HHRAL 


2521 


8018 


A 


2728 


36 


211 


KTKNISQL*WHTPIVAATWEARAR 

GSPEPRSLRPAVSLQTAPTALQPSRL 

EMFVRRYP 


2522 


8019 


A 


2729 


640 


898 


VLLTCLVCLVSSKTKPNITKQHTKI 
KFPQSSRARWLTPV1PKFWEA*AGG 
SPEVRSLRPAAGLEFLVSHLGPRKC 
WDYRHKPPCLA 


2523 


8020 


A 


2730 


707 


1164 


SCIFLNQVFNKNLYFLFFKIKNNLYF 

LCCMRILICAYNG*RFYLCGMK*GL 

*SWF*CFSLPSLFTAVKFIKCFSVVF 

CSLSFTGYFFMYTFRIFCLLYPVVQ 

MISYILQMPFQFLFSFSIKLPSCPNVQ 

FVSVCVCVCVCVNLIFKSAFa.PI 


2524 


8021 


C 


2731 


270 


371 


MQNLQCFRAFELLTHNSASELPLSA 
PVTYTEDD* 


2525 


8022 


A 


2732 


2553 


2764 


G1GPGWGIRPKRTRPRQVNSNVLKA 
QEWQAEYPGIFQRPYPSYEQSFPFP* 
TPPNPPIKTSFPPRNCNSP 


2526 


8023 


C 


2733 


25 


288 


MSKVQTWGRQKTSHTRLSLHTWK 
VAQRPGRGAPHLPDGVAARQRCSS 
LSTRCVCCHHVSPQPNLGWAASVG 
DHSQLACSHGPLQSPS* 


2527 


8024 


A 


2734 


1043 


1207 


NMMTTHTLKKVGTGGRARWAHTC 

NASTLGG*GWWIT*GQEFETSLAN 

MVKLHLY 


2528 


8025 


A 


2735 


—t A 

74 


233 


JV1 V 1 r INL^r L-iN Jri 1 V 1 Kur 1 V 


2529 


8026 


A 


2736 


11 


151 


ICHDAVDRPR/CCRSAMTPWIDRDL 
PGRPTRPEPAVQRMISYDDKNRMG 
SDDVCIFLILE 


2530 


8027 


A 


2737 


214 


369 


QKDSPD*SCDCVLKENEISNLRCPIQ 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for fast 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possibIe 
nucleotide insertion) 


2554 


8051 


A 


2767 


108 


279 




2555 


8052 


A 


2768 


3 


314 


LLALVKEGPVPLFLLMKEREGVSSV 

RSLDTHGILSSTPPVHLPKTG/TEAS 

GSSWGPADPQDAEKSCRPTSPTLGG 

GVPACVRCACVLLCCHGALSLRAA 

SLFFL 


2556 


8053 


A 


2769 


1 


465 




2557 


8054 


A 


2770 


192 


400 




2558 


8055 


A 


2771 


1414 


1597 


SGVYKRCKGGGRFVFLECATSGLSL 
ISS\GLSWG/RLWGHGGCRLAGGWG 
GGGGGSGGGMALL 


2559 


8056 


A 


2772 


673 


988 




2560 


8057 


A 


2773 


749 


1169 




2561 


8058 


A 


2774 


2 


290 




2562 


8059 


A 


2775 


3 


520 


HERRVVAWAGRGFVCCARSSRSRV 

IFCSAPAGMAHKQI*YS\DKYFEE\H 

YEYRFVMLP\RELSKQVPKTHLMSE 

EEWRR\LGVQQK/SLGWVHY\MIHE 

P\EPHILLFR\RPLPKSSTKMKFISGIV 

KSCFKFNVYVVYKVVFQWNTWRN 

GYKSFHPYLCMSCILHSNRARVKC 

NCK 


2563 


8060 


A 


2776 


1134 


1312 




2564 


8061 


C 


2777 


49 


282 


MFVFLSSAGNMPVTCWCWEAPRC 
NQKCTDPAARRPDPQTXESQDRLR 
CAPCTXHQPLPLDTHNRTLVHNRL 
NIPQKL* 


2565 


8062 


A 


2778 


1 


306 




2566 


S063 


C 


2779 


54 


212 


MFVFLSSAGNMPVTCWCWEAPRC 

NQKCTDPAALIFLAPMPVQSDDSGK 

RQTG* 


2567 


8064 


A 


2780 


34 


308 




2568 


8065 


A 


2781 


35 


407 




2569 


8066 


A 


2782 


41 


360 




2570 


8067 


C 


2783 


105 


302 


MXNLKRLQISMKPAHSGVCPVTRX 
SEGLGGGRLGLCIXWLQRGASQHQ 
HVTGMFPAEDKKTNMKV* 


2571 


8068 


A 


2784 


3007 


3541 


KRVDYWGIKSSIICSTTLLPHRSGLC 

KYYFFFLSLSFKDSFWVIFFFCLSQR 

WKGERAKEKTTNNKENEAFPSGYQ 

NAPGEEGTVRGAPGAGSALRCGWR 

WRPP/SRCGWRWRPPAWR\LRCPRP 

ARRWVCKPGPPPPPPLPPPRRPWGP 

CSAGPGAGLTPSRASICSWQARRQS 

GSHLITLERKRVRR 


2572 


8069 


A 


2785 


272 


801 




2573 


8070 


A 


2786 


659 


842 




2574 


8071 


A 


2787 


156 


203 




2575 


8072 


A 


2788 


441 


785 




2576 


8073 


A 


2789 


2 


28 




2577 


8074 


A 


2790 


.5 


1049 


LRVAVLVAFKMSTKNFRVSDGDWI 

CPDKKCGNVNFARRTSCNRCGREK 

TTEAKMMKAGGTEIGKTLAEKSRG 

LFSANDWQCKTCSNVNWARRSEC 

NMCNTPKYAKLEERTGYGGGFNER 

ENVEYIEREESDGEYDEFGRKKKKY 

RGKAVGPASILKEVEDKESEGEEED 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














EDEDLSKYKLDEDEDEDDADLSKY 

NLDASEEEDSNKKKSNRRSRSKSRS 

SHSRSSSRSSSPSSSRSRSRSRSRSSS 

SSQSRSRSSSRERSRSRGSKSRSSSRS 

\TGALLPHEKDLIQVHHLLLRGTERE 

VVLDLLHLVIAKKDEQDHGHPKDA 

TGHHLDHPILVPVQVQKRN\NVLKF 

TS | 


2578 


8075 


A 


2791 


971 


1106 




2579 


8076 


C 


2792 


291 


444 


MGCFFPNSWVRAGVLJPVPVICLSV 
RLTWGREAQRQGWVCRCSQNWVI 
FAP* 


2580 


8077 


A 


2793 


1 


672 




2581 


8078 


A 


2794 


1 


691 


MDFLLSWVHWSLALLLYLHHAKW 

SQAAPMAEGGGQNHHEVVKFMDV 

YQRSYCHPIETLVDIFQEYPDEIEYIF 

KPSCVPLMRCGGCCNDEGLECVPT 

EESNITMQIMRIKPHQGQHIGEMSFL 

QHNKCECRPKKDRARQENGSALAQ 

KRDNV\RSRQLPTSSRP*SRRWRSW 

STSRPAPVTPRASPLRATSSRPSSRT 

SASRSREASRPAWWWATTSWARSR 

AAAARTCC 


2582 


8079 


A 


2795 


312 


394 




2583 


8080 


A 


2796 


490 


2890 


PVALTDRQTDTAPSPSYHLLPGRRR 

TVDAAASRGQGPEPAPGGGVEGVG 

ARGVALKLFVQLLGCSRFGGAVVR 

AGEAEPSGAARSASSGREEPQPEEG 

EEEEEKEEERGPQWRLGARKPGSW 

TGEAAVCADSAPAARAPQALARAS 

GRGGRVARRGAEESGPPHSPSRRGS 

ASRAGPGRASETMNFLLSWVHWSL 

ALLLYLHHAKWSQAAPMAEGGGQ 

NHHEVVKFMDVYQRSYCHPIETLV 

DIFQEYPDEIEYIFKPSCVPLMRCGG 

CCNDEGLEC/VVPTEESNIPMQIMRI 

KPHQGQHIGEMSFLQPNKCECRPK 

KDRARQEKKSVRGKGKGQKRKRK 

KSRYKSWSVPCGPCSERRKHLFVQ 

DPQTCKCSCKNTDSRCKARQLELN 

ERTCRCDGSALAQKRDNVLFQAAT 

DEQPAVIKTLEKLVNIETGTGDAEGI 

AAAGNFLEAELKNLGFTVTRSKSA 

GLVVGDNIVGKIKGRGGKNLLLMS 

HMDTVYLKGILAKAPFRVEGDKAY 

GPGIADDKGGNAVILHTLKLLKEYG 

VRDYGTITVLFNTDEEKGSFGSRDLI 

QEEAKLADYVLSFEPTSAGDEKLSL 

GTSGIAYVQVQITGKASHAGAAPEL 

GVNALVEASDLVLRTMNIDDKAKN 

LRFQWTIAKAGQVSNIIPASATLNA 

DVRYARNEDFDAAMKTLEERAQQ 

KKLPEADVKVIVTRGRPAFNAGEG 

GKKLVDKAVAYYKEAGGTLGVEE 

RTGGGTDAAYAALSGKPV1ESLGLP 

GFGYHSDKAEYVDISAIPRRLYMAA 

RLIMDLGAGKEFHHHHHHAS 


2584 


8081 


A 


2797 


326 


1280 





435 



WO 01/79449 



PCT/US01/08656 



SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *-Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 


2585 


8082 


A 


2798 


356 


518 




2586 


8083 


A 


2799 


27 


225 




2587 


8084 


A 


2800 


470 


754 




2588 


8085 


A 


2801 


707 


907 




2589 


8086 


A 


2802 


2 


502 


VLSPEEDKATITSLWAKVNVE\NAG 

RKKPLGKAPLVVLPPW\TPRGFLWN 

SFGKTLS/ASALLAPSMGKTPQKSK 

ATLAKKGA*TSLGEDA\IKAPLDDSP 

RATFCPSLSEL\HCDKL\HVDPENFK 

A/LLGN VL VTVLA IHFGKEFTPE V\Q 

ASWQKMVTGVA\SALA\SRYH 


2590 


8087 


A 


2803 


921 


1146 




2591 


8088 


A 


2804 


1170 


1482 




2592 


8089 


A 


2805 


1492 


1853 




2593 


8090 


A 


2806 


909 


1180 




2594 


8091 


A 


2807 


105 


248 


CTCSRVSHNAPRNSLVSMVFRMHH 
PPPLDTFRQ/PQPSFNL * YP * PN YP 


2595 


8092 


A 


2808 


662 


843 




2596 


8093 


A 


2809 


263 


408 




2597 


8094 


A 


2810 


701 


950 




2598 


8095 


A 


2812 


1426 


1525 




2599 


8096 


A 


2813 


1 


3416 




2600 


8097 


A 


2814 


108 


520 




2601 


8098 


A 


2815 


3 


201 


GRGLRSPDTVTQQRRRGRSPSAAER 
*PTRPGVLRALPAPA*GKHCPW\PRP 
GARRRPPSSPAARPCP 


2602 


8099 


A 


2816 


318 


428 




2603 


8100 


A 


2817 


448 


647 




2604 


8101 


A 


2818 


42 


191 




2605 


8102 


A 


2819 


3 


452 




2606 


8103 


A 


2820 


25 


519 


EFHRLRENPPMVAVSCPTKTNVKAX 

AWGXKVGAHAVRSMCAEALERMF 

LSFPT\TKTYFPHFDL\SHGF\AQV*G 

ATGKKVADALTNAVAHVDDMPN\ 

ALSALSDLHAHKLRV\DPVNF\KLLS 

H\CLLG*PWAAHLPRPSSTPGGCTPS 

LGTNFLGFLLKHRCLNLPNNL 


2607 


8104 


A 


2821 


270 


453 




2608 


8105 


A 


2822 


115 


427 




2609 


8106 


A 


2823 


1 


1656 




2610 


8107 


A 


2824 


1 


1188 




2611 


8108 


A 


2825 


1091 


1764 


SIAYQPKRVQDQTDSQPILPELISNF 

SKVSGYKIN/AKKSQAFLYTNNRQT 

ESQIMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTKKWK 

NIPCSWVGRIMVKMAILPKVIYRFN 

AIPIKLPMPFFTELEKTTLKFIWNQK 

RVRIAKSILSQKNKAGGVTLPDFKL 

YYKATVTKTAWYWYQNSMVLVPK 

QRYRSMEQNRALRNNAAYLQLSDL 


2612 


8109 


A 


2826 


1 


1449 




2613 


8110 


A 


2827 


2 


1675 




2614 


8111 


A 


2828 


301 


453 




2615 


8112 


A 


2829 


1 


2139 




2616 


8113 


A 


2830 


83 


1257 


WQQTAVVDGGLKRLSLLNCRDGD 
CPSPQEPGPNSGRFQPAATDWLEFQ 
ARRRMKLKAI1LSKLTQEQKTKHH 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














MFSLISGS*KMRIHGHK/VGEHHSPG 

PVEGVSMPTESQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENYKPLLNE 

IKEDTNKWKNIPCSWVGRINIVKMA 

ILPKGIYRFNAJPIKLPMTFFTELEKT 

TLKFIWNQKRARIAKSILSQKNKAG 

GITLPNFKLYYKATVTKTAWYWYQ 

NRDIDQWKRTEPSEIMPHIYNYLIFD 

KPEKDKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTPYTKINSRWIKD 

LNVRFKTIKTLEENLGITMRDIGMG 

KDFMSKTPKAMATKAKIDKWDLIK 

LKCFCTAKETTIRVNRQPTK 


2617 


8114 


A 


2831 


1 


1383 




2618 


8115 


A 


2832 


2 


153 




2619 


8116 


A 


2833 


1 


2436 




2620 


8117 


A 


2834 


1569 


1835 




2621 


8118 


A 


2835 


933 


2812 




2622 


8119 


A 


2836 


56 


1692 


KSKSKQHSKASRRQEITKIRAELKEI 

EIQKTLQKINESRSWFFERINKIDRP 

LARLIKKKREKNLIDAIKTDKGDITT 

NPTEIQTTIREYYKHLYANKLENRE 

EMDKFLDTYTLPRLNEEEVESLNTP 

ITGSE1VAIINSLPTKKSPGPDGFTAE 

LYQRYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASIILIPKPGRDTTKKENFRP 

ISLMNIDAKILNKILAKGIQQHIKKLI 

HHDQVGFIPGMQGRFNIRKSINVIQ 

H1NRTKDKNHMIISIDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYFKIIRAIYDK 

PTASIILNGQKLEAFRLKTGTRQGCP 

LSPLLFNIVFEILARAIRQEKEIKGIQ 

LGKEEVKLS\LFADDMIVYVENPLP 

SQPQNLL*GWLSNFSK/MSSGYKIY 

KIDVQKSVQAFLYTNNRQTESQIMSE 

LPF\TI A SKRIK YLG IHLTRD VKDL\F 

KET YKPLLNEIKXEDTNK WKNIPC S 

WVGR1NIVK\MAILPKVN\YRFNAIPI 

KLPMTVFTELEKNYFKVHMEPKKE 

PALPSQS 


2623 


8120 


A 


2837 * 


2 


433 




2624 


8121 


A 


2838 


371 


452 




2625 


8122 


A 


2839 


307 


497 




2626 


8123 


A 


2840 


95 


314 




2627 


8124 


A 


2842 


2 


311 




2628 


8125 


A 


2843 


1 


602 




2629 


8126 


A 


2845 


571 


690 


CQQGFSFLQAYGPAQHAISVMRKFK 
AKYPDYEVTWANDGY 


2630 


8127 


A 


2846 


130 


943 




2631 


8128 


A 


2847 


45 


405 


GIPGRRNMAVADLDLIPDVVDIDSD 

GVFKYVLIPSPLG1PAPGIRPAESKEI 

VRGYKWAXGHHADIYDKSVGATCR 

KQGLRTVSILGGGRIS/HTKSPGQER 

FTVY\GYSMGLWSCPRTPIST 


2632 


8129 


A 


2848 


1340 


1504 




2633 


8130 


A 


2849 


3 


200 


GSCACAGSCKCKKCKCTSCKKSEC 
GAISRNLGLWLR\CCSCCPLGCAKC 
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SEQ 10 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location oflast 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














AQGCICKGASEKCSCCA 


2634 


8131 


B 


2850 


1 


384 


MWESVELPRDLLSGFAQNADSDMD 

NKVQVSDGDKELVGNWSKEKELPT 

V ALHH ALH VFH WLF S SRLGTP V SPR 

VAMEPKWSCEAGCCSCCPVGCAKC 

AQVLRLQRGIGEVQLLCLMWEQLF 

SQNCNT* 


2635 


8132 


A 


2851 


1 


2880 




2636 


8133 


A 


2852 


584 


1253 




2637 


8134 


A 


2853 


1 


2736 


QSRARADQRITESRQVVELAVKEH 

KAEILALQQALKEQKLKAESLSDKL 

NDLEKKHAMLEMNARSLQQKLETE 

RELKQRLLEEQAKLQQQMDLQKN 

HIFRLTQGLQEALDRADLLKTERSD 

LEYQLENIQVLYSHEKVKMEGTISQ 

QTKLIDFLQAKMDQPAKKKKVPLQ 

YNELKLALEKEKARCAELEEALQK 

TRIELRSAREEAAHRKATDHPHPST 

PATARQQIAMSAIVRSPEHQPSAMS 

LLAPPSSRRKESSTPEEFSRRLKERM 

HHNIPHRFNVGLNMRATKCAVCLD 

TVHFGRQASKCLECQVMCHPKCST 

CLPATCGLPAEYATHFTEAFCRDK 

MNSPGLQTKEPSSSLHLEGWMKVP 

RNNKRGQQGWDRKYIVLEGSKVLI 

YDNEAREAGQRPVEEFELCLPDGD 

VSIHGAVGASELANTAKADVPYILK 

MESHPHTTCWPGRTLYLLAPSFPDK 

QRWVTALESVVAGGRVSREKAEA 

DAKLLGNSLLKLEGDDRLDMNCTL 

PFSDQVVLVGTEEGLYALNVLKNS 

LTHVPGIGAVFQIYIIKDLEKLLMIA 

GEERALCLVDVKKVKQSLAQSHLP 

AQPDISPNIFEAVKGCHLFGAGKIEN 

GLCICAAMPSKVVILRYNENLSKYC 

IRKEIETSEPCSCIHFTNYSILIGTNKF 

YEIDMKQYTLEEFLDKNDHSLAPA 

VFAASSNSFPVSIVQVNSAGQREEY 

LLCFHEFGVFVDSYGRRSRTDDLK 

WSRLPLAFAYREPYLFVTHFNSLEV 

IEIQARS S AGTPARA YLDIPNPRYLG 

PAISSGAIYLASSYQDKLRVICCKGN 

LVKESGTEHHRGPSTSRSSPNKRGP 

PTYNEHITKRVASSPAPPEGPSHPRE 

PS\HPTATARGGPSCAGTS\PWPPPG 

AREVPRPDAQHAERAVPREAV 


2638 


8135 


A 


2864 


426 


539 




2639 


8136 


A 


2865 


1 


1134 




2640 


8137 


A 


2866 


766 


1115 


SARQIATFFNNGIKHLAIMGGDILH 
VAHIFVTPFNLEGAYTSINQRAEVG 
SLI VIFHRQQMFFIGNHPPLIV/Y SMC 
MANGTPASNRHGWRYAPDR*RSVR 
RCDGDPLHPDVRRRSG 


2641 


8138 


A 


2867 


61 


390 




2642 


8139 


A 


2868 


627 


1324 




2643 


8140 


A 


2869 


343 


452 




2644 


8141 


A 


2870 


589 


672 
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SEQID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 

u 


SEQ ID NO: 
in USSN 

flft/*7*7A 1 Kf\ 

vy/ / /U,loU 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-Unknown; *=Stop 
codon;7=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 


2645 


8142 


A 


2871 


1 


3000 




2646 


8143 


A 


2872 


2 


191 




2647 


8144 


A 


2873 


251 


505 


GSSSRLGQRTD*ATASRRHF\KNKV 
PGEAKNCSPEDDEIP\LYLKGGV\AD 
ALLYRATH\MILTVG\GTSICPYYEL 
AVASFPKKAGS 


2648 


8145 


A 


2874 


1780 


1914 




2649 


8146 


A 


2875 


1154 


1256 




2650 


8147 


A 


2876 


1 


2629 




2651 


8148 


A 


2877 


334 


468 


YEEEEEEDYD*EEEESSEPPLDENDL 
EEDVVFQPPQIEGEAVYDA 


2652 


8149 


A 


2878 


2 


416 




2653 


8150 


A 


2879 


1 


4116 




2654 


8151 


A 


2880 


3 


3080 


EEELEASKSFGPGNEEEEKEEKEYE 

EEEEEDYDEEEEESSEAGNQRLQQV 

MHAADPLEIQADVHWTHIREREEE 

ERM AP A S ES S A S G APLDENDLEED V 

DSEPAEIEGEAAENGHPGDTGAELD 

DNQHWYDSPSDADRELRLPCPAEG 

EAELELRVSEDEEKLPASPKHQERG 

PSQATSPIRSPQESALLFIPVHSPSTE 

GPQLPPVPAATQEKSPEERLFPEPLL 

PKEKPKADAPSDLKAVHSPIRSQPV 

TLPEARTPVSPGSPQPRPPVAASTPP 

PSPLPICSQPQPSTEATVPSPTQSPIRF 

QPAPAKTSTPLAPLPVQSQSDTKDR 

LGSPLAVDEALRRSDLVEEFWMKS 

AEIRRSLGLTPVDRSKGPEPSFPTPA 

FRPVSLKSYSVEKSPQDEGLHLLKP 

LSIPKRLGLPKPEGEPLSLPTPRSPSD 

RELRSAQEERRELSSSSGLGLHGSSS 

NMKTLGSQSFNTSDSAMLTPPSSPP 

PPPPPGEEPATLRRKLREAEPNASV 

VPPPLPATWMRPPREPAQPPREEVR 

KSFVESVEEIPFADDVEDTYDDKTE 

DSSLQEKFFTPPSCWPRPEKPRHPPL 

AKENGRLPALEGTLQPQKRGLPLVS 

AEAKELAEERMRAREKSVKSQALR 

DAMARQLSRMQQMELASGAPRPR 

KASSAPSQGKERRPDSPTRPTLRGS 

EEPTLKHEATSEEVLSPPSDSGGPDG 

SFTSSEGSSGKSKKRSSLFSPRRNKK 

EKKSKGEGRPPEKPSSNLLEEAAAK 

PKSLWKSVFSGYKKDKKKKADDK\ 

SCPSTPFSGATVDSGKHRVLPVWR 

AELQLRRQLSFSEDSDLSSDDVLEK 

SSQKSRREPRTYTEEELNAKLTRRV 

QKAARRQAKQEELKRLHRAQIIQR 

QLQQVEERQRRLEERGVAVEKALR 

GEAGMGKKDDPKLMQEWFKLVQE 

KNAMVRYESELMIFARELELEDRQS 

RLQQELRERMAVEDHLKTEEELSEE 

KQILNEMLEVVEQRDSLVALLEEQR 

LREREEDKDLEAAMLSKGFSLNWS 


2655 


8152 


A 


2881 


1 


4132 




2656 


8153 


A 


2885 


1898 


2056 




2657 


8154 


A 


2886 


1 


233 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 


2658 


8155 


A 


2887 


1092 


1339 




2659 


8156 


A 


2888 


363 


512 


EPLEGLLCLEGKGVEIVTILQAETPG 
EPLPP* KPHS * PGLCLRYRGHTL 


2660 


8157 


A 


2889 


1 


136 




2661 


8158 


C 


2890 


12 


236 


MTPGGLFLPYHSLPQPDFLAS CPTR 
HLSTPFLVADNELRLPKGQICPLHV 

FVLANRVVLKLCANSVWEHSKGIT 

* 


2662 


8159 


A 


2891 


1548 


1849 




2663 


8160 


A 


2893 


1 


1441 




2664 


8161 


A 


2894 


954 


1194 




2665 


8162 


A 


2895 


2039 


2207 




2666 


8163 


A 


2896 


680 


757 




2667 


8164 


A 


2897 


361 


476 




2668 


8165 


A 


2898 


226 


293 




2669 


8166 


A 


2905 


265 


396 




2670 


8167 


A 


2906 


250 


447 




2671 


8168 


A 


2907 


632 


1038 




2672 


8169 


A 


2908 


3 


363 


VKDDPNDHEQGKRGHKPFLRELPR 

AT1FFLINL*VIAEVEVQDSCIDQAES 

EMLLRSGAPDPGVPL*GCFFALVIT 

HTHSSRAAMAFPVTGKKASCYSQE 

PS*WQNSPNDTQDHSNDLSE 


2673 


8170 


A 


2909 


57 


448 




2674 


8171 


A 


2910 


62 


371 




2675 


8172 


A 


2911 


398 


789 


VTGAPLMLPVLPKPGMPLAALVTG 

LSGLLWPCCAELVGTEFKLPALVHL 

PHCFFASLLESPVSPRLAMEPNCSC 

AAGVSCTCAGSCKCKECKCTSCKK \ 

SECCCSCCPVGC\SKCAQG\CVCKG 

ASEKCSCGD 


2676 


8173 


A 


2912 


577 


896 




2677 


8174 


A 


2913 


2 


184 




2678 


8175 


A 


2914 


1 


459 


SSNTMNGWFWIDKCSLWLSQSLPY 

TRATQVTIKIPPNPATGV/SSGFVD*F 

WIDKCSLWLSQSLPYTRATQVTIKIP 

PNPATGVRRALWIDSDLRCAPLGLS 

TGGGKSRRIKLGLGVPKFRGSDRNR 

VLIGAFYNPLAGYRALIGAFYNPLP 

PHLLLQLLLSVVLLQPLLCCGKCKL 

KAPEGEETEFYVSPKAAV 


2679 


8176 


A 


2915 


440 


620 




2680 


8177 


A 


2916 


2 


987 


FGLRWPRGAVRRWQLWEEAAWK 

AEGAQARTNPHVSWAATVTRCSVP 

GKRNPAGWAAEPESGTVWSPPGAE 

IRMFRFMRDVEPEDPMFL\MDPFAI 

H\RQH\MSRMF\SGGFWILAPFLSITD 

WQHCQGTRP\ASRR\MQQAGSCSPL 

FG/MCLGIFGWFSWDMFWGLME*H 

DLGNMEHMTAGGNCQTFSSSTVIS 

YSNTGDGAPKVYQETSEMRSAPGG 

IRETRRTVRDSDSGLEQMSIGHHIRD 

RAHILQRSRNHRTGDQEERQDYINL 

DESEAAAFDDEWRRETSRFRQQRP 

LEFRRLESSGAGGRRAEGPPRLAIQ 

GPEDSPSRQSRRYDW 


2681 


8178 


A 


2917 


121 


329 
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SEQ ID 

nuclco-tide 
sequence 


SEQ ID 

VSKJ. Ol 

peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in usoiN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codnn fnr Inst 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 

n ltr*l *» f\ti (\ f» ■ n cprf inn 1 

■lULicuiiui; iiiaci iioiij 


9£89 


521 70 
ol Jy 


A 

/V 


9Q 1 $ 

Zy 1 o 


DAD 


A C *7 

457 






O 1 ou 


A 
r\ 


9Q1 Q 
Zy 1 y 


T 
1 


243 




Z.L/OH 


81 R1 


A 
r\ 


9Q9H 

zyzu 


1 /IT 


'JO 1 

321 




2685 


8182 


A 


2921 


1 


2310 




2686 


8183 


A 


2922 


319 


773 




2687 


8184 


A 


2923 


85 


369 




2688 


8185 


A 


2924 


1 


681 




2689 


8186 


A 


2925 


1556 


1953 


HGVAAASLPSSAGRLSRARGPGSEE 

PAAAPAPRWRWQHPRGPGGPVSRR 

RRPPHGGTPGTVRRGGGGDPAAPG 

SGCPSPAVVPPRPCPGAPLRRATLPP 

ACCGSLACSPLTL*PAPS/TPPL*ADD 

SCSVGLPT 


96QO 


R1 R7 
o 1 o / 


A 
/\ 


zyzo 


TOO 

Jzz 


376 




2691 


8188 


A 


2927 


365 


666 




2692 


8189 


A 


2928 


310 


448 








A 


O AO A 

2929 


908 


1 189 




zoy4 


pint 

oiy 1 


A 

A 


O A"5 A 

2930 


761 


913 




zoyj 




A 

A 


OAO 1 

2931 


1188 


1373 


EPHLKKKKKISRAWWCIPVVPVTW 
KAEVGGSLEPRRWRLQ*AEITPAHS 
SLGNGLTLLKKKK 




o i yD 


A 


90^9 

zyz>Z 


O /I A 

240 


475 




9£Q7 


o 1 y4 


A 


ZyDD 


1 O 1 o 

1212 


1424 




ZU70 


o 1 yJ 


A 

A. 


zyj4 


/I AO 

403 


539 




ZOyy 


o J yO 


A 


zyzO 


4j>6 


594 




z / uu 


& 1 07 
o 1 y / 


A 


ZyjO 


1 


570 




9701 


R 1 OR 

O 1 70 


A 


zy.? / 




1359 




9709 


Ol77 


A 


zy^y 


/I A 

4U 


^61 




2703 


8200 


A 


2940 


12 


337 




2704 


8201 


A 


2941 


232 


339 


. . 


97A£ 
Z i\)D 


ozUz 


A 

A 


2942 


951 


1069 




Z /UO 


5ZlL> 


A 

A 


2943 


286 


621 




97HT 
Z /U / 


QOA/1 

82U4 


A 

A 


OA/1 /I 

2944 


299 


513 


HKCYFTLAHVHL1ISFCAATLE*A*P 
SWGTNCSTPNFVNTTPLTLAYYLGL 
WRSLRPFSDSVSFSFCSGIL 


2708 


oZVJ J 


A 


zy40 


OT 

y / 


o<: o 

258 




770Q 


R90A 
ozuo 


A 
r\ 


9Qzl/^ 
Zy4D 




A £~ A 

464 




971 0 


R907 


A 
s\ 


9Q47 

zy^t / 


i 
1 


coo 

jz2 




971 1 


R90R 
ozuo 


A 
/\ 




/o 


488 




9719 




A 


90AQ 


oiy 


746 




2713 


89 10. 


A 


9Q^n 

Z7JU 


1 oc 
1Z0 


O "7A 

279 




2714 


8211 


A 


2951 


1300 


1410 




2715 


8212 


A 


2952 


1867 


1947 




2716 


8213 


A 


2953 


2 


52 




2717 


8214 


A 


2954 


352 


538 




2718 


8215 


A 


2955 


3 


313 


QEFGTRICPAACFPLESGTPGFSLAS 
KWTPNCSCSPVGS\CACAGS\CK\CN 
RVANRTVLTQTSCCSC\CPVGCAVA 
LPRGCICKGTSDKCRSRCLDARDSC 
ALQM 


2719 


8216 - 


A 


2956 


1172 


1914 


HFSAQPWASPCS/SLLLLGLEGQGIV 
GSLPEVLQAPVGSSILVQCHYRLQD 
VKAQKVWCRFLPEGCQPLVSSAVD 
RRAPAGRRTFLTDLGGGLLQVEMV 
TLQEEDAGEYGCMVDGARGPQ1LH 
RVSLNILPPGAVEDDVQAGRWRVA 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /—possible nucleotide deletion; V=possible 
nucleotide insertion) 














SRDDVACGSEEEEETHK1GSLAENA 

FSDPAGSANPLEPSQDEKSIPLIWGA 

VLLVGLLVAAVVLFAVMAKRKQV 

TIQLLQGNNPTALAKSKEELSMPKS 

YQY 


2720 


8217 


A 


2957 


3 


632 




2721 


8218 


A 


2958 


3 


728 




2722 


8219 


A 


2959 


194 


451 




2723 


8220 


A 


2960 


2 


484 


NVLTSHTQPNQRGKAATVTPALWR 

LTDVRLVTKYKIHFERNVGSFENSM 

KGNSIYF*GPGHDPLLNMNIVY*KS 

LTINNHMHKIT*ESLTEVLFSQGIFS 

VTNPHPEIFLVARIEKVLQGN1THCA 

EPYIKNSDPVKTAQKVHRTAKQVC 

SRLGQYRMPFA 


2724 


8221 


B 


2961 


65 


391 


MAEVRKFTKRLSKPGTAAELRQSV 

SEAVRGSVVLEKAKVVEPLDYENVI 

AQRKTQIYSDPLRDLLMFPMEDISIS 

VIGRQRRTVQSTVPEDAEKRAQSLF 

VKECIKTY* 


2725 


8222 


A 


2962 


1 


2148 




2726 


8223 


A 


2963 


816 


1014 




2727 


8224 


A 


2964 


2 


358 




2728 


8225 


A 


2965 


84 


176 




2729 


8226 


A 


2966 


137 


426 


QACIMREYKALVVLGSGGVGKSALT 
VQFVQGIFVEKYD\PTIEDS\YRKQV 
EVDAQQCMLEILGYLPGTEQFTSNE 
GFIHEKWTRICISLFHHSTVHI 


2730 


8227 


A 


2967 


449 


602 




2731 


8228 


A 


2968 


203 


535 




2732 


8229 


A 


2969 


2 


446 




2733 


8230 


A 


2970 


3 


240 




2734 


8231 


A 


2971 


914 


1291 




2735 


8232 


A 


2972 


188 


266 




2736 


8233 


A 


2973 


191 


306 




2737 


8234 


A 


2978 


1 


440 




2738 


8235 


A 


2979 


-> 

D 


670 


TSRGRVGTQAGEPRDLRPPPCPSSPL 

RV\AVV\CLEQPERGAWEAHNIPQP 

NGDSAVRSFG\TGTHVKLPGPAPD\ 

NPNVY\DFKTTYDQMYNDLLRKDK 

\ELFTQNGILHIAG\RNKRJKP\GPERF 

QNCKDLFDLILT\CEERVYDRVGWK 

I*ISR\EQGDLPSPVHVVN\LDIQDNH 

EEATLG/ARFLICEWCQCIQHTEYM 

HNEIDELLQEFEEKSGRTFLHTVCF 

Y 


2739 


8236 


A 


2987 


367 


492 




2740 


8237 


A 


2988 


49 


332 




2741 


8238 


A 


2989 


582 


923 




2742 


8239 


A 


2990 


523 


668 




2743 


8240 


A 


2991 


942 


1513 




2744 


8241 


A 


2992 


176 


362 




2745 


8242 


A 


2993 


4937 


5137 




2746 


8243 


A 


2994 


651 


836 




2747 


8244 


A 


2995 


1686 


1883 




2748 


8245 


A 


2996 


415 


635 




2749 


8246 


A 


2997 


2 


308 
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SEQ ID 
NO: of 
nucleo-tide 


SEQ ID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,161) 


Nucleotide 
location of 
first codon 


Nucleotide 
location of last 
codon for last 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


sequence 


sequence 






for peptide 
sequence 


amino acid of 

peptide 

sequence 




2750 


8247 


A 


2998 


57 


598 




2751 


8248 


A 


2999 


802 


923 




2752 


8249 


A 


3002 


119 


297 




2753 


8250 


A 


3003 


950 


1314 




2754 


8251 


A 


3004 


1 


579 




2755 


8252 


A 


3005 


27 


483 


RDAEDAIYGRNGYDYGQCRLRVEF 

PRTYGGRGGWPRGGRNGPPTRRSD 

FRVLVS/GWQ/DLKDHMREAGDVC 

YADVQKDGVGMVEYLRKEDMEYA 

LRKLDDTKFRSHEGETSYIRVYPER 

STSYGYSRSRSGSRGRDSPYQSRGS 

PHYFSPFRPY 


2756 


8253 


C 


3006 


34 


171 


MPKSFRVIAERSMHSWYVCFLICFIL 
HISITLHSLVMVFVTWREY* 


2757 


8254 


A 


3007 


1688 


1871 




2758 


8255 


A 


3008 


I 


688 


MSGWADERGGEGDGRIYVGNLPTD 

VREKDLEDLFYKYGRIREIELKNRH 

GLVPFAFVRFEDPRDAEDAIYGRNG 

YDYGQCRLRVEFPRTYGGRGGWPR 

GGRNGPPTRRSDF\RVLVSGPSP\SG 

SWQDLKDHMREVAGDVCYADVHK 

DGVG\MVEYLRKEDME\YALRKLG 

*PPKFRSH\EGETSLHRRFIPERSNQL 

MATSPVSGLGSRGRDLSIPKARGSP 

HYFSSFPGPT 


2759 


8256 


A 


3009 


428 


579 




2760 


8257 


A 


3010 


1924 


2043 




2761 


8258 


A 


3011 


131 


395 




2762 


8259 


A 


3012 


910 


1173 




2763 


8260 


A 


3013 


1295 


1489 




2764 


8261 


A 


3014 


1477 


1604 




2765 


8262 


A 


3015 


443 


805 




2766 


8263 


A 


3016 


1 


2109 




2767 


8264 


A 


3017 


1297 


1408 




2768 


8265 


A 


3018 


3 


314 




2769 


8266 


A 


3019 


5 


340 


GSGTSAKAFRSIWGPLPPVHRHGSP 

RSSVQR/DGPGLGTGEPRVYIRNKV 

ANTGVPGAPGPSIGGVTAPATDYCH 

RIAPILAARRRRRRRRRRRRRRRRG 

GGGGVAGGGGGGG 


2770 


8267 


A 


3020 


1 


1973 


DGGARARGRAAARRRRRPRRRRRR 

RRRRRRRRRRRRRRRRRRLGLERP 

QPTSRGRAPGASRAEEKMEELVVE 

VRGSNGAFYKAFVKDVHEDSITVA 

FENNWQPDRQIPFHDVRFPPPVGYN 

KDINESDEVEVYSRANEKEPCCWW 

LAKVRMIKGEFYVIEYAACDATYN 

E1VTIERLRSVNPNKPATKDTFHKIK 

LDVPEDLRQMCAKEAAHKDFKKA 

VGAFSVTYDPENYQLVILSINEVTS 

KRAHMLIDMHFRSLRTKLSLIMRNE 

EASKQLESSRQLASRFHEQFIVREDL 

MGLAIGTHGANIQQARKVPGVTAI 

DLDEDTCTFHIYGEDQDAVKKARS 

FLEFAEDVIQVPRNLVVIGKNGKLI 

QEIVDKSGVVRVRIEAENEKNVPQE 

EEIMPPNSLPSNNSRVGPNAPEEKK 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; V=possible 
nucleotide insertion) 














HLDIKENSTHFSQPNSTKVQRGMVP 

FVFVGTKDSIANATVLLDYHLNYL 

KEVDQLRLERLQIDEQLRQIGASSR 

PPPNRTDKEKSYVTDDGQGMGRGS 

RPYRNRGHGRRGPGYTSGTNSEAS 

NASETESDHRDELSDWSLAPTEEER 

ESFLRRGDGRRRGGGGKG\QGGRG 

RGGGFKGNDDHSRTDNRPRNPREA 

KGRTTDGSLQNTSSEGSRLRTGKDR 

NQKKEKPDSVDGQQPLVNGVP 


2771 


8268 


A 


3021 


1 


2116 




2772 


8269 


A 


3022 


656 


883 




2773 


8270 


A 


3023 


303 


589 




2774 


8271 


A 


3024 


2 


478 


MAGKQAVSASGKWLMGIRKWYY 

NAAEFNKLGLMRDDTIYEDEDVKE 

AIRRLPENLYNDRMFRIKRALDLNL 

KHQILPKEQWTKYE/EGLCCSSSAL 

CFLLR*KDQPIECPSRSQEELL*SKLS 

PL*TAFET*AKENFYLEPYLK\EVIRE 

RKEREEWAKK 


2775 


8272 


A 


3025 


323 


400 




2776 


8273 


A 


3026 


2 


396 


RPPTTTKFAA ARQMAGKQAV* STQ 

AKGLNG/IFKKWYY\NAARJQNKLG 

LMXRDDTI YYEDED VKRSP* EDFPEN 

LYNDRMFRH*EGHWTLNLK\HQILP 

KEQWTOF\EEKNFY\LEPYLKE/VLF 

RERKEREVEWAKK 


2777 


8274 


C 


3027 


144 


341 


MYHSLEKFSSCFKHIPDNFLKMTK1 
KQNIYRDHFLNFLSFQGXQHKKNK 1 
TGQHFTSKCTEPFLQD* 


2778 


8275 


A 


3028 


1070 


1335 




2779 


8276 


A 


3029 


2 


303 




2780 


8277 


A 


3030 


149 


244 




2781 


8278 


A 


3031 


1642 


1797 




2782 


8279 


A 


3032 


1115 


1320 




2783 


8280 


A 


3033 


1240 


1408 




2784 


8281 


A 


3034 


539 


669 




2785 


8282 


A 


3035 


1155 


1579 




2786 


8283 


A 


3036 


437 


666 




2787 


8284 


A 


3037 


51 


279 


IKGRWEPPPLASFFLTSQGHCSDGP 
GP*GWGEAVSPRGRNTLSSSSWHW 
VPYSELRGRGVACRKEVYKIVQNT 
QH 


2788 


8285 


A 


3038 


3 


300 




2789 


8286 


A 


3039 


451 


760 




2790 


8287 


A 


3040 


183 


410 




2791 


8288 


A 


3041 


602 


1145 




2792 


8289 


A 


3042 


2 


496 




2793 


8290 


A 


3043 


710 


896 




2794 


8291 


A 


3044 


143 


601 




2795 


8292 


A 


3046 


120 


280 




2796 


8293 


A 


3047 


2 


424 




2797 


8294 


A 


3048 


3 


452 




2798 


8295 


B 


3049 


240 


420 


XLKGHGQRKVAERADPKPLPQRGR 

TCPKRRCPPLSDPARCTSFRVDPVN 

FQASLSHCLAW* 


2799 


8296 


A 


3050 


310 


401 
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SEQ ID 
NO: of 
nucleo-tide 


SEQ ID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 


Nucleotide 
location of last 
codon for last 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


sequence 


sequence 






for peptide 
sequence 


Amino iirirl of 

peptide 
sequence 




2800 


8297 


A 


3051 


544 


700 




2801 


8298 


A 


3052 


1 


568 




2802 


8299 


A 


3053 


686 


787 




2803 


8300 


A 


3054 


8 


182 




2804 


8301 


A 


3055 


227 


547 




2805 


8302 


A 


3056 


1 


523 


ESLRKQLGQEPFF\DMHMMVSKPE 

QWVKPMAVAGANQYTFHLEATEN 

PGALIKDIRENGMKVGLAIKPGTSV 

EYLAPWANQIDMALVMTVEPGFGG 

QKFMEDMMPKVHWLRTQFPSLDI* 

V\DGGVGPDTVHKCAEAGANMIVS 

GSAIMRSEDPRSVINLLRNVCSRSCS 

RNRSP 


2806 


8303 


A 


3057 


919 


1100 




2807 


8304 


A 


3059 


429 


780 




2808 


8305 


A 


3061 


567 


682 




2809 


8306 


A 


3062 


148 


372 




2810 


8307 


A 


3063 


113 


303 




2811 


8308 


A 


3064 


367 


449 




2812 


8309 


A 


3065 


48 


369 




2813 


8310 


A 


3066 


979 


1254 




2814 


8311 


A 


3067 


173 


776 




2815 


8312 


A 


3068 


1 


111 




2816 


8313 


A 


3069 


33 


494 




2817 


8314 


B 


3070 


100 


154 


MVHLTPVERVCRYCPVGQX* 


2818 


8315 


A 


3071 


559 


775 




2819 


8316 


A 


3072 


744 


940 




2820 


8317 


A 


3073 


1 


255 




2821 


8318 


A 


3074 


1 


1206 




2822 


8319 


A 


3075 


905 


1S23 




2823 


8320 


A 


3076 


36 


689 




2824 


8321 


C 


3077 


215 


325 


MS V YPLDHIQKRIARRS SLTSCMRG 
TIAWPTNSLTT* 


2825 


8322 


A 


3078 


1 


831 




2826 


8323 


A 


3079 


97 


236 




2827 


8324 


A 


3080 


409 


602 




2828 


8325 


A 


3081 


818 


1095 




2829 


8326 


A 


3082 


528 


714 





2830 


8327 


A 


3084 


91 


242 




2831 


8328 


A 


3085 


75 


430 


VSPGLPAARLFQVAYLDSHLKCPGC 

QHVPMTVTFISSKEKP*PRTVPRPP 

WMRLGHVILFSFLIPSNLSFSPVIFFL 

CGPFKVVIICTELQNVSRSPQTTLAT 

VYCNKITSYICKKKK 


2832 


8329 


A 


3086 


1000 


1145 




2833 


8330 


A 


3087 


225 


324 




2834 


8331 


A 


3088 


3 


54 


IIHYSLLIIV*CWVQF 


2835 


8332 


A 


3089 


461 


658 




2836 


8333 


A 


3090 


337 


408 


GIQDRASHCTQGPPPPPS*VPQASPA 
AGEGPCPDPPGRYPLRDSGQSVTLH 
AGSSATTIQEPRGA 


2837 


8334 


C 


3091 


155 


453 


MLGALGAEELSLDSLPEGLLNFSKP 

GSERGGRLGLVPAAGEGPCPDPPGR 

YPLRDSGQSVTLHAGSSATTIQEPR 

GAGHALASXQECQWSRDRAAQAG 

E* 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


2838 


8335 


C 


3092 


121 


393 


MALPGRLPHRKLAGGTLEAPWPGIP 
SGAVRRHQPQPPTTLXXWLGKVKK 
PLRKRIEAKFLCAEGPEHIRQGSAA 
VPGGGGRSRNCEQCLI* 


2839 


8336 


A 


3093 


270 


573 




2840 


8337 


A 


3094 


15 


297 




2841 


8338 


A 


3095 


970 


1098 




2842 


8339 


A 


3096 


127 


296 




2843 


8340 


A 


3097 


875 


1075 




2844 


8341 


A 


3098 


171 


404 




2845 


8342 


A 


3099 


186 


392 




2846 


8343 


A 


3100 


2 


202 




2847 


8344 


A 


3101 


2 


242 


ARGNMAAATLTSKLDSLLFRRTSTF 
ALTIIVGV\MFF\ERAF\DQGADAYFT 
DHI\NEGVRPCAIPDLGTRLRGDSGV 
EKLF 


2848 


8345 


A 


3102 


79 


1137 




2849 


8346 


A 


3103 


374 


519 


LDSRRK**C*LESRPHE*TS/DLSSGS 
LLI*GIWSILFYPMAF*KFQKEN 


2850 


8347 


A 


3104 


1 


1214 




2851 


8348 


A 


3105 


105 


379 




2852 


8349 


A 


3106 


260 


421 


LLYGDCTWTSFHLQRLQLHCQVSQ 

PCRELP*LVSSVLCFPFISEELHCVTG 

HF 


2853 


8350 


A 


3107 


420 


848 




2854 


8351 


A 


3108 


664 


1059 




2855 


8352 


A 


3109 


73 


269 




2856 


8353 


A 


3110 


307 


566 




2857 


8354 


A 


3112 


316 


410 




2858 


8355 


A 


3113 


200 


403 




2859 


8356 


A 


3114 


258 


377 




2860 


8357 


A 


3115 


1767 


1893 




2861 


8358 


A 


3116 


1 


389 




2862 


8359 


A 


3117 


3 


569 


RHGEERLQTRTLRAAELSARAPSHS 

LPAPRSAPTWQKFSSPTEWERCMES 

L\1AVF\QKYAGK\DGYNYNSLPRPE 

F/L*AFMNTEL\AAFTKNQEGPWVSL 

DRMXMEETGTPNSDGSARISSGISLI 

WIGWALAMGLAWNFLPSRAVPFPR 

KAGPGGDPLGPGGFQTPPPFSFPGLS 

VLHLPQAHPSLEAH 


2863 


8360 


A 


3118 


362 


712 




2864 


8361 


A 


3119 


2 


152 




2865 


8362 


A 


3120 


134 


760 




2866 


8363 


A 


3121 


670 


891 




2867 


8364 


A 


3122 


44 


63 


SPSNRNTEEGTLTNIIHNLGMYVFL 
HAVKGTPFETP*PG*KARAP*PPLGN 
NWDYG\DRFTSFTGSFFT1SPIILYFL 
A SF YTK YDPTHFILNH SFS S * V VLNS 
PKWPQLHGVRIFGN*KSKQQEH 


2868 


8365 


A 


3123 


88 


207 




2869 


8366 


A 


3124 


2 


191 




2870 


8367 


A 


3125 


145 


865 




2871 


8368 


A 


3126 


69 


118 




2872 


8369 


A 


3127 


1148 


1323 




2873 | 8370 


A 


3128 


197 


327 


PLGKKFSCSKSLRLLGPFLQL* SLRF 



446 



WO 01/79449 
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SEQ ID 
NO: of 

n 1 1 p 1 pn-ti rl f» 

II UtlCU'llUl 

sequence 


SEQ ID 
NO: of 

sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 

00/770 1£A 

vy/ / /u,iou 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














RKTTY 


2874 


8371 


A 


3129 


154 


303 




2875 


8372 


A 


3130 


3 


158 




2876 


8373 


B 


3131 


144 


274 


XICTLSEKERQIKKQTALVELVKHK 
PKATKEQLKAVMMISQLL* 


2877 


8374 


A 


3132 


383 


529 




2878 


8375 


A 


3133 


1981 


2132 


EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLC\ASINKKWKRI 


2879 


8376 


B 


3134 


144 


274 


XICTLSEKERQIKKQTALVELVKHK 
PKATKEQLKAVMMISQLL* 


2880 


8377 


A 


3135 


383 


529 




2881 


8378 


A 


3136 


1979 


2131 


EKENEDQKLIHLFFFFSLGVKPTPCL 
KNINFFNHFASFLCVASINKKWKRI 


2882 


8379 


A 


3137 


296 


592 




2883 


8380 


A 


3139 


224 


700 


VLLPPTGKRYPKVYIGVFKGPRKM 

GSSEIPFQNPFSIFSKEGYFLCREDFP 

NGAQISLLEEPFQIHLKLTFMFKNTT 

NFIFTAELCDQCQGL*NLIHLSSSP* 

KKRHLT/HNQTHPHIKTDFHC*FIHY 

LVV*KSQSTSQHLFKSTMGKDQRQI 

DNNIMN 


2884 


8381 


A 


3140 


761 


963 




2885 


8382 


A 


3141 


475 


715 




2886 


8383 


A 


3142 


381 


698 




2887 


8384 


A 


3143 


2 


235 


Y A SLEPPDRPQ VG A SCGPGTYV* G A 
VPPSPAGVGREG\AGKGTGGCTCDK 
PLSPCSLAG\RRGSFPRRPSWTSPRL 
LCW 


2888 


8385 


A 


3 244 


49 


353 




2889 


8386 


A 


3145 


174 


495 




2890 


8387 


A 


3146 


73 


226 




2891 


8388 


A 


3147 


326 


421 




2892 


8389 


A 


3148 


1306 


1444 




2893 


8390 


A 


3149 


53 


246 




2894 


8391 


A 


3150 


228 


271 




2895 


8392 


A 


3151 


419 1 


599 




2896 


8393 


A 


3152 


1 


322 




2897 


8394 | 


A 


3153 


151 


375 




2898 


8395 


A 


3154 


2017 


2191 




2899 


8396 


A 


3155 


3 


234 


LWSASSAQDATWADSQELSMARLP 
HVRKCVVVVLLLQGLSLLELLDFPP 
L/CLGPGCPCHLAHQHHPCPRPLFQ 
LSGR 


2900 


8397 


A 


3156 


43 


408 




2901 


8398 


A 


3157 


3 


374 




2902 


8399 


A 


3158 


1 


823 


MAVVAPRTLLLLLSGALALTQTWA 

GSHSMRYFSTSVSRPGSGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWMEQEEPEYWDRQTEISKTNAQI 

DLESLRIALRYYNQSED/VPPPKTH 

MTHHPISDHEATLRCWALSFYPAEI 

TLTWQRDGEDQTQDTELVETRPAG 

DGTFQKWASVVVPSGQEQRYTCHV 

QHEGLPKPLTLRWEPSSQPTIPIVGIL 

AGLVLFGAVIAGAVVAAVMWRRK 

SSDRKGGSYSQAASSDSAQGSDVSL 

TACKV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


2903 


8400 


A 


3159 


1 


1264 


MAVMAPRTLLLLLSGALALTQTWA 

GSHSMRYFFTSVSRPGRGEPRFIAV 

GYVDDTQFVRFDSDAASQRMEPRA 

PWIEQEGPEYWDQETRNVKAQSQT 

DRENLRI ALPLTYNQSE AG S\HTLQ 

MMYGLGRGGSDGALSFRGLPPVTA 

YDGKDNIALNEDLRSWTAADMAA 

QITQRKWET/AAHEAEQWRAYLEG 

RCVEW\LRRYLENGKETLQRTDPP\ 

KTHMTHHPISDHEATLRC\WALSFY 

PAEITLTWQRDGEDQTQ\DTKLVQT 

RPAGDGTF\HKGASCVGPLGEEQRY 

TC\HVQHE\GLPK\PSTM\RW*PSSQP 

THPPSWGIHCLALVLLWKL*SLEAV 

VAACECGRRKSSDRK\GGSYT\QAA 

KPVTSAQGSDVSLTACKSVRQLPCV 

GLRGKSCFLPFPLVDLEEPWTLFPA 

KGTLHVSVFM 


2904 


8401 


A 


3162 


1 


342 


GSRTVPSPSPSSGLASPGSPTHRSLG 

PTTPPMASATEDPVLERYFKGHKA 

AITSLDLSPNGKQLATASWDTFLML 

WNFKPHARAYRYDGHKDVVTSVQ 

FSP YG YLM A AG/SRDLS VRLWIP V* * 

EYS*NGKQLATASWDTFLMLWNFK 

PHARAYRYDGHKDVVTSVQFSPYG 

YLMAAGLETYP 


2905 


8402 


A 


3163 


1 


583 


DMESRSVTQPGVQWCYLG*LQPPP 

PRF*RFSCLSLPGSWDYRCVPPHPA 

NFFIFSRDGVSHHVGQAGLELLVSS 

DPP A S A S QS A G ITGLSHH A RPD/YTF 

LLTVFEPFHGTHVRPPVTCGTLASN 

WTPTAFISLAENTKVLKVALKEVPF 

GFDIAISKASGTVQIRAMSFMKTTFL 

SPSFVRECHTHDHVTLLQS 


2906 


8403 


A 


3164 


1 


347 


FFILFFLRQSHSVA*AGVQWHNLDS 

LQPLPPGFKQFS/LSLPSSWDYRRMP 

PRPANF\*FLVETGFRHVGQAGLELL 

TSGDPPASTSQSAGITGVSHGAQSC 

PLLYIEFPLSILAAT 


2907 


8404 


C 


3165 


13 


399 


MEKIPVLFRVANLISIIPAPNKSRLC 

GKTRI SRS AKSKANTRVFLACRFGL 

AGDNAIANVHAPDADLEAQSDVER 

TMDLKPCIWVPDTLGEAEQTAPAD 

RJLSMHTQHFGRPRRADHEVRRPRP 

SWLIW* 


2908 


8405 


A 


3166 


168 


414 


NPLLLPNTFPANGNTILIKEKVLFLF 

F*DGSPVLSPRPDCGLQWRNLG\SL 

QSPPPGFTPFSCLSLPSSWDYRHPPL 

RPANFFLYFLVETGFHRASQG\GLD 

LLTSRS/IPPRASQSA/RGLQGVSHPR 

PA YM SLR YNKP AH VPLKIKVKK 


2909 


8406 


A 


3168 


28 


123 




2910 


8407 


A 


3169 


2 


123 


ENRLMAGGE/HMLAAILLFTALRCL 
CKVKHKPGLHAH*GTAP 


2911 


8408 


A 


3170 


1 


402 


QGFSPP\ESLRYG\SWEGKALTFPQP 
DTHKGSVLED**KRKASLQLR*EEG 
ICLACLSLGMECLGVKP/VAYILFTEI 
GESRLMAGGK/HMLAAILLFTALRC 
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SEQID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














LGKVKHKSGLRAHRGTAPFLKLIY 
DTESFAHMFSC 


2912 


8409 


A 


3171 


1 


399 


SSSLQPPPP\GFK*FSCIGLPTSRDYR 
CVPPRPXANFVFSVETGFHHVGQAG 
LELLTSGDPSTSASQSAGMTGVTTV 
PRPVLLISEAHFWSCKNSLFTGENVI 
EANQNLLALRFISAMDLQSLRIVRN 
QTFFF 


2913 


8410 


A 


3172 


1 


451 


LYGEGWSFALVAQAGVQWCDLRL 

LQPLLPGFKWSPASASRVAG/HYR 

WSL/DSVTQAGVQWHNLGSLQPPPP 

SFKRFSCLSLPSS*DYRCTPPGLA*/F 

FIFLVEMGF\SLLARLVSNS*PSGDPS 

TLGLPKVLGLQGVSHHALVPHLLIL 

QKR 


2914 


8411 


A 


3173 


2 


346 




2915 


8412 


A 


3174 


1 


2430 




2916 


8413 - 


A 


3175 


576 


983 


GRSFIVSFLLVNSGKVPTDK/ERLFD 
RMMNSN WG/RS AFKKVNSNLST* Q 
FKYKNKGICAACQFSLFPLK*PIPRL 
FFAGEHTIRNYPATVHGALLSGLRE 
AG\RIADQFLGAMYTLPRQATPGVP 
AQQFPKACETDAF 


2917 


8414 


A 


3176 


1 


2930 


RRAGSVKRGEARLFGPTERQSERPL 

RPSAARRPEMLSGKKAAAAAAAAA 

AAATGTEAGPGTAGGSENGSEVAA 

QPAGLSGPAEVGPGAVGERTPRKK 

EPPRASPPGGLAEPPGSAGPQAGPT 

VVPGSATPMETGIAETPEGRRTSRR 

KRAKVEYREMDESLANLSEDEYYS 

EEERNAKAEKEKKLPPPPPQAPPEE 

ENESEPEEPSGVEGAAFQSRLPHDR 

MTSQEAACFPDIISGPQQTQKVFLFI 

RNRTLQLWLDNPKIQLTFEATLQQL 

EAPYNSDTVLVHRVHSYLERHGLIN 

FGI YKRI KPLPTKKTGK VIIIG SG V SG 

LAAARQLQSFGMDVTLLEARDRVG 

GRVATFRKGNYVADLGAMVVTGL 

GGNPMAVVSKQVNMELAKIKQKC 

PLYEANGQAVPKEKDEMVEQEFNR 

LLEATSYLSHQLDFNVLNNKPVSLG 

QALEVVIQLQEKHVKDEQIEHWKKI 

VKTQEELKELLNKMVNLKEKIKEL 

HQQ YKEASEVKPPRDITAEFLVKSK 

HRDLTALCKEYDELAETQGKLEEK 

LQELEANPPSDVYLSSRDRQILDWH 

FANLEFANATPLSTLSLKHWDQDD 

DFEFTGSHLTVRNGYSCVPVALAEG 

LDIKLNTAVRQVRYTASGCEVIAVN 

TRSTSQTFIYKCDAVLCTLPLGVLK 

QQPPAVQFVPPLPEWKTSAVQRMG 

FGNLNKVVLCFDRVFWDPSVNLFG 

HVGSTTASRGELFLFWNLYKAPILL 

ALVAGEAAGIMENISDDVIVGRCLA 

ILKGIFRS\SAVPQP\KETVVSRWRA 

DP WG\RG S * S Y\ V A QG S\S G\ND YDL 

MAQPYHSWAPSIPGAPQPIPRTLLC 

GENITIRNYPS/TPVHGALAEVGSRE 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














AGKEIARPSFWGAMY/TRLPRQXATP 

GCFLAQQVPQACETRCIPKGRGPM 

CPVSCPCKEGSSSNTRSPLEKSTPGI 

WAPDQLMELPDLTKGACLLLNDLE 

HQGGTCPLVWNCVLRKD 


2918 


8415 


A 


3177 


62 


447 


GDRAEESAEPRAWSHSDNSHRYTT 

LFICLTHTHVHNPVHS\HTHTHTHT 

HTHTHTHTVSYRHTETPPLLLKQTG 

LKFY*NSRDDTPRSRPGSSGLQRLSS 

SPPVPFQPGTVEASADFCGDDLLTT 

VRLQ 


2919 


8416 


C 


3178 


90 


233 


MRIGYKVKDGTFLDLQMGGLPGXX 
XXSRPKRNHQLSKGEREINLGKL* 


2920 


8417 


A 


3179 


462 


929 


SLFHTWKADGFFLTGNSSSRPGNNT 

ICKSKKCPILYLISNPHPQIMPLLFFF 

CDGSFTLVGPGWEWQWCDLSSLQP 

PTPR/FN*FSCLSLPSSWDHRHPPSCP 

ANFLYF**RLGFHHVGQAGLELLAS 

SDPPASASHSVGITGVSHHTWPMPL 

LLLI 


2921 


8418 


A 


3180 


160 


272 


FFL*DRALLCLPDWSAVV*SWLTAA 
LAXYRRKRSSYLSLPSSWDYRHLPP 
CPANFSYFL*RQSLTVLPRLVSNSW 
TQVSLLTQPSVLGLQA 


2922 


8419 


A 


3181 


6 


270 


RDRVLLCHTDWSIAV\ESQLTASSN 
S W\VK* SSCLSLQRTRDYRHEPPYL 
ANF*IFCRD/RGLTMLPRLV*NSWTQ 
GILPPWPPKSLGLQV 


2923 


8420 


A 


3182 


92 


549 


VWQGLHPQLHPHFASQNLIQSLALS 

LKAGV\QWHDLSSLQPPPRRFKPFS 

CL SLP S S WD YRRA PLCPANFFL YF * * 

RQGFTMLARLVSNY*PRDPPASASQ 

SAAITGVSHCARPRLSSLLQCFSNSS 

RLEHTDGIHFLSEAMSAIHESFPHI 


2924 


8421 


A 


3183 


16 


661 


DRVSVTQAGVQWCNLGSLQPLPPR 

FR*FSCLSLLSSWDYRRPPPRPANFC 

I F SRD/M A FTTL ARL V SN S * PQ/CDPP 

TSASQSAEITGVSHRAWPVLSSPQPF 

FFF\DMESHAITQAGVQWRHLGSLQ 

PPPPMFK* SSCLSLLSS WDYRRPPPR 

PANFFVFL*\RDGVSPC*PGWSRSPD 

LVIHPPWSPKSAGITGLSHCAQPYP 

QFSKHKDLRVSGKA 


2925 


8422 


A 


3184 


288 


489 


CGLILELEKLLLVWIQQIQMSLNKA 
TI*SNDIFCPLST*NQVWCVFKGRSL 
HFEQKVVPSSNKVTG 


2926 


8423 


A 


3185 


3 


166 


WL Y S AN V AH AP YRG S AL WCLRDS 
RPPAQYWSAFQHYSL*PTQFPLEFT 
TKSLLS 


2927 


8424 


A 


3186 


3 


725 


LALLGRVYDVLSARD/YYELGPQYS 

VSKMTQRRSHVYTTRLNT/ADIYDS 

DLVPLCPQLSAVPLHSRNSAPYPYN 

PLYSVP/LPG/VVTGRFYGEDGLPTP 

ALTQVEAAITRGLEANKLQLQEKQ 

TFPPCNAEWSSARGSRLWCSQKSPK 

DADDTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPiLKDQTQE 
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SEQ ID 
NO: of 
nucleotide 
all] ucinc 


SEQ ID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO; 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














WSGSATFTSDGKIRLFYTDYSGKHY 
GKQSLTTAQNGVKPEGTTETTMK 


2928 


8425 


A 


3187 


1 


1988 




2929 


8426 


A 


3188 


134 


944 


MLRCGGRGLLLGLAVAAAAVMAA 

RLMGWWGPRAGFRLFIPEELSRYR 

GRPR\DPGA*YLALLGRVYDD/DPP 

GRRHYEPGSHYSGFAGRDASRAFV 

TGDCSEAGLVDDVSDLSAAEMLTL 

HNWLSFYEKNYVCVGRVTGRFYGE 

DGLPTPALTQVEACDSTRGFGGQT 

NYKLQEKQTFPPCNAGGGAQPGAA 

RLWCSQKSGGVSRDW/ALAVPRKL 

YKPGAKEPRCVCVRTTGPPSGQMP 

DNPPHRNRGDLYDHPNLAEYTGCPP 

LAITCSFPL 


2930 


8427 


A 


3189 


1 


312 


AQPGVQ*RNLHSLQPPPPGSKRLSC 

LSLPSS*DHRRPPPCPANF/SVFLVE 

MGFHHVGQAGLELPTSGDPPASAS 

QSAGITGASHRTRPES*FY*LRLGIII 

FR 


2931 


8428 


A 


3190 


2 


176 




2932 


8429 


A 


3191 


3 


67 




2933 


8430 


B 


3192 


1 


1587 


MVKLSIVLTPQFLSHDQGQLTKELQ 

QHVKSVTCPCEYLRKVINTLADHH 

HRGTDFGGSPWLHVIIAFPTSYKVVI 

TLWIVYLWVSLLKTIFWSRNGHDG 

STDVQQRAWRSNRRRQEGLRSICM 

HTKKRVSSFRGNKIVLKDVITLRRH 

VETKVRAKIRKRKVTTKINHHDKIN 

GKRKTARKQLSQHSISHVLAFSDPP 

FCKKGSLQLAPPSADDNIKIPAERLR 

IPLPPSADDNLKTPSERQLTPLPPSAP 

PSADDNIKTPAERLRGPLPPSADDN 

LKTPSERQLTPLPPS A PPS ADDNrKT 

PAERLRGPLPPSADDNLKTPSERQL 

TPLPPSAPPSADDNIKTPAERLRGPL 

PPSADDNLKTPSERQLTALPPSAPPS 

ADDNIKTPAERLRGPLPPSADDNLK 

TPPLATQEAEAEKPRKPKRQRAAE 

MEPPPEPKRRRVGDVEPSRKPKRRR 

AADVEPSSPEPKRRRVGDVEPSRKP 

KRRRAADVEPSSPEPKRRRVGDVEP 

SRKPKRRRAADVEPSLPEPKRRRLS 

* 


2934 


8431 


A 


3193 


792 


1024 


SHRKMFQRAQELRRRAEDYHKCK/I 
SLNIQFLMCWLFQIPPSARKALCNW 
RMI1SRHLPSVVLHVPLYQPRTRPRT 
LH 


2935 


8432 


A 


3194 


1 


1656 




2936 


8433 


A 


3195 


112 


368 


SHRKMFQRAQELRRRAEDYHKCK/I 
SLNIQFLMCWLFQIPPSARKPLCNW 
VSLLVFLAFEHSLPGQDMDTFFSLQ 
LCAQARTGRSD 


2937 


8434 


A 


3196 


1 


1353 




2938 


8435 


A 


3197 


1 


452 




2939 


8436 


A 


3198 


1 


510 




2940 


8437 


A 


3199 


2159 


2958 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
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09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unkno\vn; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 


2941 


8438 


A 


3200 


350 


927 


LFLVSPLKTISGSRNGYHDGSRDVQQ 

RA*SSNRRRQ\KKRVSSFRGNKIVLK 

DVITLRRHVETKVRAKIRKRKVTTK 

INHHDK1NGKRKTARKQKMFQRAQ 

ELRRRAEDYHKCKIPPSARKPLCNW 

VSLFVFLAFEHSLPGQDMDTFFSLQ 

LCAQALQREMAERKAAYRHHSPIP 

VGNRVVQKHLHPHPVGPLI 


2942 


8439 


A 


3201 


1 


277 


FFFFF*ERIWLCCPGWSALARTWLT 
AAPNSWAQTILPHSWGYR\RLPPCP 
AFILFYLF/CRDK/SLAMLPRLVLNS\ 
WAQVILPLQPPKVLGLQA 


2943 


8440 


A 


3202 


1 


340 


SIHLPKAPPPNHSTGVWVQHRNFFL 
RWHLTQC/*PGWSAVAQSLLTATST 
SRWKQSSHLSLLSSWDHRCAPPHL 
AN FL YF * * RRDFT VLLRL V SN S * A * V 
ICPRWPPKVLGLQM 


2944 


8441 


A 


3203 


2 


354 


ESLTGVQWHE\FASLKPL/PCLSLPR 
GWDYRRAPPRPAYF\*FLVETGFHHI 
GRA GLKLLTSDDPP V S A SQS A Gl TG 
MSHRAWPLLKYFSALQTLNILQKN 
KNKNLIKTYFISLHVKIF 


2945 


8442 


A 


3204 


166 


373 


EGALFCSQASELLSCGLLAVFTRFK 
LRGPHCCCAKKVYSLPRMGPHTTL 
H/TALNI*SCPCCLFIFLFVC 


2946 


8443 


A 


3205 


2 


775 


LHHLPGGG S V SHNKPALCG A VP AG 

RPDTGDNPAVPGRSNGSALTPVWV 

LIAKQSPPIVKILKFGWFPIILAMVIS 

SFGGLILSKTVSKQQYKGMAIFTPVI 

CGVGGNLVAIQTS\RISTYLHMWSA\ 

LGVLPLLMKKFCPNPRSTFCXSQKL 

NSMSCSRLLLLLGGSQGHLIFFYIIY 

LGGGVSQS*T/TPDLCGCSNLLGRA* 

SRVTNPAVTGAEVELVRLTWHQGL 

\DPDNHCIPYLTGLGDLLGTGPPGDS 

AFSLTGY 


2947 


8444 


A 


3206 


2 


348 


IAFGRYELDTWYHSPWPEEYARLG 

RL\HMCEF*IKYMNSLTILTMHMVN 

CAFDPPLGLPKELSLETRMETFFPAL 

PSFHSIHCPLCVQPELGKAFGCLSVG 

AWGCRTHLRFTGLH 


2948 


8445 


A 


3207 


1 


1503 




2949 


8446 


A 


3208 


1 


635 




2950 


8447 


A 


3209 


1 


665 


MQAIKCAGGWKAEAVGKTCLLISY 

T\TNA\FPGEYIPTVFDN\YSA\NVMV 

DGK\PVN\WGLWDT\SGQKDYDRVT 

PPYPYPA/QADVFLICFS\LVSPAS\FE 

NVRAKWYLNVRHHCPN\TP\IILVGT 

\KLDLRDDKD/TRIEKLKEKKLT\PIT 

YPQGLAHG * GRLG A VKYLG/C APA 

AHTSEGLKTVFDEAIRAWLCPPPVK 

ERGRENCLPVVNVSAPSFLGPVPLE 

PL 


2951 


8448 


B 


3210 


1 


693 


MYGVSAFVVLSPTGRLPSVLQKEN 
QQQGVPNSPPLHEQMQMDTGLCRL 
TPGLTLAGQWTRGSDSLPGAGEAG 
RTSFLPMYNANSAASSATHTGAAS 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /—possible nucleotide deletion; \=possibIe 
nucleotide insertion) 














RESCGERECVQFSQRTARDRWCIRG 

RAELEQDILDSAAVTIIQKWHIKGRP 

ALHPAGVLGHVEAPFSLVLQLERSR 

FLKNRWESAGARYPGREEGNEIRH 

RGCGDRGSQEAAVRCKGPPTRPAV 

ELPPRLPVLS* 


2952 


8449 


A 


3211 


1 


627 


FFFGKSILLFKKINVTFDIEKDILKMF 

LKGLKRHLFWPGMVAPAC*SQHSG 

RPRRMDHLRSGVRDQPGQ\QGETPS 

LLKNIKKISRAWWQAPVIPATREG*/ 

E* GESPEPGEGKVCRRAEI AATCTP 

AWGVQSETLSSKKKKSFVLNVPHH 

PRQASVSFHCFHKNQWGSPLWKKA 

RTFLLLGNGWLSCPHLSTQGNSLSA 

PHLAEAQTLSP 


2953 


8450 


A 


3212 


114 


411 


EREFRFVPQVELQGPDLG*LNLLLP 

RLKQFFGLTFQRIWNYKLAPPPPVN 

LEFWAKTGFSHVNQVGFELLT*GDP 

P/AWASQRVKMTGPTHQAHLEGNF 

F 


2954 


8451 


A 


3213 


48 


1400 


HPMTPI*STPLLYPL/PVTSGLASLSS 

LTLQNSDS\LLQPLTSAM/PPSAIPTP 

QRTSTPGLALFPGLPSPVANSTSTPL 

TLPVQSPLATAASASTSVPVSCGSS 

ASLLRGPHPGTSDLHISSTPAATTLP 

VMIKTEPTSPTPSAFKGPSHSGNPSH 

GTLGLSGTLGRAYTASTSVPISLSAC 

LNPALSGLSSLSTPLNGSNPLSSISLP 

PHGSSTPIAPVFTALPSFTSLTNNFPL 

TGNPSLNPSVSLPGSLIATSSTAATS 

TSLPHPSSTAAVLSGAFCFSTS\PAAP 

FPLNLSTAVPSLFSVTQGPLSSSNPS 

YPGFSVSNTPSVTPALPSFPGLQAPS 

TVAAVTPLPVGWPQPHPQLPVLPGF 

GSAFSFHFNSRSWLHKPGFIIWDFK 

AGRQFWFFRAFGPSRVSLGFLRILH 

NHPCKNYSIMRLHSQHCYSRSIQLR 

LWESYPAQPDGVS 


2955 


8452 


A 


3214 


2 


694 


QLLNYAPGPGGPRYVDCDLF*NGY 

HL\WYHD\YGHLEFI\RLQLATQFEN 

WYMKYQSPIIQTKYGVAETVSGFPR 

DPPSDVPVRCPRKSLLEQ\YHLGLDS 

KPQKNTCLESPLWNF\ADFMTE\QSP 

\TKVLGNKKGIFTRAETTQQSAAFL 

LRERY\WKIAQ*NPGIPHSVARSQCL 

ENTACCSLSKTDTHLRVPSSPGGQR 

LPQQQNKCLLDCSRQTRTFSGLGFV 

VIYSSREH 


2956 


8453 


A 


3215 


2434 


2765 


GIILFWAQLFPASFFFFFFF*DGVSLC 
CPGWSAVVRSQLTASSASRVQAILC 
LSLPSSWDYRHLPPCLANFFVFL/CR 
DGGFTMLARLVLNS*AS*VHPPWPP 
QSAGDYQA 


2957 


8454 


A 


3216 


2 


481 


LFLFLRHSFTLSPSLDVQWRDLGSL 

QPPPPRFK*FSCLTLPSSWYYRHVPL 

CLANF\*FLVETGFCHVGQSGLELLT 

SGDLPASASQSVWITGMSHGARLH 

GHFLGSWENWTCPQAPGSSKSDCS 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
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09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
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codon; /—possible nucleotide deletion; \~possible 
nucleotide insertion) 














PHMANAVSAGGPGTLLIPSAPSCPC 
NLAGGRCPLR 


2958 


8455 


A 


3217 


126 


364 


RAWAN\LS*LKVLPPGLKGFSGLTL 
PSTGNNGLVPPPRVNFGSFSKNGVS 
PCGP/GWF*TTALRELGPLSLLEIGIN 
PFFL 


2959 


8456 


A 


3218 


132 


342 


SLSSLKNMYICLWNVFLFVFGYRAF 
LCHPGWSTVAQS*LT/IPGT/LWVKP 
SSLLVLPKRWDYRHEPLRPDLK 


2960 


8457 


A 


3219 


2 


264 


QLTATPPPTGFKQFSCLSHPSSWDYY 

RYVPPRPAKFCIFS/VRRGFTMLAR 

MVSIS*PCDLPTSASQSAGITGVSHR 

AWPVL*FVFLVETGFHHVGQDGLN 

LLTLRSAHLSLPKCWDYRRKPPGLA 

CFMILNSYLV 


2961 


8458 


B 


3220 


134 


3038 


PGMEDGSDDMDTSVEDIGGRSCVT 

RFVRTLLLIMEHGVKPHSKHLTEYF 

AFLYEFAKMGEEESQFLLSLQAIST 

MVHFYMGTKGPENPQVEVLSEEEG 

EEEEEEEDILSLAEEKYRPAALEKMI 

ALVALLVEQSRSERHLTLSQTDMA 

ALTGGKGFPFLFQHIRDGINIRQTCN 

LIFSLCRYNNRLAEHIVSMLFTSIAK 

LTPEAANPFFKLLTMLMEFAGGPPG 

MPPFASYILQR1WEVIEYNPSQCLD 

WLAVQTPRNKLAHSWVLQNMEN 

WVERFLLAHNYPRVRTSAAYLLVS 

LIPSNSFRQMFRSTRSLHIPTRDLPLS 

PDTTVVLHQVYNVLLGLLSRAKLY 

VDAAVHGTTKLVPYFSFMTYCLISK 

TEKLMFSTYFMDLWNLFQPKLSEP 

AIATNHNKQALLSFWYNVCADCPE 

NIRLIVQNPVVTKNIAFNYILADHD 

DQDVVLFNRGMLPAYYGILRLCCE 

QSPAFTRQLASHQNIQWAFKNLTPH 

ASQYPGAVEELFNLMQLFIAQRPD 

MREEELEDIKQFKKTTISCYLRCLD 

GRSC WTTLISAFRILLESDEDRLL W 

FNRGLILMTESFNTLHMMYHEATA 

CHVTGDLVELLSIFLSVLKSTRPYLQ 

RKDVKQALIQWQERIEFAHKLLTLL 

NSYSPPELRNACIDVLKELVLLSPH 

DFLHTLVPFLQHNHCTYHHSNIPMS 

LGPYFPCRENIKLIGGKSNIRPPRPEL 

NMCLLPTMVETSKGKDDVYDRML 

LDYFFSYHQFIHLLCRVAINCEKFTE 

TL VKLS VL V A YEG SKSKCFLE ANC 

GQFGSALFITNLISQYQNLQSDFSNR 

VEISKASASLNGDLRALAFAPVSTH 

SQTVKPSSNSNSARAFKQMQDLSA 

TEKLTPRGKKPKERKTKDDEGGNS 

HLKGRAC* 


2962 


8459 


A 


3221 


2170 


3139 


DLRALALLLSVHTPKQLNPALIPTL 

QELLSKCRTCLQQRNSLQEQEAKER 

KTKALALWTTIITFRVGGGSNTLGV 

TGLRVVCSAEPPKYKC*KQN*LPTS 

PPNVILMTFREVSLLACVFTDDEGA 

TPIKRRRVSSDEEHTVDSCISDMKTE 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; V=possible 
nucleotide insertion) 














TREVLTPTSTSDNETRDSSIIDPGTE 

QDLPSPENSSVKEYRMEVPSSFSED 

MSNIRSQHAEEQSNNGRYDDCKEF 

KDLH\CSKDSTLA\EEESE\FPSTSISA 

VLSDLADLRSCDGQALPSQDPEVAL 

SLSCGHSRGLFSHMQQHDILDTLCR 

TIESTIHVVTRISGKGNQAAS 


2963 


8460 


A 


3222 


3 


344 


PESHSAAQAGVQWPDLGSLQLSLP 
AFKQFS CL SLP S SRD YRRA SPRPANF 
\*FLVETGFCHVSQAGLKLLASSDPP 
VSASQTARITGVSHHAQPRATFYRH 
KSVLVLPLLKSPQ 


2964 


8461 


A 


3223 


1411 


1741 


GYLQFSFSFFLFFFFFFFFFLGESHSV 

T/RGLECSSVISTHCNLRLPGSSDSR 

ASASRVARTRGMHHHTRQIFVFMLV 

QMGFH\HVGQAGL/DSS*PSVVHPP\ 

RPPKVLGLQA 


2965 


8462 


A 


3224 


361 


462 


RHFLLSTETYCNSFF/RHSSSKNYTK 
LKRYE*VS 


2966 


8463 


A 


3225 


3 


89 




2967 


8464 


A 


3226 


1 


336 


VCQVCGFRSRLHTNVNRH\LLLNKP 
KIFPHVCDDCGKGFSSMLEYCKHL 
NSHLSEGIYLCQYCEYSTGQIEDLKI 
HLDFKH S ADLPHKC SDCLMRFGNE 
RELISHLPVHETT 


2968 


8465 


A 


3227 


951 


2075 


RTANLNFCKILDKSQALNVNCPAET 

GL*LRANSRWP/PINCELCEFNSKYF 

SDLKQHMILKHKRTDSNVCRVCKE 

SFSTNMLLIEHAKLHEEDP/N/YVCK 

YCEYKPVIFENISRHIADTHFR\DPP\ 

HWCEQCDVQFSSSSELYLHFQEHSC 

DEQYLCQFCEHETNDPEELA*\HVG 

K*GMHW**ELSDKV/CNNGWNMG 

QYSLLSKITFDKCKNFFVCQVCGFR 

SRLHTN VNRH V A IEHTKIFPH VCDD 

CGKGFSNNTWKRKRGQGKTFPLLI 

NLELSTSLTNYRGSPWASELSTSVE 

VSMAMLPAAEAETQGHDSGEREPF 

SQTPGLMQPFSIPVQITLQGSRRRQG 

RLPVLGDWRPFKLTCSSPALIIAQPI 

VGAQE 


2969 


8466 


A 


3228 


2 


415 


LDPGSLAGFTSYIQFMYDEFVEEYE 

PTKADSYRKKA^AQDGEEVQIYIINT 

AGQEDYTAIKDNYFHCVFSITEMES 

FAATVDFKEQ/ILRVKKDENIPFLLV 

GNKSDLEDKRQVSIEEAKNRAD*W 

NVIYVETSPKT*AN 


2970 


8467 


A 


3229 


607 


1317 




2971 


8468 


A 


3230 


260 


535 




2972 


8469 


A 


3231 


246 


985 


KLRHKMAANKPKGQNSLALHKVI 

MVGSGGVGKSALTLQFMYDEFVED 

YEPTKADSYRKKVVLDGEEVQIDIL 

DTAGQEDYAAIRDNYFRSGEGFLC 

VFSITEMESFAATADFREQILRVKED 

ENVPFLLVGNKSDLEDKRQVSVEE 

AKNRAEQWNVNYVETSAKTRANV 

D/KEWPFLKTRWWNTCKYISSHCPR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 

itminn irirl <> F 

peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /-possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














PAPVSRKTAHWAEVFFDLMREIRA 
RKMEDSKEKNGKKKRKSLAKRIRE 
RCCIL 


2973 


8470 


A 


3232 


1 


634 


MAANKPKGQNSLALHKVIMVGSG 

GVGKSALTL\QFMYDEFVED*E\PTK 

ADSSRKKVVLDGEEV\QIGYPLDTA 

G\QED\YAAIRD\NYFRSGEGFLCVFS 

ITEMESFAATAEVFREQILRVKEDEN 

VPFLLVGNKSDLEDKRPGFL*EEAK\ 

NRAEQWNVNYVETSAKTRANVDK 

VFFDLMREIRARKME\EFYYLNGTK 

NTKRLAERIREGGCIL 


2974 


8471 


A 


3233 


314 


373 




2975 


8472 


A 


3234 


1 


2129 


PSVAGAATLWFHVTLPFCARLCGR 

RSCTHSGIITEFHFFHL/PFRPIPILAC 

GNDDCRIHIFAQQNDQFQKVLSLCG 

HEDWIRGVEWAAFGRDLLLASCSQ 

DCLIRIWKLYIKSTSLETQDDDNIRL 

KENTFTIENESVKIAFAVTLETVLAG 

HENWVNAVHWQPVFYKDGVLQQP 

MRLLSASMDKTMILWAPDEESGV 

WLEQVRVGEVGGNTLGFYDCQFNE 

DGSMIIAHAFHGALHLWKQNTVNP 

REWTPEIVISGHFDGVQDLVWDPEG 

EFIITVGTDQTTRLFAPWKRKDQSQ 

VTWHEIARSQIHGYDLKWLAMINR 

FQFVSGADEKVLRVFSAPRNFVGKF 

LCHYR\KSLNHVLCNQDSDLPEGAT 

VAPALGLSNKAVF/LREDKAPQPPDE 

EELLTSTGFEYQQVAFQPSILTEPPT 

EDHLLQNTLWPEVQKLYGHGYEIF 

CVTCNSSKTLLASACKAAKKEHAAI 

ILWE\TTSW\KQVQNLVFHSLTVTQ 

MGLLT* *GSFLLGCFPEDSNLVI VEK 

AWIQS/TPEFEPVFSLFAFTNKITSVH 

SRIIWSCDWSPDSKYFFTGSRVDKKV 

VVWGECDSTDDCIEHNIGPLPPSVL 

DRGWGCDQLSASAQCSHPSQRYVV 

AVGLECGKDLLIYLGKRLIKFQK*M 

T/ATHCVGNKSKPKVIHWAIQKIYC 

WEGICSGKT*TRREGRRC*VVYTFA 

SCG*DHTVKIHRVNKCAL 


2976 


8473 


A 


3235 


451 


778 


GSGRWKSRSVARAGMQISGAHLQL 

NCKPPPPGLKADPPWLSIAPSSWDP 

QMCPPTPWLLFVCLVETGFTMLPQ 

AALQLLS*SDLSA*ASQNAGITGMS 

HHAGPDTVPLF 


2977 


8474 


A 


3236 


1 


186 


FFFFEMESRTVTQAGVQWHDLGXSL 

QPP\PPG\SSDSPVSASHVAEITGAHH 

HTWUFFIFLFL*GVQWHDLGLTAT 

SSLLGSSDSPVSASHVAEITGAHHH 

TWLIFFIFLFL 


2978 


8475 


A 


3237 


1 


353 


KIWLFFVFKTDVSILVHPRLECSGAI 

SAHCNLHLPGLSDSHTSAFRVAGTT 

GARHQAQLIFTFLVEMGFHHVGHA 

GLKLPT\*EIRPPRPPEVLGLHACAT 

VPGHKYVNEPIKMVLLK 


2979 


8476 | A 


3238 


3 


453 


GQTGTWQGNTGQRVPQLPPHPPPIH 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Mc 
tho 
d 


SEQ ID NO: 
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09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
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Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














LVSRHRGKLRHGFLRPMPEPRGLES 

GKTGSARGVAACTSP*GRSG\QGGG 

PRDIAQQGGCRGSACGRRSHEALRP 

RVWCGEGPQWTW\CAVCP\NRSAP 

GAGLAD\RQHPGESRAWGETRLCE 

AGGAE 


2980 


8477 


A 


3239 


232 


472 


LHSFIHSFIHLFI YLFDR VLLCCPD W 
STVERSQLTVTLKSR\VK*SSCLS/LP 
SSWGYRSVPPCPANYFYFL*RQRLT 
TLPS 


2981 


8478 


A 


3240 


2 


345 


MVHVVAGLNGTHSCPPASSSVLTF 

GHP\PHEQLQQSVGPTSPHSPLL*PL 

SSLEVLGWGSEGVGGLQEIQKCSK 

ALPCKTPCGCFCIYLIFSPTQGDFIPH 

DPAPPLLLSASWV 


2982 


8479 


A 


3241 


205 


361 


DAHSPAPAVSTPGQAWAAVLAMFP 

PGPWGEGSGRLMPHDPAPPLLLSAS 

WV 


2983 


8480 


A 


3242 


137 


959 


IPPFPVMLDPAGRQQQRWGRIMGY 

KVSLGGA*NLGRCKNIHKGSCREGL 

CLISLRAWEGRVLGEGFAQN*HTA 

HPEPGKSSHS*KIPFQRESGL*PATH 

PVPSKTPPLPGESSSRARAWCLKGE 

DPCPRKPPAP*SLPPGPWGE/P*QGL 

QPRLGLE*TQPGLGYEHLKPFP/PSA 

PAA* PPG\PAKAQAPRKSCAPTVTH 

ALLPPNPLPTQLGWKWISADQSQSN 

PFPRA YP/REPSLFPSPNAPLSPSPHP 

TTFPEFPCSPTPPPQIPHPQDFPRS 


2984 


8481 


A 


3243 


23 


438 


SRHLGLPKCWDYRQEPLCLALSFFF 

RVRVS\SVAQVVVQWHDRGSLQPQ 

TPGPK\YPPATAS*VAGARLIFFK*FL 

*RWDLT1MPKAGLKLPATGDPPACL 

LLSFSLIPTGGFTRFEPTRHSLLEVG 

GLSPMLVRHWLWA 


2985 


8482 


A 


3244 


1 


1061 


ASRRALQLFGIPVRQLQKGACPLGL 

HQLSSPRYKFNFIADV\LFKIAPAVV 

HIELFLRHPLFGRNVPLSSGSGFIMS 

EAGLIITNAHVVSSNSAAPGRQQLK 

VQLQNGDSYEATIKDIDKKSDIATIK 

IHPKKKLPVLLLGHSDRTCRPGEVL 

WVAIRQIPSP*QNTV\TTGIVSTAQR 

EGRELGLRDSDMDYI\QTDAII\NYG 

NSGGPLVNLDGEVIGINTLKVTAGIS 

FAIPSDRITRFLTEFQDKQIKDWKKR 

FIGIRMRTITPSLVDELKASNS\DFPE 

VSSGIYVQEVVPNSPSQRGGIQGGDI 

IVKVNGRPLVDSSELQEAVLTESPL 

LLEVRRGNDDLLFSIAPEVVM 


2986 


8483 


A 


3245 


1 


268 


QGSPSRDPSPLGGPNGGIFLAP/AGP 
NPP/RGTRGNPVFS*NSKICPGWGGP 
PVGPGS/RGELG*RAALAPGGPGGL 
DWAPGP*PGGQRGAPF 


Zyo 1 


QA QA 

S4o4 


A 

A 


j24o 


20 


353 


KEVGRLTHSVNHSGGREKYVWHP 

GNAL*Y\GKLPVLPCPIFIVNR*VQ*P 

*PERHMVTRGSGMNVWIMP/PGKPP 

RPAEVPVEVEGHLEWTAEDSSNHC 

QLQG*DQLQWGRWL 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possibIe nucleotide deletion; \=possible 
nucleotide insertion) 


2988 


8485 


A 


3247 


2 


322 


KLDNSSKWLENGTFDLSILQDLDNF 
C* KMGK WSEVPY VQ AFF\SIHSLPSL 
CSQCHL/CPDFPSFSP/YPLLLSPPQT 
QSPLNPPFPLTPLTSLLPRLLLARLN 
QVPILP 


2989 


8486 


A 


3248 


141 


924 


PFSSQTVKLSGGATRNPVSSPKASG 

GQPSEGWEVALEGDSCAALMRQQ 

CPGLLKSRK/RAPGNPTASGS\APGA 

TKRSLGGRARRGLEFVVSRFFGGGR 

AQSSLGNAHPHSGTIPKAPHASQQG 

LGLRLGGLEPSTPPWVHPPARPRAS 

PDPSRVAGSPRSLPNPPAAGKGGRG 

SGEEARYFDLS * ILKSLP YPGHERVY 

QEPQRGVKTSCSCSPF/HLPLLLFQS 

SPPPSTLVGAGLKIGFLRCPVGGILI 

GKGFFFNCLHST 


2990 


8487 


A 


3249 


1 


363 


QVSLVINWDLPTNR*NYIHR*AYIW 
NTPLPLHTWPSLGLKLLIFLIPFLEFQ 
\I G RG GRLDRKG G A INKGTE YDERT 
LRDIETFYNTSIEEMPFNVADHMLM 
GCPATQPLSGLIIGASDQY 


2991 


8488 


A 


3250 


1 


87 


LNETVLLWHSGWMSTVVQTQLLPA 

ASTWWKQSSHLSLLNSWDHSRWP 

PHWANFLIFCR/DRSFAMLPKLVSN 

PWAQAVLPPLPPIVL*LNETVLLWH 

SGWMSTVVQTQLLPAASTWA 


2992 


8489 


A 


3251 


3 


270 


CFNSAWTEPGARSPPRPAAHSQPSV 
TSSPHPRTAPRPPPPLQR\PSP*SPP*R 
PRPP/PHVRHNYPSGLKSHH*SAE*P 
GPLGPIPPTVY 


2993 


8490 


A 


3252 


3 


452 




2994 


8491 


A 


3253 


1 


477 


TLLVPQDSERTHPWCLSPADKTNV 

KAVAWGKVGAHAGEYGAEALERM 

FLSFP\TTKTYFPHFD\LSHG\SAQG* 

RAHGK\KVA\DALTKAVAHV\DDMP 

KRRCPP*SDLHGAQAFGWDPVQLQ 

SS*SHLPCLGEPWAAHLPRPSFNPW 

RLQRLPWGQISWGFC 


2995 


8492 


A 


3254 


3 


295 


LFLFFFFFF*MESHSVTRLECSGTIW 
AH*NLHLPGSSDSPALASRVAGTTG 
MCHHIQLIFFVFLVEKGFHHVG*/D 
MSLSLDLVIHPPWPPKVLGLQA 


2996 


8493 


A 


3255 


306 


519 


GTRVERHSRERPSCHLLCEPSQRYS 
PLLFLVGL*CPPASPGKSPRTKENNF 
TADSKSQGQSEKSLWVTLA 


2997 


8494 


A 


3256 


453 


626 


HGSCLLHHREQVPIPPGIPNLSDSIL* 

FPVLRIWMLCLYTSCMWFSQSFWI 

AVMYFV 


2998 


8495 


A 


3257 


1537 


1909 


NVLTVEDHPIPIPSKNRPFHNLLPVN 

LAFFFFFLNRVSF\CHLGWSAVARS 

HLTCNLLSPGFKQFSCLSLLSSWDY 

QACMHHTRLVFGVFSRDGGFTMLA 

RLVSNS*PQVILPPLPPKVLGLQA 


2999 


8496 


A 


3258 


1 


342 


KTESHSVAQAGVQWCDLGSLQPPP 
PRFKLFSCLSLLSSWDYRGALPRPT 
DLFA/QFLVEMGFCHVAQAGLELLS 
SGNLFASASQTARITGVNHHTWPVL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














*F*VKKIPPSLPGLL 


3000 


8497 


A 


3259 


1 


338 


FFLRWSL/NSVAQAGVQWRNLSSL 

QALPPGFRPFSCLSLPNS*DYRCPPP 

RLANFFLYFLVETVFHRLY*RSRMV 

LIS*PGDPPTSASHSAVVRYLLRRRQ 

CLRQGLCRASVF 


3001 


8498 


B 


3260 


188 


1504 


MRTLLPPALLTC WLLAP VNSIHPEC 

RFHLEIQEEETKCAELLRSQTEKHK 

ACSGVWDNITCWRPANVGETVTVP 

CPKVFSNFYSKAGNISKNCTSDGWS 

ETFPDFVDACGYSDPEDESKITFYIL 

VKAIYTLGYSVSLMSLATGSIILCLF 

RKLHCTRNYIHLNLFLSFILRAISVL 

VKDDVLYSSSGTLHCPDQPSSWVG 

CKLSLVFLQYCIMANFFWLLVEGL 

YLHTLLVAMLPPRRCFLAYLLIGW 

GLPTVCIGAWTAARLYLEDTGCWD 

TNDHSVPWWVIRIPILISIIVNFVLFIS 

IIRILLQKLTSPDVGGNDQSQYKRLA 

KSTLLLIPLFGVHYMVFAVFPISISSK 

YQILFELCLGSFQGLVVAVLYCFLN 

SE VQCELKRK WRSRCPTPS A SRDYR 

VCGSSFSRNGSEGALQFHRGSRAQS 

FLQTETSVI* 


3002 


8499 


A 


3261 


1 


1047 


MVSISWPRDLPASASQSAGITGLIGA 

LVLSVGIYAEVER/HEI*NP*KCLPGS 

SHHPHPPGRRHVHGLLHWCAGVPP 

*QPPELLASLRLSRGYGLVLSWLEP 

RYEKMISGMYLGEIVRNILIDFTKK 

GFLFRGQISETLKTRGIFETKFLSQIE 

SDRLALLQVRAILQQLGLNSTCDDS 

IL VKT VCG VVSRRA A QLCG AGMA A 

VVDKIRENRGLDRLNVTVGVDGTL 

YKLHPHFSRIMHQTVKELSPKCNVS 

FLLSEDGSGKGAALITAVGVRLRTE 

ASS 


3003 


8500 


A 


3262 


178 


568 


IFFFFFFKMESCSVAQAGVQWWDL 

SSLQPLPPGFMPFPCLSLPSSWDYRR 

PPLLP ANFL YF* *RRGFTVLARMVSI 

S*PCDPPASASQSAGITGVSHCAQLE 

SKFYEGRDVHLFCSPLYFQKARKLP 

GIE 


3004 


8501 


B 


3263 


776 


5218 


MLGDNSSMSVTAPKTFQWDMMW 

RRKGLILIILALCRPKEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEGEEEEGEEEEDQLDT 

MLWDSSTNLTNTALSKEKTMFSSR 

AKIVKPNGEKPDEFESGISQALLELE 

MNLDLKAQLWELNITAAKEIEVGG 

GRKAIIIFVPVPQLKSFQKTQVQLRR 

ILPKPTQKSCTNNKQKLPRSCTLTA 

VHDAILEDLVFPSEIVGKRIHVKLD 

GSHLIKIHLDEAQQNNVEHKVEPFS 

GVYKKLMGKDVNFEFPEFQLMPGT 

PGSLEMGLLTFRDVAIEFSPEEWQC 

LDTAQQNLYRNVMLENYRNLAFLG 

IALSKPDLITYLEQGKEPWNMKQHE 

MVDEPTGICPHFPQDFWPEQSMEDS 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














FQKVLLRKYEKCGHENLQLRKGCK 

SVDECKVHKEGYNKLNQCLTTAQS 

KVFQCGKYLKVFYKFLNSNRHTIR 

HTGKKCFKCKKCVKSFCIRLHKTQ 

HKCVYITEKSCKCKECEKTFHWSST 

LTNHKEIHTEDKPYKCEECGKAFKQ 

LSTLTTHKIICAKEKIYKCEECGKAF 

L WS STLTRHKRIHTGEKP YKCEECG 

KAFSHSSTLAKHKRIHTGEKPYKCE 

ECGKAFSHSSALAKHKRIHTGEKPY 

KCKECGKAFSNSSTLANHKITHTEE 

KPYKCKECDKTFKRLSTLTKHKIIH 

AGEKLYKCEECGKAFNRSSNLTIHK 

FIHTGEKPYKCEECGKAFN WS SSLT 

KHKRFHTREKPFKCKECGKGFIWSS 

TLTRHKRIHTGEKPYKCEECGKAFR 

QSSTLTKHKIIHTGEKPYKFEECGK 

AFRQSLTLNKHKIIHSREKPYKCKE 

CGKAFKQFSTLTTHKIIHAGKKLYK 

CEECGKAFNHSSSLSTHKIIHTGEKS 

YKCEECGKAFLWSSTLRRHKRIHTG 

EKPYKCEECGKAFSHSSALAKHKRI 

HTGEKPYKCKECGKAFSNSSTLAN 

HKITHTEEKPYKCKECDKTFKRLST 

LTKHKIIHAGEKLYKCEECGKAFNR 

SSNLTIHKFIHTGEKPYKCEECGKAF 

NWSSSLTKHKRIHTREKPFKCKECG 

KAFI WS STLTRHKRIHTGEKP YKCE 

ECGKAFSRSSTLTKHKTrHTGEKPY 

KCKECGKAFKHSSALAKHKIIHAGE 

KLYKCEECGKAFNQSSNLTTHKIIH 

TKEKPSKSEECDKAFIWSSTLTEHK 

RIHTREKPYKCEECGKAFSQPSHLT 

THKRMHTGEKPYKCEECGKAFSQS 

STLTTHKIIHTGEKP YKCEECG KAFR 

KSSTLTEHKIIHTGEKPYKCEECGK 

AFSQSSTLTRHTRMHTGEKPYKCEE 

CGKAFNRSSKLTTHKIIHTGEKPYK 

CEECGKAFISSSTLNGHKRIHTREKP 

YKCEECGKAFSQSSTLTRHKRLHTG 

EKPYKCGECGKAFKESSALTKHKII 

HTGEKPYKCEKCCKAFNQSSILTNH 

KKIHTITPVIPLLWEAEAGGSRGQE 

MET1LANTVKPLLY* 


3005 


8502 


A 


3264 


1 


208 


RDRVLF*HPH WS A V V* SKLTA ASTS 
W\VK*FSCLSFLSWCLAMLPRLVLN 
SWPQVTLLPQPPKVLGLQV 


3006 


8503 


A 


3265 


78 


359 


RHSSKNLGNVDSECE*T*FPDIIPFH* 
KKLTEGEYQKSVNH/MTNAVAHST 
LSSQLLLALQKTLSLCLFLMLLTKL 
PTI I HRT VD AH SL ADDD VE 


3007 


8504 


A 


3266 


48 


330 


VCGCVWMLRVLFCYP\GW\SAVAQ 
S*LTAALISL\VNPSSSLSLPSSWDHR 
RAPPRPANFFNL*RQELPMLLRLVL/ 
NVWAQVILPPWPPKMLELQV 


3008 1 


8505 


A 


3267 


200 


1033 


RSL APR WHLLGHKEKN VTTS V WG 

WPSPGRNASNSAGVGAGLPFVSTW 

LAVSSKNIDITEHIDFATPIQQPAME 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














PLCNGNLPTSMHTLGXHLHGVSNPS 

QPCTYTGESQLTEVLQNLGQR/RNI 

HNSRLNRLAPRM/LQSFGKEPRPSW 

VL/CPAWQALYW\RV*RPKERRPIEL 

PSAQRLHYGP\PQMKDVPLISLANIL 

PQLPSSGNDAVI VATHGQ* SLHHTL 

L*TPFHLGNVYVAMEEFEKALVWY 

ESTLVSLQPEFVPAKNRIQTIQCHLM 

LKKGRALLP 


3009 


8506 


A 


3268 


2 


2956 


LADSSPSNLQIIIKELLSMHHQPDPA 

LTKEFDYLPPVDSRSSSGFVGLRNG 

GATCYMNAVFQQLYMQPGLPESLL 

SVDDDTDNPDDSVFYQVQSLFGHL 

MESKLQYYVPENFWKIFKMWNKE 

LYVREQQDAYEFFTSL1DQMDEYL 

KKMGRDQIFKNTFQGIYSDQKICKD 

CPHRYEREEAFMALNLGVTSCQSLE 

ISLDQFVRGEVLEGSNAYYCEKCKE 

KRITVKRTCIKSLPSVLVIHLMRFGF 

DWESGRS1KYDEQIRFPWMLNMEP 

YTVSGMARQDSSSEVGENGRSVDQ 

GGGGSPRKKVALTENYELVGVIVH 

SGQAHAGHYYSFIKDRRGCGKGK 

WYKFNDTVIEEFDLNDETLEYECFG 

GEYRPKVYDQTNPYTDVRRRYWN 

AYMLFYQRVSDQNSPVLPKKSRVS 

VVRQEAEDLSLSAPSSPEISPQSSPRP 

HRPNNDRLSILTKLVKKGEKKGLFV 

EKMPAR1YQMVRDENLKFMKNRD 

VYSSDYFSFVLSLASLNATKLKHPY 

YPCMAKVSLQLAIQFLFQTYLRTKK 

KLRVDTEEWIATIEALLSKSFDACQ 

WLVEYFISSEGRELIKIFLLECNVRE 

VRVAVATILEKTLDSALFYQDKLKS 

LHQLLEVLLALLDKDVPENCKNCA 

QYFFLFNTFVQKQGIRAGDLLLRHS 

ALRHMISFLLGASRQNNQIRRWSSA 

QA\REFGNLHNTVA\LLVLHSDVSS 

QRNVAPGMFKQRPPISIAPSSPLLPL 

HEEVEALLF\MSEGKPYLLEVMFAL 

RELTGSLLVALIEMWVYCCFCNEHF 

SFTMLAFHLRNQL\ETA\PPHEFKGI 

RFPTTFMEILVIEDPIQAERV\KFVFE 

TENGLLALMHHSNHVDSSRCYQCV 

KFLVTLAQKCPAAKEYFKENSHHW 

SWA VQRLHH\KMSDLYWTPLSNVS 

NETSTGKTF*RTISDHDTLPYATALL 

NEKEHSGSRNGSKSRPANENGHRH 

LQQGSQSPLDDWVSLRSDLDDVDP 


3010 


8507 


A 


3269 


68 


301 


NFRLDLCRDILCSETTRLNTINMSIL 
SNLTYRFSEIPF*IFRRLFVL*KL/ENS 
ILKYIWTCKGPRLVKTTFKNNSESW 


3011 


8508 


C 


3270 


224 


518 


MINKGQAGANIKSNXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxx* 


3012 


8509 


A 


3271 


342 


724 


NTYPWAVL/VFFFFFLRWSLTLVAR 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!c nucleotide deletion; \=possible 
nucleotide insertion) 














LECRAGVQWCDLGSLQPLPPQ\FE* 
FSCLSLQLALPRPAKFFVI\LVEM\GF 
TMLAKMVSIS*PCDPPALASQSARIT 
ILDFMLAPACPLLIIPFTWTLFFRNTI 


3013 


8510 


A 


3272 


3 


367 




3014 


8511 


A 


3273 


58 


553 


VARSAPPDGAVCAGPGSRRTEMAE 
QSDEAV\KY\YTLERFQMHN\HSKST 
WLILHHKGWDLTKFLEEHPGGEEV 
LREQA\GGD\ATENFEDVG\HSTDAR 
EMSKTFIIG\ELHPVDRPKLNKASGT 
FKG C V * GNFLFTTI * FL VPS W WTN W 
\VIP\AISAVGRRLGCIRL 


3015 


8512 


A 


3274 


41 


400 


KRLGPRGGVGPSPNGGNQGL*GPKI 
FPWPSTLGTK/GEPLPSSSSSSSPPQK 
RGFPSSPEK\APGVPPPTPKGPSPPGG 
GVKKKGRA*KKKPLGLWEKGPNPA 
PGGPGTPTFGGPPGQYPG 


3016 


8513 


A 


3275 


3 


146 


WGVIITMMVTCSV/A/CTLFWLIAIL 
AQCNPL YRP* LKDETT WYLKHH WP 


3017 


8514 


A 


3276 


161 


472 




3018 


8515 


A 


3277 


3 


273 


AAAPGNGRASAPRLLLLFLVPLLW 
APAAVRAGPDEDLSHRNKEPPAPVP 
SSCSRSLWAVQGPEPARVEVSGPG 
WGERGCRAGCAEYQAPGL 


3019 


8516 


A 


3278 


124 


672 


FQRTKLLNGPGDVETGTSITVPQKK 

WLHVISPIFVQS\LTLPFLAKWGDRL 

QLLQIELAAREVSDI*EETV*NETYL 

LLLCSRKTLDTLKWAHSIPSYARLF 

YI**FSCSLKLAFSQFLLPA\DPYGVA 

VGGTVGHCLCTGLAVIGGRMIAQKI 

SVRTVTIIGGIVFLAFAFSALFISPDS 

GF 


3020 


8517 ! 


A 


3279 


2 


991 


AAAAPGNGRASAPRLLLLFLVPLL 

WAPAAVRAGP\DEDLSHRNKEPPAP 

\PSSCSRSLWAVQGPEPARVEKIFTP 

A\APVHTNTEDPATQT\NLGIYPMQF 

VAAIIQLLI\VSEIGVSRT\FFIAAIMA 

MRYNRPGPCWAGAMLCL/AGLMT 

CLFS/VLFGYATTVIPRGLYILMFQP 

VLFAIFGIRMLREGLK\MSPDEGQEE 

LEEVQA\ELKKKDEEFQRTK\LLNG\ 

PGDVETGTSITVP\QKKW\LHFISPIF 

GQALTLTFLAEWGDRS*\LTTIVLAA 

REDPYGVAVGGTVGHCLCTGLAVI 

GGRMIAQKISVRTVTIIGGIVFLAFA 

FSALFISP 


3021 


8518 


A 


3280 


1 


278 


QHDLQDVDVAFTEEE*RLAGP\AQR 
KLYRDVIVENLRNLLSVGHPPFKQD 
I SPIERNDQL WIMTTATRIPGNLGKN 
QTVISSYSKLFICFASS 


3022 


8519 


A 


3281 


263 


588 


DSALPQKEELKMNMFKEAVTFKDV 

AVAFTEEELG\LLGPAQRKLYRDVM 

VEN\FRN\LLSVGHPPFKQDVSPIER 

NEQLWIMTTS/TPRRQGNLDTLSWK 

AL\LLYDLAQT 


3023 


8520 


A 


3282 


1 


1285 


MEDSELPSARSVLPSKRIGVVQSQQ 
RPPLGERHYGPTTRDGALHSAYSPT 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
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Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














QARCVSHPTYEKYPHVWRGWPPFS 

PEKERQRLENLRRKEEAEQLRRQK 

VEEDKRRRLEEVKLKREERLRKVL 

QARERVEQMKEEKKKQIEQKFAQI 

DEKTEKAKEERLAEEKAKKKAAAK 

KMEEVEARRKQEEDARRLRWLQQ 

VRAQ/EGNRSREVK*HLKSHEPVCS 

GGDSRTHPQPLVHAWSQCLP*RLL\ 

RVLRELQEREKALRLQKEQLQRELE 

EKKKKEEQQRLAERQLQEEQEKKA 

KEAAGASKALNVTVDVQSPACTSS 

PITPQGHKAPPQINPHNYGMDLNSD 

DSTDDEAHPRKPIPTWARGTPLSQA 

IIHQYYQPPNLLELFGTILPLDLEDIF 

KKSKPRYHKRTSSAVWNSPPLQGA 

RVPSSLAYSLKKH 


3024 


8521 


A 


3283 


3 


262 


FHTEERSYECTECGKA\FKHSSTLLQ 
HRKVHTPERRQEDRAHGKVVSC*H 
RVHQERSYSRKEVKESGRESAIRKK 
LNLAHPNTHPRE 


3025 


8522 


A 


3284 


1 


269 


FFFFPQIGSHP1T\RLECSDAITFCCSL 
NLPG SRDPP AS AS * V AETTGLHHH A 
GLIF*FFVE/MGL/HQAGLELLDKVIL 
PPLPPKELGSQM 


3026 


8523 


A 


3285 


3 


1191 


KSCFNAFFNFEDMQEITQHYFAVCH 

VDAPGQQEGAP/SPFPTGYQYPTMD 

ELAEMLPPVLTHLSLKSIIGIGVGAG 

AYILXSRFALNHPELVERPLCSLMVD 

PC/ALKGWIDWAASKLSG\LTTNVV\ 

EIILAHHFGQEELQANLDVLIQTYRM 

HIAQDINQDNLQLFLNSYNGRRDLE 

IERPILGQNDNKSKTLKCSTLLVVG 

DN SP A VE A VM ADCG GLPH V VQPG 

KLTEAFKYFLQGMGYIPVCAAQSPE 

HRVST\SASMTRLARSRTHSTSSSLG 

SGESPFSRSVTSNQSDGTQESCESPD 

VLDRHQTMEISLDDVLLSALLRNN 

GKSAQQKKISAKPKLEFLCPRPGTC 

DHGSRKFCYTVLVDPRERSKATAV 

ALGSFPAGGPAELSLRLGEPLTIVSE 


3027 


8524 


A 


3286 


3 


638 


SSKLSGLTTNVVDIILAHHFGQEELQ 

ANLDLIQTYRMHIAQDINQDNLQLF 

UKSYNGRRDLEIERPILGQNDNKSK 

TLKGXSTLLVVGDNSPAVEAVVECN 

SRLNPINTTL\LKMADCGGLPPG*FS 

PGKLTEAFKYFLQGMGYIPLVLCYS 

T\SGSMTSVARSR\THSTSSSLGSGES 

PFSRSVT\SNQSDGT\QES\CESPDVL 

DRQQTMEVSC 


3028 


8525 


A 


3287 


1 


407 


FSIETESCSVAQAGGKWHDSGSLQP 

QPPRFK*FSCLSLLNSWDYRPAPP/* 

PG * LFF VFL VETGF/IH VG QPG LKLL 

TSSDPPTSASQSAGITGLRDRAQPPP 

EDSNVQFENHWQRECTMLLFTLGP 

LKLFPLTELML 


3029 


8526 


C 


3288 


157 


468 


MHHIHNASRTFQLIFSSFPRGNAIVF 
MLKMGGFLELRGPRSGMDHHRGR 
GEANQPFCPTSPAACGQNLPIKHGL 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














PRWSTKGETTADTDSVDLENPILYK 
YFQL* 


3030 


8527 


A 


3289 


14 


348 


EFHSCRPGWSAMTQSRLTLQPPPPG 

FK*FSCLSLLSSWDYRHTPPHPASF\* 

LLVDTG\FLHVGQAGLKLLTSGDSP 

TSASQSARITGVNHCARPSTFLRLQ 

RKAGRCSTSRL 


3031 


8528 


A 


3290 


1 


2201 


MTNLAMVERDSEAGTAASRFPGNH 

AAKGKAQAHYKVWRPAEVRCLKL 

GPEWVTLRYTIKHRPYKLCGKRQH 

VFFFTSRSDVGFMLTTLKPFGSVSV 

ESKMNNKAGSFFWNLRQFSTLVST 

SRTMRLCCLGLCKPKIVHSNWNILN 

NFHNRMQSTDIIRYLFQDAFIFKSDV 

GFQTKGISTLTALRIERLLYAKRLFF 

DSKQSLVPVDKSDDELKKVNLNHE 

VSNEDVLTKETKPNRISSRKLSEEC 

NSLSDVLDAFSKAPTFPSSNYFTAM 

WTIAKRLSDDQKRFEKRLMFSHPAF 

NQLCEHMMREAKIMQYKYLLFSLH 

AIVKLGIPQNTILVQTLLRVTQERIN 

ECDEICLSVLSTVLEAMEPCKNVHV 

LRTGFRILVDQQVWKIEDVFTLQVV 

MKCIGKDAPIALKRKLEMKALREL 

DRFSVLNSQHMFEVLAAMNHRSLI 

LLDECSKVVLDNIHGCPLRIMINILQ 

SCKDLQYHNLDLFKGLADYVAATF 

DIWKFRKVLFILILFENLGFRPVGLM 

DLFMKRJVEDPESLNMKMLSILHTY 

SSLNH V YKCQNKEQF VE VMA SALT 

GYLHTISS\ENLLDAVYSFCLMNYFP 

LAPFNQLLQKDIISELLTSDDMKNA 

YKLHTLDTCLKLDDTVYLRDIALSL 

PQLPRELPSSHTNAKVAEVLSSLLG 

GEGHFSKDVHLPHNYHI\DFEIRM\D 

TNR\NQVLPL/SLDVGTTSAT\DIQRL 

LTYISFAGLSELKS 


3032 


8529 


A 


3291 


3 


485 


LHTLDTCLKLDDTVYLRDIALSLPQ 

LPRELPSSHTNAKGGQRS*AALLGG 

EGTPPSKDV\HLAPHNY\HIDFEIQN 

GTPNRNPSAYPLS\DVDTTSCLQIFK 

E*LCYVFPRSAYCLGSSHPRGFLAM 

KMRHLNAMGFHVILVNNWEDGQT 

RDGRCQSPFLKT 


3033 


8530 


A 


3292 


1 


530 


LRKTFIPNRPLILLPPGNSLATHLFF\ 

ETVSRSVAQAGVQWHHLGLLQSPS 

PGFKRFSCLSLPSNWDYRHAPPRLA 

NFYIFS*DGVSFHHVGQAGLKLLTS 

GDPLTL ASQS AG ITG VSHCTRPLIHK 

FGLSYRQRIENVSFLLPYTHASSLLQ 

LLLAPLVTNGQGQEQKPELVREVG 


3034 


8531 


A 


3293 


115 


463 


VTKQLFNILSFIFFHTSILIFFFFLKME 

SCSVA\RLECSGT\ILAHCNLCLPGSS 

NSPASASRVSWDYKVCATMPG*FL 

YF**E\QGFHHVGQAGLRTPGPQGD 

PARPWAPKVLGLQA 


3035 


8532 


A 


3294 


503 


1055 


DIDFSPV*LVNVQMRRHALLMNLW 
DT/QDSHTSLRNAEYCSLMEEDMAP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09;770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknowi; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














SNKTTW\LRPLTQQF*NLPQKKTLA j 
KK* KDFTHRVLFTA * MCLPQ SS SL W 
HL*N WKQSKCPS VGD WEH* F VQ W 
GTPYQKEE*GTPIDKGQSTYNIMQI 
YICFFLKQYKDKNLKWLLWRTGVS 
GGSETEIDSEVISGL 


3036 


8533 


A 


3295 


3 


304 


FFLVETEFCHAAQAGVQWCDLGSL 
QPPPPGLQQSSHLNLPKS*DYRCEPP 
MPG*FLETGFHPSCPRLVPKLLGSSS 
PPASAS\QSIGIS\GVSHCPEKPFP 


3037 


8534 


A 


3296 


324 


650 


KKEHRVTCFSFWEMESRSVA*AEV 

Q*HDLDSLQPLPHGLKRVSCLSLPSS 

WDYRHLPPCLTNVCIFSRNGVSLY* 

PGWS\RTPDLVILPALAPQSAGITGG 

EPPCPATK 


3038 


8535 


A 


3297 


2 


564 


FFFPPPQPPSPGFKQFSCLTLPSSWD 

YRCPPPRPANF\*FLIETGF/VHVGQA 

GLELLTSGDLPTPASQNAGITGVRP 

GTQPASCF*MWQGLIGQNKMTISLL 

LQSILL 


3039 


8536 


A 


3298 


352 


392 




3040 


8537 


A 


3299 


20 


200 


FTLIQNCFHEIQIEQCGLDAVAHTY 

NPSTLGGQGG*IA*AQEFETSLGN\M 

VKPHLSLKF 


3041 


8538 


A 


3300 


971 


9082 




3042 


8539 


A 


3301 


1 


15447 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCIL A VKQAISGTSPVA SSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGT1LRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA 
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SEQ ID 
NO: of 
nuclco-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














NAYPQTVNEDICVEELVTSSSPCKN 

KNAAIKLSISNSNNFEVGPPAFRIAS 

GKIRLCSHETIKKVKDIFTDSFSKVI 

KENNENKSKICQTKIMAGCYEALD 

DSEDILHNSLDNDECSMHSHKVFA 

DIQSEEILQHNQNMSGLEKVSKISPC 

DVSLETSDICKCSIGKLHKSVSSANT 

CGIFSTASGKSVQVSDASLQNARQV 

FSEIEDSTKQVFSKVLFKSNEHSDQL 

TREENTAIRTPEHLISQKGFSYNVVN 

SSAFSGFSTASGKQVSILESSLHKVK 

GVLEEFDLIRTEHSLHYSPTSRQNVS 

KILPRVDKRNPEHCVNSEMEKTCSK 

EFKLSNNLNVEGGSSENNHSIKVSP 

YLSQFQQDKQQLVLGTKVSLVENI 

HVLGKEQASPKNVKMEIGKTETFS 

DVPVKTNIEVCSTYSKDSENYFETE 

AVEIAKAFMEDDELTDSKLPSHATH 

SLFTCPENEEMVLSNSRIGKRRGEPL 

ILVGEPSIKRNLLNEFDRIIENQEKSL 

KASKSTPDGTIKDRRLFMHHVSLEP 

ITCVPFRTTKERQEIQNPNFTAPGQE 

FLSKSHLYEHLTLEKSSSNLAVSGH 

PFYQVSATRNEKMRHLITTGRPTKV 

FVPPFKTKSHFHRVEQCVRNINLEE 

NRQKQNIDGHGSDDSKNKINDNEIH 

QFNKNNSNQAA A VTFTKCEEEPLD 

LITSLQNARDIQDMRIKKKQRQRVF 

PQPGSLYLAKTSTLPRISLKAAVGG 

QVPSACSHKQLYTYGVSKHCIKINS 

KNAESFQFHTEDYFGKESLWTGKGI 

QLADGGWLIPSNDGKAGKEEFYRA 

LCDTPG VDPKLI SRI WV YNH YRWII 

WKLAAMECAFPKEFANRCLSPERV 

LLQLKYRYDTEIDRSRRSAIKKIME 

RDDTAAKTLVLCVSDIISLSANISET 

SSNKTSSADTQKVAIIELTDGWYAV 

KAQLDPPLLAVLKNGRLTVGQKIIL 

HGAELVGSPDACTPLEAPESLMLKI 

SANSTRPARWYTKLGFFPDPRPFPL 

PLSSLFSDGGNVGCVDVIIQRAYPIQ 

RMEKTSSGLYIFRNEREEEKEAAKY 

VEAQQKRLEALFTKIQEEFEEHEEN 

TTKPYLPSRALTRQQVRALQDGAE 

LYEAVKNAADPAYLEGYFSEEQLR 

ALNNHRQMLNDKKQAQIQLEIRKA 

MESAEQKEQGLSRDVTTVWKLRJV 

SYSKKEKDSVILSIWRPSSDLYSLLT 

EGKRYRIYHLATSKSKSKSERANMP 

AGRTV*K*SKKQKSFRYKRRGLGCS 

MSPSTTFKSGIQ*Y*LSIPEKSFI*S*K 

CQHSYFNSYFQGCSVKPSHDF*RQR 

IIQN VRQAQR* QL* PC* INQKYSHG 

KESRCMCFK* KL* KR* A VAT*KIHE 

SSITFKKGTI\NQNTNLRVIQKNQEE 

TTSISKITVNPDSEELFSDNENNFVF 

QVANERNNLALGNTKELHETDLTC 

VNEPIFKNSTMVLYGDTGDKQATQ 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in VSSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














VSIKKDLVYVLAEENKNSVKQHIK 

MTLGQDLKSDTSLNIDKIPEKNNDY 

MNKWAGLLGPISNHSFGGSFRTAS 

NKEIKLSEHNIKKSKMFFKDIEEQYP 

TSLACVEIVNTLALDNQKKLSKPQS 

INTVSAHLQSSVVVSDCKNSHITPQ 

MLFSKQDFNSNHNLTPSQKAEITEL 

STILEESGSQFEFTQFRKPSYILQKST 

FEVPENQMTILKTTSEECRDADLHV 

IMNAPSIGQVDSSKQFEGTVEIKRKF 

AGLLKNDCNKSASGYLTDENEVGF 

RGFYSAHGTKLNVSTEALQKAVKL 

FSDIENISEETSAEVHPISLSSSKCHD 

SVVSMFKIENHNDKTVSEKNNKCQ 

LILQNNIEMTTGTFVEEITENYKRNT 

ENEDNKYTAASRNSHNLEFDGSDSS 

KNDTVCIHKDETDLLFTDQHNICLK 

LSGQFMKEGNTQIKEDLSDLTFLEV 

AKAQEACHGNTSNKEQLTATKTEQ 

NIKDFETSDTFFQTASGKNISVAKES 

FNKIVNFFDQKPEELHNFSLNSELHS 

DIRKNKMDILSYEETDIVKHKILKES 

VPVGTGNQLVTFQGQPERDEKIKEP 

TLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNS LNNDKNL VS IET V VPPKL LSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCGIFSTASGKSVQVSDASLQNAR 

QVFSEIEDSTKQVFSKVLFKSNEHS 

DQLTREENTAIRTPEHLISQKGFSYN 

VVNSSAFSGFSTASGKQVSILESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

IKVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


the 
d 


; SEQ ID NO: 
> in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possibIe 
nucleotide insertion) 














PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAVTFTKCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRWIIWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRYDTEIDRSRRSAIK 

KIMERDDTAAKTLVLCVSDIISLSA 

NISETSSNKTSSADTQKVAIIELTDG 

WYAVKAQLDPPLLAVLKNGRLTV 

GQKIILHGAELVGSPDACTPLEAPES 

LMLKISANSTRPARWYTKLGFFPDP 

RPFPLPLSSLFSDGGNVGCVDVIIQR 

AYPIQWMEKTSSGLYIFRNEREEEK 

EAAKYVEAQQKRLEALFTKIQEEFE 

EHEENTTKPYLPSRALTRQQVRALQ 

DGAELYEAVKNAADPAYLEGYFSE 

EQLRALNNHRQMLNDKKQAQIQLE 

IRKAMESAEQKEQGLSRDVTTVWK 

LRIVSYSKKEKDSVILSIWRPSSDLY 

SLLTEGKRYRIYHLATSKSKSKSER 

ANIQLAATKKTQYQQLPVSDEILFQI 

YQPREPLHFSKFLDPDFQPSCSEVDL 

IGFVVSVVKKTGLAPFVYLSDECYN 

LLAIKFWIDLNEDIIKPHMLIAASNL 

QWRPESKSGLLTLFAGDFSVFSASP 

KEGHFQETFNKMKNTVENIDILCNE 

AENKLMHILHANDPKWSTPTKDCT 

SGPYTAQIIPGTGNKLLMSSPNCEIY 

YQSPLSLCMAKRKSVSTPVSAQMT 

SKSCKGEKEIDDQKNCKKRRALDF 

LSRLPLPPPVSPICTFVSPAAQKAFQ 

PPRSCGTKYETPIKKKELNSPQMTPF 

KKFNEISLLESNSIADEELALINTQA 

LLSGSTGEKQFISVSESTRTAPTSSE 

DYLRLKRRCTTSLIKEQESSQASTEE 

CEKNKQDTITTKKYI 


3043 


8540 


A 


3302 


1 


2163 




3044 


8541 


A 


3303 


1 


5771 




3045 


8542 


A 


3304 


1 


3395 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first co don 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EIT/EM* H AFT* GFC * HSE*RNFTT* P 

KYVWIGESF*NITL*C*FGNFRYM* 

M*YREAS*VSLICKYLWDF*HSKW 

KICPGIRCFITKRKTSVF*NRR*YQA 

SLFQSIV*K*RTFRPAHKRRKYCYT 

YSRTFNIPKRLFI*CGKFICFLWI*YS 

KWKASFHFRKFLTQS*GSVRGI*FN 

QN*A*SSLFTYV*TKCIKNTSSC**E 

KPRALCKLRNGKNLQ*RI*IIK*LKC 

*RWFFRK*SLY*SFSISLSISTRQTTV 

GIRNQSLTC*EHSCFGKRTGFT*KRK 

NGNW*N*NFF*CSCENKYRSLFYLL 

QRFRKLL*NRSSRNC* SFYGR* *TDR 

F*TAKSCHTFSFYMSRK*GNGFVKF 

KNWKKKRRAPYLSGRTLNQKKLIK 

* I * QDNRKSRKILKG FKKH SR WHNK 

RSKIVYASCFFRADYLCTLSHN*GT 

SRDTESKF YRT WS RI S V * I SF V * TSDF 

GKIFKQFSSFRTSILSSFCYKK*KNET 

LDYYRQTOQSLCSTF*N*IAFSQS*T 

VC *E Y*LG GKQTKAKH * WTWL* * * * 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














K*D**Q*DSSV*QKQLQSSSSCNFHK 

V* RRTFRFN Y KS SECQR YTG Y AN * E 

ETKATRLSTARQSVSCKNIHSASNL 

SESSSRRPSSLCVFS*TAVYVWRF*T 

LHKN*QQKCRVFSVSH*RLFW*GKF 

MDWKRNTVG*WWMAHTLQ*WKG 

WKRRIL*GSV*HSRCGSKAYF*NLG 

L*SL*MDHMETGSYGMCLS*GIC** 

MPKPRKG ASSTKIQP YGN* *KQKIG 

YKKDNGKG*HSCKNTCSLCF*HNFI 

ERKYI*NF*Q*N**CRYPKSGHY*TY 

RWVVCC*GPVRSSPLSCLKEWQTD 

SWSEDYSSWSRTGGLS*CLYTS*SP 

RJSYVKDFC*QYSACSLVYQTWILS* 

P*TFSSALIIAFQHVRKCWLC*CNYS 

KSIPYTVDGEDIIWIIHISQ*KRGRKG 

SSKICGGPTKETRSLIH*NSGGI*RT* 

RKrINKTIFTITCTNKTASSCFARWC 

RAL*SSEECSRPSLP*GLFQ*RAVKS 

LE* SQANVE* * ETSSDPVGN*EGHGI 

C* TKGTRFIKG CHNRVE V A YCKLFK 

KRKRFSYTEYLASIIRFIFSVNRRKEI 

QNLSSCNFKI*K*I*KS*HTVSSDKK 

NSVSTTTGFR*NFISDLPATGAPSLQ 

QIFRSRLSAILF*GGPNRICRFCCEKN 

RTCPFRLFVRRMLQFTGNKVLDRJP* 

*GHY*ASYVNCCKQPPVATRIQIRPS 

YFICWRFFCVFC*SKRGPLSRDIQQN 

EK YC* E Y * HTLQ * SRKQ A Y A YT A C 

K*SQVVHPN*RLYFRAVHCSNHSW 

YRKQASDVFS*L*DILSKSFITLYGQ 

KEVCFHTCLSPDDFKVL*RGERD*M 

PIGSKERPTFFEIFKTRCNKADLGPIS 

LNWFEELSSEAPPYNSEPAEESEHK 

NNNYEPNLFKTPQRKPSYNQLASTP 

IIFKEQGLTLPLYQSPVKELDKFKLD 

LGRNVPNSRHKSLRTVKTKMDQAD 

DVSCPLLNSCLSESPVVLQCTHVTP 

QRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKS YFSNHDESLKKNDRFI A S VTD S 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=$top 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

R 


3046 


8543 


A 


3305 


1 


5771 


MPIG SKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 
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SEQID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Un known; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














nknsvkqhikmtlgqdlksdislni 

dkipeknndymnkwagllgpisnh 

sfggsfrtasnkeiklsehnikk.sk 

mffkdieeqyptslacveivntlal 

dnqkklskpqsintvsahlqssvvv 

sdcknshitpqmlfskqdfnsnhnl 

tpsqkaeitelstileesgsqfeftqf 

rkpsyilqkstfevpenqmtilktts 

eecrd/c/s/ylmirklieaedrl*kr 

*wkgmtqlqkhlfsvflt*fh*aqi 

ylkllaiklvvqipkkwpllnlqm 

ggmllrps*ilps*ls*rmad*qlvr 

rlffmeqnwwallmpvhllkpqn 

llc*rflltvlgllagipnldsfltl 

dlflcpyhrfsvmeemlvvlm*lf 

kehtlysgwrrhhldytyfamke 

rkkrkqqnmwrpnkrd*kpyslk 

frrnlknmkktqqnhi yhh vh* qd 

skf vlckm vqsfmkq* rmqqtqlt 

lrvis vks s * ep* iitgkc * mirnklr 

sswklgrpwnllnkrnkvyqgms 

qpwgscvl*aiqkkkkiqly*vfgv 

hhqiyilc*qkerdtefiilqlqnlk 

vnlkelt ys * qrqkklsinnyrfqm 

kfyfrftshgspftsanf*iqtfshl 

vlrwt**dlsfll*kkqdlplssicq 

tn vti y wq* sfg*tlmrtllslic *l 

lqatssgdqnpnqafllylleiflcf 

llvqkratfkrhstk*killriltyf 

amkqktslciycmqmipsgppqlkt 

vlqgrtllksflvqetsf*clllivr 

yiikvlyhfvwpkgslfphlsqpr*l 

qslvkgrxrlmtkrtakreepwis* 

vdclylhllvpfvhlflrlhrrhfs 

hqg v v apntkhp * rkkn * illr* lh 

lknsmkflfwkviq*ltknlh**ip 

klfclvqqeknnlylsvnplgllpp 

vqkiisd*nd v vlhl* sknrrvprp 

VRKNVRKISRTQLQLKNIS 


3047 


8544 


B 


3306 


16 


10899 


MPNVLEDEVYETVYDTSEEDSFSLC 

FSKCRTKNLQKVRTSKTRKKIFHEA 

NADECEKSKNQVKEKYSFVSEVEP 

NDTDPLDSNVANQKPFESGSDKISK 

EVVPSLACEWSQLTLSGLNGAQME 

KIPLLHISSCDQNISEKDLLDTENKR 

KKDFLTSENSLPRISSLPKSEKPLNE 

ETVVNKRDEEQHLESHTDCILAVK 

QAISGTSPVASSFQGIKKSIFRIRESP 

KETFNASFSGHMTDPNFKKETEASE 

SGLEIHTVCSQKEDSLCPNLIDNGS 

WPATTTQNSVALKNAGLISTLKKK 

TNKFIYAIHDETSYKGKKIPKDQKS 

ELINCSAQFEANAFEAPLTFANADS 

GLLHSSVKRSCSQNDSEEPTLSLTSS 

FGTILRKCSRNETCSNNTVISQDLDY 

KEAKCNKEKLQLFITPEADSLSCLQ 

EGQCENDPKSKKVSDIKEEVLAAA 

CHPVQHSKVEYSDTDFQSQKSLLY 
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SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














DHENASTLILTPTSKDVLSNLVMISR 

GKESYKMSDKLKGNNYESDVELTK 

NIPMEKNQDVCALNENYKNVELLP 

PEKYMRVASPSRKVQFNQNTNLRV 

IQKNQEETTSISKITVNPDSEELFSDN 

ENNFVFQVANERNNLALGNTKELH 

ETDLTCVNEPIFKNSTMVLYGDTGD 

KQATQVSIKKDLVYVLAEENKNSV 

KQHIKMTLGQDLKSDISLNIDKIPEK 

NNDYMNKWAGLLGPISNHSFGGSF 

RTASNKEIKLSEHNIKKSKMFFKDIE 

EQYPTSLACVEIVNTLALDNQKKLS 

KPQSINTVSAHLQSSVVVSDCKNSH 

ITPQMLFSKQDFNSNHNLTPSQKEQI 

TELSTILEDSGSQFEFTQFRKPSYILQ 

KSTFEVPENQMTILKTTSEECRDAD 

LHVIMNAPSIGQVDSSKQFEGTVEI 

KRKFAGLLKNDCNKSASGYLTDEN 

EVGFRGFYSAHGTKLNVSTEALQK 

AVKLFSDIENISEETSAEVHPISLSSS 

KCHDSVVSMFKIENHNDKTVSEKN 

NKCQLILQNNIEMTTGTFVEEITENY 

KRNTENEDNKYTAASRNSHNLEFD 

GSDSSKNDTVCIHKDETDLLFTDQH 

NICLKLSGQFMKEGNTQIKEDLSDL 

TFLEVAKAQEACHGNTSNKEQLTA 

TKTEQNIKDFETSDTFFQTASGKNIS 

VAKESFNKIVNFFDQKPEELHNFSL 

NSELHSDIRKNKMDILSYEETDIVK 

HKILKESVPVGTGNQLVTFQGQPER 

DEKIKEPTLLGFHTASGKKVKIAKE 

SLDKVKNLFDERARTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SL'LYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 
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SEQ ID 

NO: of 

nucleo-tidc 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKEQITELSTILEDSGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITEN YKRNTENEDNK YTA A SRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDERASHQWAK 

TLKYREACKDLELACETIEITAAPK 

CKEMQNSLNNDKNLVSIETVVPPKL 

LSDNLCRQTENLKTSKSIFLKVKVH 

ENVEKETAKSPATCYTNQSPYSVIE 

NSALAFYTSCSRKTSVSQTSLLEAK 

K WLREG IFDG QPERINTAD Y VGN Y 

LYENNSNSTIAENDKNHLSEKQDTY 

LSNSSMSNSYSYHSDEVYNDSGYLS 

KNKLDSGIEPVLKNVEDQKNTSFSK 

VISNVKDANAYPQTVNEDICVEELV 

TSSSPCKNKNAAIKLSISNSNNFEVG 

PPAFRIASGKIVCVSHETIKKVKDIF 

TDSFSKVIKENNENKSKICQTKIMA 

GCYEALDDSEDILHNSLDNDECSTH 

SHKVFADIQSEEILQHNQNMSGLEK 

VSKISPCDVSLETSDICKCSIGKLHK 

SVSSANTCGIFSTASGKSVQVSDAS 

LQNARQVFSEIEDSTKQVFSKVLFK ! 

SNEHSDQLTREENTAIRTPEHLISQK 

GFSYNVVNSSAFSGFSTASGKQVSI 

LESSLHKVKGVLEEFDLIRTEHSLH 

YSPTSRQNVSKILPRVDKRNPEHCV 

NSEMEKTCSKEFKLSNNLNVEGGSS 

ENNHSIKVSPYLSQFQQDKQQLVLG 

TKVSLVENIHVLGKEQASPKNVKM ! 

EiGKTETFSDVPVKTNIEVCSTYSKD 

SENYFETEAVEIAKAFMEDDELTDS 

KLPSHATHSLFTCPENEEMVLSNSRI 

GKRRGEPLILVGEPSIKRNLLNEFDR 

IIENQEKSLKASKSTPDGTIKDRRLF 

VHHVSLEPITCVPFRTTKERQEIQNP 

NFTAPGQEFLSKSHLYEHLTLEKSSS 

NLAVSGHPFYQVSGNKNGKMRKLI 

TTGRPTKVFVPPFKTKSHFHRVEQC 

VRNINLEGNRQKQNIDGHGSDDSK 
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SEQID 
NO: of 
nucl co-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide Insertion) 














NKINDNEIHQFNKNNSNQAAAVTFT 

KCEEEPLDLITSLQNARDIQDMRIK 

KKQRQRVFPQPGSLYLAKTSTLPRI 

SLKAAVGGQVPSACSHKQLYTYGV 

SKHCIKINSKNAESFQFHTEDYFX* 


3048 


8545 


A 


3307 


1 


12500 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPHVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVANQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRJSSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNG/K/T VM S * * MPHRL VR* TA A 

SNLKVQLKLNGSLLAC*KMTVTKV 

LLVI*QMKMKWGLGAFILLMAQN* 

MFLLKLCKKL*NCLVILRILVRKLL 

QRYIQ*VYLQVNVMILLFQCLR*KII 

MIKL*VKKIINAN*YYKIILK*LLALL 

LKKLLKITREILKMKITNILLPVEILI 

T*NLMAVIQVKMILFVFIKMKRTCY 

LLISTTYVLNYLASL*RRETLRLKKI 

CQPLFWKLRKLKKHVMVILQIKNS 

*LLLKRSKI*KILRLLIHFFRLQVGKI 

LVSPKSHLIKL*ISLIRNQKNCITFP*I 

LNYILT*ERTKWTF*VMRKQT*LNT 

K Y * KK V S QL VLEIN * *PSRDNPN VM 

KRSKNLLCWVFIQLAGKKLKLQRN 

LWTK*KTFLMKKSKVLVKSPVLAI 

NGQRP*STERPVKTLN*HVRPLRSQ 

LPQSVKKCRILSIMIKTLFLLRLWCH 

LSS*VIIYVDKLKISKHQKVSF*KLK 

YMKM*KKKQQKVLQLVTQISPLIQS 

LKIQP*LFTQVVVEKLL*VRLHYLK 

QKNGLEKEYLMVNQKE*ILQIM*EII 

CMKIIQTVL*LKMTKIISPKNKILI*V 

TVACLTAIPTILMRYIMIQDISQKINL 

ILVLSQY*RMLKIKKTLVFPK*YPM* 

KMQMHTHKL*MKIFALRNL*LALH 

PAKIKMQPLNCPYLIVIILR*GHLHL 

G*PVVKSFVFHMKQLKK*KTYLQT 

VS VK* LRKTTRINQKFAKRKL WQ V 

VTRHWMIQRIFFITL*IMMNVARIHI 

RFLLTFRVKKFYNITKICLDWRKFL 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possible 
nucleotide insertion) 














KYHLVMLVWKLQIYVNVV*GSFIS 

QSHLQILVGFLAQQVENLSRYQML 

HYKTQDKCFLK*KIVPSKSFPKYCL 

KVTNIQTSSQEKKILLYVLQNI*YPK 

KAFHIMW*IHLLSLDLVQQVESKFP 

F*KVPYTKLREC*RNLI*SELSIVFTI 

HLRLDKMYQKYFLVLIRETQSTV*T 

QKWKKPAVKNLNYQIT*MLKVVL 

QKIITLLKFLHISLNFNKTNNSWY*E 

PKSHLLRTFMF WEKNRLHLKT* KW 

KLVKLKLFLMFL*KQI*KFVLLTPKI 

QKTTLKQKQ*KLLKLLWKMMN*QI 

LNCQVMPHILFLHVPKMRKWFCQI 

QELEKEEESPLS*WENPQSKETY*M 

NLTG * * KI KKNP * RLQKA LQM AQ *K 

IEDCLCIMFL*SRLPVYPFAQLRNVK 

RYRIQILPHLVKNFCLNLICMNI*LW 

KNLQAI*QFQDIHFIKFLLQEMKK*D 

T*LLQADQPKSLFHLLKLNRIFTELN 

SVLGILTWRKTDKSKTLMDMALMI 

VKIRLMTMRFISLTKTTPIKQQL*LS 

QSVKKNL*I*LQVFRMPEIYRICELR 

RNKGNASFHSQAVCILPATTTQNSV 

ALKNAGLISTLKKKTNKFIYAIHDE 

TSYKGKKIPKDQKSELINCSAQFEA 

NAFEAPLTFANADSGLLHSSVKRSC 

SQNDSEEPTLSLTSSFGTILRKCSRN 

ETCSNNTVISQDLDYKEAKCNKEKL 

QLFITPEADSLSCLQEGQCENDPKS 

KKVSDIKEEVLAAACHPVQHSKVE 

YSDTDFQSQKSLLYDHENASTLILT 

PTSKDVLSNLVMISRGKESYKMSD 

KLKGNN YE SD VELTKNIPMEKNQ D 

VCALNENYKNVELLPPEKYMRVAS 

PSRKVQFNQNTNLRVIQKNQEETTS 

ISKITVNPDSEELFSDNENNFVFQVA 

NERNNLALGNTKELHETDLTCVNE 

PIFKNSTMVLYGDTGDKQATQVSIK 

KDLVYVLAEENKNSVKQHIKMTLG 

QDLKSDISLNIDKIPEKNNDYMDKW 

AGLLGPISNHSFGGSFRTASNKEIKL 

SEHNIKKSKMFFKDIEEQYPTSLAC 

VEIVNTLALDNQKKLSKPQSINTVS 

AHLQSSVVVSDCKNSHITPQMLFSK 

QDFNSNHNLTPSQKAEITELSTILEE 

SGSQFEFTQFRKPSYILQKSTFEVPE 

NQMTILKTTSEECRDADLHVIMNAP 

SIGQVDSSKQFEGTVEIKRKFAGLL 

KNDCNKSASGYLTDENEVGFRGFY 

SAHGTKLNVSTEALQKAVKLFSDIE 

NISEETSAEVHPISLSSSKCHDSVVS 

MFKIENHNDKTVSEKNNKCQLILQ 

NNIEMTTGTFVEEITENYKRNTENE 

DNKYTAASRNSHNLEFDGSDSSKN 

DTVCIHKDETDLLFTDQHNICLKLS 

GQFMKEGNTQIKEDLSDLTFLEVAK 

AQEACHGNTSNKEQLTATKTEQNI 

KDFETSDTFFQTASGKNISVAKESF 
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SEQ ID 
NO: of 
nuclco-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X-tlnknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














NKIVNFFDQKPEELHNFSLNSELHS 

DIRKNKMDILSYEETDIVKHKILKES 

VPVGTGNQLVTFQGQPERDEKIKEP 

TLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETVVPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 

EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDGKNIHSASN 

LSESSSRRPSSLCVFS*TAVYVWRF* 

TLHKN*QQKCRVFSVS/TLKIILVRK 

VYGLEKEYSWLMVDGSYPPMMER 

LEKKNFIGLCVTLQVWIQSLFLEFGF 

IITIDGSYGNWQLWNVPFLRNLLID 

A*AQKGCFFN*NTDMIRKLIEAEDR 

L*KR*WKGMTQLQKHLFSVFLT*FH 

*AQIYLKLLAIKLVVQIPKKWPLLN 

LQMGGMLLRPS*ILPS*LS*RMAD* 

QLVRRLFFMEQNWWALLMPVHLL 

KPQNLLC*RFLLTVLGLLAGIPNLDS 

FLTLDLFLCPYHRFSVMEEMLVVL 

M*LFKEHTLYSGWRRHHLDYTYFA 

MKERKKRKQQNMWRPNKRD*KPY 

SLKFRRNLKNMKKTQQNHIYHHVH 

*QDSKFVLCKMVQSFMKQ*RMQQT 

QLTLRVISVKSS*EP*IITGKC*MIRN 

KLRSSWKLGRPWNLLNKRNKVYQ 

GMSQPWGSCVL*AIQKKKKIQLY*V 

FGVHHQIYILC*QKERDTEFIILQLQ 

NLK VNLKELT YS * QRQKKL SINN YR 

FQMKFYFRFTSHGSPFTSANF*IQTF 

SHLVLRWT**DLSFLL*KKQDLPLSS 

ICQTNVTIYWQ* SFG*TLMRTLLSLI 

C*LLQATSSGDQNPNQAFLLYLLEIF 

LCFLLVQKRATFKRHSTK*KILLRIL 

TYFAMKQKTSLGIYCMQMIPSGPPQ 

LKT VLQGRTLLKSFL VQETSF* CLLL 

IVRYIIKVLYHFVWPKGSLFPHLSQP 

R*LQSLVKGRKRLMTKRTAKREEP 

WJS*VDCLYLHLLVPFVHLFLRLHR 

RHFSHQGVVAPNTKHP*RKKN*ILL 

R^LHLKNSMKFLFWKVIQ^LTKNLH 

* *IPKLFCLVQQEKNNLYLS VNPLGL 

LPPVQKIISD*NDVVLHL*SKNRRVP 

RPVRKNVRKISRTQLQLKNIS 


3049 


8546 


A 


3308 


1 


9344 




3050 


8547 


A 


3309 


1 


18345 


MPIGSKERPTFFEIFKTRCNKADLGP 
ISLNWFEELSSEAPPYNSEPAEESEH 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /-possible nucleotide deletion; V=possible 
nucleotide insertion) 














KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETSYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITDACRKDSVKMIQKAKKFQPKK 

RSWLQHVTQYNIQKWNTVILTFNP 

RKVFYMIMKMPALLF*LLLPRMFC 

QT*S*FLEAKNHTKCQTSSKVTIMN 

LMLN* PKIFPWKRIKM YVL*MKIIK 

TLSCCHLKNT*E*HHLQERYNSTKT 

QI * E* SKKIKKKLLQFQK* LSIQTLK 

NFSQTMRIILSSK*LMKGIILL*EILR 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /—possible nucleotide deletion; \=possible 
nucleotide insertion) 














NFMKQT*LV*TNPFSRTLPWFYMET 

QVINKQPKCQLKKIWFMFLQRRTKI 

V*SSI*K*L*VKI*NRTSP*I*IKYQKK 

IMIT*TNGQDS*VQFQITVLEVASEQ 

LQIRKSSSLNITLRRAKCSSKILKNNI 

LLV*LVLKL*IPWH*IIKRN*ASLSQL 

ILYLHIYRVV*LFLIVKIVI*PLRCYFP 

SRILIQTII*HLAKRQKLQNFLLY*KN 

QEVSLNLLSLENQATYCRRVHLKC 

LKTR*LS*RPLLRNAEMLIFMS**MP 

HRLVR*TAASNLKVQLKLNGSLLA 

C*KMTVTKVLLVI*QMKMKWGLG 

AFILLMAQN*MFLLKLCKKL*NCLV 

ILRILVRKLLQRYIQ*VYLQVNVMIL 

LFQCLR*KIIMIKL*VKKIINAN*YYK 

IILK*LLALLLKKLLKITREILKMKIT 

NILLPVEILIT*NLMAVIQVKMILFVF 

IKMKRTCYLLISTTYVLNYLASL*R 

RETLRLKKICQPLFWKLRKLKKHV 

MVILQIKNS*LLLKRSKI*KILRLLIH 

FFRLQVGKILVSPKSHLIKL*ISLIRN 

QKNC ITFP * ILN YILT* ERTK WTF * V 

MRKQT* LNTK Y* KKV SQL VLEIN * * 

PSRDNPNVMKRSKNLLCWVFIQLA 

GKKLKLQRNLWTK*KTFLMKKSKV 

LVKSPVLAINGQRP* STERPVKTLN* 

HVRPLRSQLPQSVKKCRILSIMIKTL 

FLLRLWCHLSS*VIIYVDKLKISKHQ 

KVSF*KLKYMKM*KKKQQKVLQL 

VTQISPLIQSLKIQP*LFTQVVVEKLL 

* VRLH YLKQKNGLEKEYLM VNQKE 

*ILQIM*EIICMKIIQTVL*LKMTKIIS 

PKNKILI*VTVACLTAIPTILMRYIMI 

QDISQKINLILVLSQY*RMLKIKKTL 

VFPK* YPM * KMQMHTHKL *MKIFA 

LRNL*LALHPAKIKMQPLNCPYLIVI 

ILR*GHLHLG*PVVKSFVFHMKQLK 

K*KTYLQTVSVK*LRKTTRINQKFA 

KRKLWQVVTRHWMIQRIFFITL*IM 

MNVARIHIRFLLTFRVKKFYNITKIC 

LDWRKFLKYHLVMLVWKLQIYVN 

VV*GSFISQSHLQILVGFLAQQVENL 

SRYQMLHYKTQDKCFLK*KIVPSKS 

FPKYCLKVTNIQTSSQEKKILLYVL 

QNI * YPKKAFHIM W* IHLL SLDLKL 

QEKY*K*R*QIYCCQ*KFS*LRI*WQ 

*FK*K*YCLYS^*NGLAIY*SAQHM 

S*IIWPVYEGGKHSD*RRFVRFNFFG 

SCESSRSMSW*YFK*RTVNCY*NGA 

KYKRF*DF*YIFSDCKWEKY*CRQR 

VI * *NCKFL * SETRRI A * LFLKF * ITF * 

HKKEQNGHSKL*GNRHS*TQN\LKE 

SVPVGTGNQLVTFQGQPERDEKIKE 

PTLLGFHTASGKKVKIAKESLDKVK 

NLFDEKEQGTSEITSFSHQWAKTLK 

YREACKDLELACETIEITAAPKCKE 

MQNSLNNDKNLVSIETVVPPKLLSD 

NLCRQTENLKTSKSIFLKVKVHENV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 














EKETAKSPATCYTNQSPYSVIENSA 

LAFYTSCSRKTSVSQTSLLEAKKWL 

REGIFDGQPERINTADYVGNYLYEN 

NSNSTIAENDKNHLSEKQDTYLSNS 

SMSNSYSYHSDEVYNDSGYLSKNK 

LDSGIEPVLKNVEDQKNTSFSKVISN 

VKDANAYPQTVNEDICVEELVTSSS 

PCKNKNAAIKLSISNSNNFEVGPPAF 

RIASGKIVCVSHETIKKVKDIFTDSF 

SKVIKENNENKSKICQTKIMAGCYE 

ALDDSEDILHNSLDNDECSTHSHKV 

FADIQSEEILQHNQNMSGLEKVSKIS 

PCDVSLETSDICKCSIGKLHKSVSSA 

NTCG IFSTA S GKS V Q V SD A SLQNAR 

QVFSEIEDSTKQVFSKVLFKSNEHS 

DQLTREENTAIRTPEHLISQKGFSYN 

VVNSSAFSGFSTASGKQVSILESSLH 

KVKGVLEEFDLIRTEHSLHYSPTSR 

QNVSKILPRVDKRNPEHCVNSEME 

KTCSKEFKLSNNLNVEGGSSENNHS 

IKVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMEIGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 

PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLITTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAVTFTKCE 

EEPLDLITSLQNARDIQDMRIKKKQ 

RQRVFPQPG SL YL AKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRWIIWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRSTASGKQVSILESS 

LHKVKGVLEEFDLIRTEHSLHYSPT 

SRQNVSKILPRVDKRNPEHCVNSEM 

EKTCSKEFKLSNNLN VEGG SSENNH 

SIKVSPYLSQFQQDKQQLVLGTKVS 

LVENIHVLGKEQASPKNVKMEIGKT 

ETFSDVPVKTNIEVCSTYSKDSENY 

FETEAVEIAKAFMEDDELTDSKLPS 

HATHSLFTCPENEEMVLSNSRIGKR 

RGEPLILVGEPSIKRNLLNEFDRIIEN 

QEKSLKASKSTPDGTIKDRRLFMHH 

VSLEPITCVPFRTTKERQEIQNPNFT 

APG QEFLSKS HL YEHLTLEKS S SNL 

AVSGHPFYQVSATRNEKMRHLITT 

GRPTKVFVPPFKTKSHFHRVEQCVR 

NINLEENRQKQNIDGHGSDDSKNKI 

NDNEIHQFNKNNSNQAAAVTFTKC 

EEEPLDLITSLQNARDIQDMRIKKK 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














QRQRVFPQPGSLYLAKTSTLPRISLK 

AAVGGQVPSACSHKQLYTYGVSKH 

CIKINSKNAESFQFHTEDYFGKESL 

WTGKGIQLADGGWLIPSNDGKAGK 

EEFYRALCDTPGVDPKLISRIWVYN 

HYRWIIWKLAAMECAFPKEFANRC 

LSPERVLLQLKYRYDTEIDRSRRSAI 

KKIMERDDTAAKTLVLCVSDIISLS 

ANISETSSNKTSSADTQKVAIIELTD 

GWYAVKAQLDPPLLAVLKNGRLT 

VGQKIILHGAELVGSPDACTPLEAP 

ESLMLKISANSTRPARWYTKLGFFP 

DPRPFPLPLSSLFSDGGNVGCVDVII 

QRAYPIQWMEKTSSGLYIFRNEREE 

EKEAAKYVEAQQKRLEALFTKIQEE 

FEEHEENTTKPYLPSRALTRQQVRA 

LQDGAELYEAVKNAADPAYLEGYF 

SEEQLRALNNHRQMLNDKKQAQIQ 

LEIRKAMESAEQKEQGLSRDVTTV 

WKLRIVSYSKKEKDSVILSIWRPSSD 

LYSLLTEGKRYRIYHLATSKSKSKS 

ERANIQLAATKKTQYQQLPVSDEIL 

FQIYQPREPLHFSKFLDPDFQPSCSE 

VDLIGFVVSVVKKTGLAPFVYLSDE 

CYNLLAIKFWIDLNEDIIKPHMLIAA 

SNLQWRPESKSGLLTLFAGDFSVFS 

ASPKEGHFQETFNKMKNTVENIDIL 

CNEAENKLMHILHANDPKWSTPTK 

DCTSGPYTAQIIPGTGNKLLMSSPN 

CEIYYQSPLSLCMAKRKSVSTPVSA 

QMTSKSCKGEKEIDDQKNCKKRRA 

LDFLSRLPLPPPVSPICTFVSPAAQK 

AFQPPRSCGTKYETPIKKKELNSPQ 

MTPFKKFNEISLLESNSIADEELALI 

NTQALLSGSTGEKQFISVSESTRTAP 

TSSEDYLRLKRRCTTSLIKEQESSQA 

STEECEKNKQDTITTKKYI 


3051 


8548 


A 


3310 


1 


7988 


MPIGSKERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKSVVCGSLFHTPKFVKGRQTP 

KHISESLGAEVDPDMSWSSSLATPP 

TLSSTVLIVRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPR1SSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDCILAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


NucJeotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possible 
nucleotide insertion) 














KKETEASESGLEIHTVCSQKEDSLCP 

NLIDNGSWPATTTQNSVALKNAGLI 

STLKKKTNKFIYAIHDETFYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 

MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQULQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNI S V AKELFNKI VNFFDQKPEEL 

HNF SLN S ELH SDIRKNKMDIL S YEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

IEITAAPKCKEMQNSLNNDKNLVSI 

ETVVPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVIENSALAFYTSCS*KSQNIK 

KYLFES*ST*KCRKRNSKKSCNLLH 

KSVPLFSH*KFSLSFLHKL*\RKTSVS 

QTSLLEAKKWLREGIFDGQPERINT 

ADYVGNYLYENNSNSTIAENDKNH 

LSEKQDTYLSNSSMSNSYSYHSDEV 

YNDSGYLSKNKLDSGIEPVLKNVED 

QKNTSFSKVISNVKDANAYPQTVN 

EDICVEELVTSSSPCKNKNAAIKLSI 

SNSNNFEVGPPAFRIASGKIVCVSHE 

TIKKVKDIFTDSFSKVIKENNENKSK 

ICQTKIMAGCYEALDDSEDILHNSL 

DNDECSTHSHKVFADIQSEEILQHN 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /^possible nucleotide deletion; \=possible 
nucleotide insertion) 














QNMSGLEKVSKISPCDVSLETSDIC 

KCSIGKLHKSVSSANTCGIFSTASGK 

SVQVSDASLQNARQVFSEIEDSTKQ 

VFSKVLFKSNEHSDQLTREENTAIR 

TPEHLISQKGFSYNVVNSSAFSGFST 

ASGKQVSILESSLHKVKGVLEEFDLI 

RTEHSLHYSPTSRQNVSKILPRVDK 

RNPEHCVNSEMEKTCSKEFKLSNNL 

NVEGGSSENNHSIKVSPYLSQFQQD 

KQQLVLGTKVSLVENIHVLGKEQA 

SPKNVKMEIGKTETFSDVPVKTNIE 

VCSTYSKDSENYFETEAVEIAKAFM 

EDDELTDSKLPSHATHSLFTCPENE 

EMVLSNSRIGKRRGEPLILVGEPSIK 

RNLLNEFDRIIENQEKSLKASKSTPD 

GTIKDRRLFVHHVSLEPITCVPFRTT 

KERQEIQNPNFTAPGQEFLSKSHLY 

EHLTLEKSSSNLAVSGHPFYQVSGN 

KNGKMRKLITTGRPTKVFVPPFKTK 

SHFHRVEQCVRNINLEGNRQKQNID 

GHGSDDSKNKINDNEIHQFNKNNS 

NQAAAVTFTKCEEEPLDLITSLQNA 

RDIQDMRIKKKQRQRVFPQPGSLYL 

AKTSTLPRISLKAAVGGQVPSACSH 

KQLYTYGVSKHCIKINSKNAESFQF 

HTED YFGKE SL WTGKG IQL AD GGW 

LIPSNDGICAGKEEFYRALCDVKAT 


3052 


8549 


A 


3311 


1 


14305 


M PI G S KERPTFFEIFKTRCNKADLGP 

ISLNWFEELSSEAPPYNSEPAEESEH 

KNNNYEPNLFKTPQRKPSYNQLAST 

PIIFKEQGLTLPLYQSPVKELDKFKL 

DLGRNVPNSRHKSLRTVKTKMDQA 

DDVSCPLLNSCLSESPVVLQCTHVT 

PQRDKS V VCG SLFHTPKF VKGRQTP 

KH I SESLG AE VDPDM S WS S S L ATPP 

TLSSTVL1VRNEEASETVFPHDTTAN 

VKSYFSNHDESLKKNDRFIASVTDS 

ENTNQREAASHGFGKTSGNSFKVN 

SCKDHIGKSMPNVLEDEVYETVVD 

TSEEDSFSLCFSKCRTKNLQKVRTS 

KTRKKIFHEANADECEKSKNQVKE 

KYSFVSEVEPNDTDPLDSNVAHQKP 

FESGSDKISKEVVPSLACEWSQLTLS 

GLNGAQMEKIPLLHISSCDQNISEK 

DLLDTENKRKKDFLTSENSLPRISSL 

PKSEKPLNEETVVNKRDEEQHLESH 

TDC1LAVKQAISGTSPVASSFQGIKK 

SIFRIRESPKETFNASFSGHMTDPNF 

KKETEASESGLEIHTVCSQKEDSLCP 

NL1DNG S WP ATTTQNS V ALKN AGLI 

STLKKKTNKFIYAIHDETFYKGKKIP 

KDQKSELINCSAQFEANAFEAPLTF 

ANADSGLLHSSVKRSCSQNDSEEPT 

LSLTSSFGTILRKCSRNETCSNNTVIS 

QDLDYKEAKCNKEKLQLFITPEADS 

LSCLQEGQCENDPKSKKVSDIKEEV 

LAAACHPVQHSKVEYSDTDFQSQK 

SLLYDHENASTLILTPTSKDVLSNLV 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence { X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \-possible 
nucleotide insertion) 














MISRGKESYKMSDKLKGNNYESDV 

ELTKNIPMEKNQDVCALNENYKNV 

ELLPPEKYMRVASPSRKVQFNQNT 

NLRVIQKNQEETTSISKITVNPDSEE 

LFSDNENNFVFQVANERNNLALGN 

TKELHETDLTCVNEPIFKNSTMVLY 

GDTGDKQATQVSIKKDLVYVLAEE 

NKNSVKQHIKMTLGQDLKSDISLNI 

DKIPEKNNDYMNKWAGLLGPISNH 

SFGGSFRTASNKEIKLSEHNIKKSK 

MFFKDIEEQYPTSLACVEIVNTLAL 

DNQKKLSKPQSINTVSAHLQSSVVV 

SDCKNSHITPQMLFSKQDFNSNHNL 

TPSQKAEITELSTILEESGSQFEFTQF 

RKPSYILQKSTFEVPENQMTILKTTS 

EECRDADLHVIMNAPSIGQVDSSKQ 

FEGTVEIKRKFAGLLKNDCNKSASG 

YLTDENEVGFRGFYSAHGTKLNVS 

TEALQKAVKLFSDIENISEETSAEVH 

PISLSSSKCHDSVVSMFKIENHNDKT 

VSEKNNKCQLILQNNIEMTTGTFVE 

EITENYKRNTENEDNKYTAASRNSH 

NLEFDGSDSSKNDTVCIHKDETDLL 

FTDQHNICLKLSGQFMKEGNTQIKE 

DLSDLTFLEVAKAQEACHGNTSNK 

EQLTATKTEQNIKDFETSDTFFQTAS 

GKNISVAKESFNKIVNFFDQKPEEL 

HNFSLNSELHSDIRKNKMDILSYEE 

TDIVKHKILKESVPVGTGNQLVTFQ 

GQPERDEKIKEPTLLGFHTASGKKV 

KIAKESLDKVKNLFDEKEQGTSEITS 

FSHQWAKTLKYREACKDLELACET 

IEITAAPKCKEMQNSLNNDKNLVSI 

ETVVPPKLLSDNLCRQTENLKTSKSI 

FLKVKVHENVEKETAKSPATCYTN 

QSPYSVIENSALAFYTSCSRKTSVSQ 

TSLLEAKKWLREGIFDGQPERINTA 

DYVGNYLYENNSNSTIAENDKNHL 

SEKQDTYLSNSSMSNSYSYHSDEVY 

NDSGYLSKNKLDSGIEPVLKNVEDQ 

KNTSFSKVISNVKDANAYPQTVNE 

DICVEELVTSSSPCKNKNAAIKLSIS 

NSNNFEVGPPAFRIASGKIVCVSHET 

IKKVKDIFTDSFSKVIKENNENKSKI 

CQTKIMAGCYEALDDSEDILHNSLD 

NDECSTHSHKVFADIQSEEILQHNQ 

NMSGLEKVSKISPCDVSLETSDICKC 

SIGKLHKSVSSANTCGIFSTASGKSV 

QVSDASLQNARQVFSEIEDSTKQVF 

SKVLFKSNEHSDQLTREENTAIRTPE 

HLISQKGFSYNVVNSSAFSGFSTAS 

GKQVSILESSLHKVKGVLEEFDLIRT 

EHSLHYSPTSRQNVSKILPRVDKRN 

PEHCVNSEMEKTCSKEFKLSNNLN 

VEGGSSENNHSIKVSPYLSQFQQDK 

QQLVLGTKVSLVENIHVLGKEQASP 

KNVKMEIGKTETFSDVPVKTNIEVC 

STYSKDSENYFETEAVEIAKAFMED 
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SEQ ID 
NO: of 
nucleo-tidc 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possib!e nucleotide deletion; \=possib!e 
nucleotide insertion) 














DELTDSKLPSHATHSLFTCPENEEM 

VLSNSRIGKRRGEPLILVGEPSIKRN 

LLNEFDRIIENQEKSLKASKSTPDGT 

IKDRRLFMHHVSLEPITCVPFRTTKE 

RQEIQNPNFTAPGQEFLSKSHLYEH 

LTLEKSSSNLAVSGHPFYQVSATRN 

EKMRHLITTGRPTKVFVPPFKTKSH 

FHRVEQCVRNINLEENRQKQNIDGH 

GSDDSKNKINDNEIHQFNKNNSNQ 

AAAVTFTKCEEEPLDLITSLQNARDI 

QDMRIKKKQRQR VFPQPG SL YL AK 

TSTLPRISLKAAVGGQVPSACSHKQ 

LYTYGVSKHCIKINSKNAESFQFH/T 

*RLFW*GKFMDWKRNTVG*WWM 

AHTLQ*WKGWKRFJL*GSV*HSRC 

GSKAYF*NLGL*SL*MDHMETGSY 

GMCLS*GIC**MPKPRKGASSTKIQI 

*YGN**KQKITNILLPVEILIT*NLMA 

VIQVKMILFVFIKMKRTCYLLISTTY 

VLNYLASL*RRETLRLKKICQI*LFW 

KLRKLKKHVMVJLQIKNS*LLLKRS 

KI*KILRLLIHFFRLQVGKILVSPKSH 

LIKL*ISLIRNQKNCITFP*ILNYILT*E 

RTK WTF * VMRKQ T* LNTK Y * KK V S 

QLVLEIN* *PSRDNPN VMKRSKNLL 

CWVFIQLAGKKLKLQRNLWTK*KT 

FLMKKSKVL VKSPVL AINGQRP* ST 

ERPVKTLN*HVRPLRSQLPQSVKKC 

RILSIMIKTLFLLRLWCHLSS*VIIYV 

DKLKISKHQKVSF*KLKYMKM*KK 

KQQKVLQLVTQISPLIQSLKIQP*LF 

TQVVVEKLL*VRLHYLKQKNGLEK 

EYLMVNQKE*ILQIM*EIICMKIIQT 

VL*LKMTKIISPKNKILI*VTVACLT 

AIPTILMRYIMIQDISQKINLILVLSQ 

Y*RMLKIKKTLVFPK*YPM*KMQM 

HTHKL*MKIFALRNL*LALHPAKIK 

MQPLNCPYLIVIILR*GHLHLG*PVV 

KSFVFHMKQLKK*KTYLQTVSVK* 

LRKTTR1NQKFAKRKLWQVVTRHW 

MIQRIFFITL*IMMNVARIHIRFLLTF 

RVKKFYNITKICLDWRKFLKYHLV 

MLVWKLQIYVNVV*GSFISQSHLQI 

LVGFLAQQVENLSRYQMLHYKTQD 

KCFLK*KIVPSKSFPKYCLKVTNIQT 

SSQEKKILLYVLQNPYPKKAFHIM 

W*IHLLSLDLVQQVESKFPF*KVPY 

TKLREC*RNLI*FRTEHSLHYSPTF*T 

KMYQKYFLVLIRETQSTV*TPEMEK 

TCSKEFKLSNNLNVEGGSSENNHSI 

KVSPYLSQFQQDKQQLVLGTKVSL 

VENIHVLGKEQASPKNVKMErGKTE 

TFSDVPVKTNIEVCSTYSKDSENYF 

ETEAVEIAKAFMEDDELTDSKLPSH 

ATHSLFTCPENEEMVLSNSRIGKRR 

GEPLILVGEPSIKRNLLNEFDRIIENQ 

EKSLKASKSTPDGTIKDRRLFMHHV 

SLEPITCVPFRTTKERQEIQNPNFTA 
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SEQ ID 
NO: of 
nucJ co-tide 
sequence 


SEQID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknovvn; *=Stop 
codon; /=possib!e nucleotide deletion; \=possibIe 
nucleotide insertion) 














PGQEFLSKSHLYEHLTLEKSSSNLA 

VSGHPFYQVSATRNEKMRHLiTTGR 

PTKVFVPPFKTKSHFHRVEQCVRNI 

NLEENRQKQNIDGHGSDDSKNKIN 

DNEIHQFNKNNSNQAAAVTFTKCE 

EEPLDLITSLQNARDIQDMRJKKKQ 

RQRVFPQPGSLYLAKTSTLPRISLKA 

AVGGQVPSACSHKQLYTYGVSKHC 

IKINSKNAESFQFHTEDYFGKESLW 

TGKGIQLADGGWLIPSNDGKAGKE 

EFYRALCDTPGVDPKLISRIWVYNH 

YRW1IWKLAAMECAFPKEFANRCL 

SPERVLLQLKYRYDTEIDRSRRSAIK 

KIMERDDTAAKTLVLCVSDIISLSA 

NISETSSNKTSSADTQKVAIIELTDG 

WYAVKAQLDPPLLAVLKNGRLTV 

GQKIILHG AELVG SPD ACTPLE APES 

LMLKISANSTRPARWYTKLGFFPDP 

RPFPLPLSSLFSDGGNVGCVDVIIQR 

AYPIQWMEKTSSGLYIFRNEREEEK 

EAAKYVEAQQKRLEALFTKIQEEFE 

EHEENTTKPYLPSRALTRQQVRALQ 

DGAELYEAVKNAADPAYLEGYFSE 

EQLRALNNHRQMLNDKKQAQIQLE 

IRKAMESAEQKEQGLSRDVTTVWK 

LRIVSYSKKEKDSVILSIWRPSSDLY 

SLLTEGKRYRIYHLATSKSKSKSER 

ANIQLAATKKTQYQQLPVSDEILFQI 

YQPREPLHFSKFLDPDFQPSCSEVDL 

IGFVVSVVKKTGLAPFVYLSDECYN 

LLAIKFWIDLNEDIIKPHMLIAASNL 

QWRPESKSGLLTLFAGDFSVFSASP 

KEGHFQETFNKMKNTVENIDILCNE 

AENKLMHILHANDPKWSTPTKDCT 

SGPYTAQIIPGTGNKLLMSSPNCEIY 

YQSPLSLCMAKRKSVSTPVSAQMT 

SKSCKGEKEIDDQKNCKKRRALDF 

LSRLPLPPPVSPICTFVSPAAQKAFQ 

PPRSCGTKYETPIKKKELNSPQMTPF 

KKFNEISLLESNSIADEELALINTQA 

LLSG STGEKQFI S VSESTRTAPTS SE 

DYLRLKRRCTTSLIKEQESSQASTEE 

CEKNKQDTITTKKYI 


3053 


8550 


A 


3312 


11089 


17637 


NHCHRFHLEWMPWCGCRSPSGPRH 

VNQKPEELHNFSLNSELHSDIRKNK 

MDILSYEETDIVKHKILKESVPVGT 

GNQLVTFQGQPERDEKIKEPTLLGF 

HTASGKKVKIAKESLDKVKNLFDE 

KEQGTSEITSFSHQWAKTLKYREAC 

KDLELACETIEITAAPKCKEMQNSL 

NNDKNLVSIETVVPPKLLSDNLCRQ 

TENLKTSKSIFLKVKVHENVEKETA 

KSPATCYTNQSPYSVIENSALAFYTS 

CSRKTSVSQTSLLEAKKWLREGIFD 

GQPERINTADYVGNYLYENNSNSTI 

AENDKNHLSEKQDTYLSNSSMSNS 

YSYHSDEVYNDSGYLSKNKLDSGIE 

PVLKNVEDQKNTSFSKVISNVKDA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














NAYPQTVNEDICVEELVTSSSPCKN 

KNAAIKLSISNSNNFEVSDEILFQIY 

QPREPLHFSKFLDPDFQPSCSEVDLI 

GFVVSVVKKTVRNEEASETVFPHD 

TTANVKSYFSNHDESLKKNDRFIAS 

VTDSENTNQREAASHGFGKTSGNSF 

KVNSCKDHIGKSMPNVLEDEVYET 

VVDTSEEDSFSLCFSKCRTKNLQKV 

RTSKTRKKIFHEANADECEKSKNQV 

KEKYSFVSEVEPNDTDPLDSNVAH 

QKPFESGSDKISKEVVPSLACEWSQ 

LTLSGLNGAQMEKIPLLHISSCDQNI 

SEKDLLDTENKRKKDFLTSENSLPRI 

\SSLPNPEEPLNEETVVNKRDEEQHL 

DSHTDCILQ*KQAISGTFPVASSFQG 

IKKSIFRIRESPKETFNASFSGHMTDP 

NFKKETEASESGLEIHTVCSQKEDS 

LCPNLIDNGSWPATTTQNSVALKN 

AGLISTLKKKTNKFIYAIHDETSYKG 

KKIPKDQKSELINCSAQFEANAFEA 

PLTFANADSGLLHSSVKRSCSQNDS 

EEPTLSLTSSFGTILRKCSRNETCSN 

NTVISQDLDYKEAKCNKEKLQLFIT 

PEADSLSCLQEGQCENDPKSKKVSD 

IKEEVLAAACHPVQHSKVEYSDTDF 

QSQKSLLYDHENASTLILTPTSKDV 

LSNLVMISRGKESYKMSDKLKGNN 

YESDVELTKNIPMEKNQDVCALNE 

NYKNVELLPPEKYMRVASPSRKVQ 

FNQNTNLRVIQKNQEETTSISKITVN 

PDSEELFSDNENNFVFQVANERNNL 

ALGNTKELHETDLTCVNEPIFKNST 

MVLYGDTGDKQATQVSIKKDLVY 

VLAEENKNSVKQHIKMTLGQDLKS 

DISLNIDKIPEKNNDYMNKWAGLL 

GPISNHSFGGSFRTASNKEIKLSEHN 

IKKSKMFFKDIEEQYPTSLACVEIVN 

TLALDNQKKLSKPQSINTVSAHLQS 

SVVVSDCKNSHITPQMLFSKQDFNS 

NHNLTPSQKAEITELSTILEESGSQF 

EFTQFRKPSYILQKSTFEVPENQMTI 

LKTTSEECRDADLHVIMNAPSIGQV 

DSSKQFEGTVEIKRKFAGLLKNDCN 

KSASGYLTDENEVGFRGFYSAHGT 

KLNVSTEALQKAVKLFSDIENISEET 

SAEVHPISLSSSKCHDSVVSMFKIEN 

HNDKTVSEKNNKCQLILQNNIEMTT 

GTFVEEITENYKRNTENEDNKYTAA 

SRNSHNLEFDGSDSSKNDTVCIHKD 

ETDLLFTDQHNICLKLSGQFMKEGN 

TQIKEDLSDLTFLEVAKAQEACHGN 

TSNKEQLTATKTEQNIKDFETSDTFF 

QTASGKNISVAKESFNKIVNFFDQK 

PEELHNFSLNSELHSDIRKNKMDILS 

YEETDIVKHKILKESVPVGTGNQLV 

TFQGQPERDEKIKEPTLLGFHTASG 

KKVKIAKESLDKVKNLFDEKEQGT 

SEITSFSHQWAKTLKYREACKDLEL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 














ACETIEITAAPKCKEMQNSLNNDKN 

LVSIETVVPPKLLSDNLCRQTENLK 

TSKSIFLKVKVHENVEKETAKSPAT 

CYTNQSPYSVIENSALAFYTSCSRK 

TSVSQTSLLEAKKWLREGIFDGQPE 

RINTADYVGNYLYENNSNSTIAEND 

KNHLSEKQDTYLSNSSMSNSYSYHS 

DE V YNDS G YL SKNKLD S GIEP VLKN 

VEDQKNTSFSKVISNVKDANAYPQ 

TVNEDICVEELVTSSSPCKNKNAA1 

KLSISNSNNFEVGPPAFRIASGKIVC 

VSHETIKKVKDIFTDSFSKVIKENNE 

NKSKICQTKIMAGCYEALDDSEDIL 

HNSLDNDECSTHSHKVFADIQSEE1L 

QHNQNMSGLEKVSKISPCDVSLETS 

DICKCSIGKLHKSVSSANTCGIFSTA 

SGKSVQVSDASLQNARQVFSEIEDS 

TKQVFSKVLFKSNEHSDQLTREENT 

A1RTPEHLISQKGFSYNVVNSSAFSG 

FSTASGKQVSILESSLHKVKGVLEEF 

DLIRTEHSLHYSPTSRQNVSKILPRV 

DKRNPEHCVNSEMEKTCSKEFKLS 

NNLNVEGGSSENNHSIKVSPYLSQF 

QQDKQQLVLGTKVSLVENIHVLGK 

EQASPKNVKMEIGKTETFSDVPVKT 

NIEVCSTYSKDSENYFETEAVEIAK 

AFMEDDELTDSKLPSHATHSLFTCP i 

ENEEMVLSNSRIGKRRGEPL1LVGEP 

SIKRNLLNEFDRJIENQEKSLKASKS 

TPDGTIKDRRLFMHHVSLEPITCVPF 

RTTKERQEIQNPNFTAPGQEFLSKS 

HLYEHLTLEKSSSNLAVSGHPFYQV 

SATRNEKMRHLITTGRPTKVFVPPF 

KTKSHFHRVEQCVRNINLEENRQK 

QNIDGHGSDDSKNKINDNEIHQFNK 

NNSNQAAAVTFTKCEEEPLDLITSL 

QNARDIQDMRIKKKQRQRVFPQPG 

SLYLAKTSTLPRISLKAAVGGQVPS 

ACSHKQLYTYGVSKHCIKINSKNAE 

SFQFHTEDYFGKESLWTGKGIQLAD 

GGWLIPSNDGKAGKEEFYRALCDT 

PGVDPKLISRIWVYNHYRWIIWKLA 

AMECAFPKEFANRCLSPERVLLQLK 

YRYDTEIDRSRRSAIKKIMERDDTA 

AKTLVLCVSDIISLSANISETSSNKTS 

SADTQKVAIIELTDGWYAVKAQLD 

PLAS 


3054 


8551 


A 


3313 


1 


207 


CNLCLPDSSDSPASASQVAGKTGLC 
HHTGVVFVFLVEMGFHHAGQAGLE 
LLT\*VICVPQPPKALGLQV 


3055 


8552 


A 


3314 


279 


625 


SLYVCMHVCMYVFILRRSFALVAQ 
ARVQWCGLGSLQPPPPGFKRFIVSCL 
SLPTS*DYRRAPPHPTNFFVFSAEME 
FHRVSQDGLYLLTSGDLHPRLASQS 
AG ITG VSHRTRPFLL 


3056 


8553 


A 


3315 


1 


418 


GSIPPPGVXYCVPYPLKHAPAPALP* 
TRQRGSPQSPGALRAK*HVLLETPQ 
PPGP APPG ARTRTRPESE* SQPGRSP 
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SEQ ID 
NO: of 
nucleo-tidc 

v» V- Li UVIIW 


SEQ ID 
NO: of 
peptide 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /-possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














VSRQSLTGADALEGPCLGLATKQPS 
WPHRCGTSGSSPGWLLARGFQETQ 
QDCIVPLNAQDIG 


3057 


8554 


A 


3316 


1 


354 


GFIPPPGVWCVPYPLKHAPAPALP* 
TRQRGSPQSPGALRAK*HVLLETPQ 
PPGPAPPGARTRTRPESGAWRWVR 
AGSSPPPPSPHPTPPCFFQVHQGLRS 
GSANEASLEDPQSRDRA 


3058 


8555 


C 


3317 


299 


365 


MSCPECNLTGISSKTNKKLNPQ* 


3059 


8556 


A 


3318 


33 


302 


PS S WD YRH APPRLTNFV* FL VEMGF 
HYVG/QAGLELLSSGDPPALASQSA 
RITGM SR\RA WPK * HN VLRKFTNLS 
LGH1QNHHGPRVGQAKP 


3060 


8557 


A 


3319 


3 


409 


SNFRSNFG YNIPLKHL ADRVAM Y V 

HAYTLYSAVRPFGC/SGYWGCAIGK 

ARQAAKTEIEKLQMKEMTCRDIVK 

EVAKIIYIVHDEVKDKAFELELSWV 

GELTNGRHEIVPKDIREEAEKYAKE 

SLKEEDESDDDNM 


3061 


8558 


A 


3320 


1 


255 




3062 


8559 


A 


3321 


1 


395 


FGYNIPLNHLPDRVAMYVHAYTLY 

SAVRPFGCSFMLGSYSVNDGAQLY 

MIDPSGVSYGYWGCAIGKARQAAK 

TEIEKLQMKEMTCRDIVKEVAKIIYI 

VHDEVKDKAFELELSWVGEYESLKE 

EDESDDDNM 


3063 


8560 


A 


3322 


515 


560 




3064 


8561 


A 


3323 




661 


KDGVVLGVRKISPS*TYEEGFQTKR 

LF* CLIGN VEMA\VAG\LLAD ARSL A 

DIAREEASNFRSNFGXYTIPLKHLAD 

RVAMYVHAYTLYSAVRPFGCSFML 

GSYSVNDGAQLYMIDP\SGVSYGY 

WG\CAMRQAR\QLAKT\ELERLQLK 

KLPSGDIVKEVAKIIYIVHDEVKDK 

AFELEL\SW\VGDLTK\*RHEILPK\D\ 

LRDEAEKYAKESLKEEDESDDDNV 


3065 


8562 


A 


3324 


3 


634 




3066 


8563 


A 


3325 


2 


487 


HIFGKAKEYANSQVVTKDQYAVIC 

LGGDAVPSASLHVSETMEKT*KK/H 

RMSHFVTCLTEGRRKCIVKPVHYD 

RVKKITQRKKEIPVVFLNRVPEALG 

KCTHADPEAAEGK/LSRAMHFILQS 

APDIRRELQKILEARPQTPAVDFGR 

RRLLRFSITDRTQMGR 


3067 


8564 


C 


3326 


373 


727 


MKPRLWEFSHLREGNTGTTGLDSL 

LWPPARTTKWAHLTKRNQAQPGY 

AGPASPTSHVLCPAQPAYLTHDVNS 

QVSLIKTSLQASSGSXXXXXXXXX 

XXXXXXXXXGAQAFFFLGGGFF* 


3068 


8565 


A 


3327 


2 


536 


VHLVPRQNACAIRLTEPCPPRLK*FS 

CLSLPSS/WDSQ/HAPPH/PGS/FCIFR 

RDGGSPMLSXGWFQTPDLRRSTRLSI 

PKCWDYRREPPHPVKIFLKLSFFSY 

WVFPVCALNLSLSLFVYTFLSNSLS 

LLYSSHTGSKLQCYEMLHVETHIPK 

GEGVLSRVERRKVRLSSHTKPCQFS 

HESA 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 


3069 


8566 


A 


3328 


3 


334 


FLRQGL/NSVTQAGVQWGDLGSLQ 
PPPPKLKGSSHPSLPSSCRHYRHTPP/ 
RSG* FF VFL* RWGF AMLPRL V\* TSG 
\PSDMPALASQGAGTTSMSHHTWR 
PYLNFGKFPRKKN 


3070 


8567 


A 


3329 


1 


148 


PKLKGLCLSFHEGKKRLSYF/CIMA* 

P*YPLDFGEQWPLHGSHAYSTIL*L 

DLFCKXEEE*DEIPYV*CFMLLWKS 

TTM*KKRLSYFLSWLNLNTHWISEN 

SGHCMVLMLTVRSCS 


3071 


8568 


A 


3330 


3 


267 


FFFFLRDRFSLCGPGWSAV/VQS*LT 
VNS/TFLGPSNPPLSLWSSY/DVR/R 
MPANLS*FFRS*/SLAMLPRPVLKSW 
PQAIFLRHAPKVLGVEV 


3072 


8569 


A 


3331 


3 


269 


FETESHSVT\RLECSG/TILAHCNTCL 
PGSSNSHASASQVAGIAGEHHHAQI 
IFIFLVETGFHHVGQAGLELLT\*VIC 
LPRPPIVLGLQA 


3073 


8570 


A 


3332 


1 


299 


FSLIKISMMLLMKMEK*NLQFIW/KP 
RRLQIAKARLNASSSSSSSSSSSSSSS 
SSSVVWYWHKKRHIDHWNRLENS 
NINRHICSQLILTKVPGANTKDHP 


3074 


8571 


A 


3333 


3 


261 


RQDLSLCHPGWSAVVQS*LIIALTS* 
\VKQSTYLRHPTSWG*RCVPPCPAN 
FCXFFCRDRIL/TISPRLVSWAQVIELP 
QPPKVLGLQV 


3075 


8572 


A 


3334 


3 


290 


VDFFFFFSRRSNVLSHRLECSGTISS 
HGNLCLLGSSDSPASVASQVARITGV 
HHHTQLIFIFLIETGFRHVDQAGLDL 
LTV* VILPPQPPKMLGLQ A 


3076 


8573 


A 


3335 


3 


358 




3077 


8574 


A 


3336 


76 


386 


VLPPPSSPALHSPAPPSTCPYLPGA/P 

PPLLPPCAGRSPPAAAAPHCPAPCA 

PRH*GSR*LESPAPQGPQSRAARMP 

AWPLPPAPPTDPTAPPAPRSHWPAA 

PPT 


3078 


8575 


A 


3337 


66 


381 


VLPPPSSPALHSPAPPSTCPYLPGAL 

PPLE/GPPSRRPPRTFIGNPGGQGPGE 

VSPIVLRSPSQPfPPGNQGPCPSSQP 

PGSPRSEHGC*HRCWALYGQQEKP 

APS 


3079 


8576 


A 


3338 


1 


303 


KDRFSFCGPG*SAVTQLNLTADP*T 
PALK* SFHRSLLSR WD YRRA PP YL A 
N*KKFL*SRGL AMLPRL VFHSW\PQ 
VILSPLSRARATAPSFPLFSSKDEPI 


3080 


8577 


A 


3339 


2 


212 


RFSCLSLPSSWDMHH\SPG*FFIFLVE 

T\GFAHVGQAGLELPASNDPPASTS 

QSVVITAMSHRRLALVPIF 


3081 


8578 


A 


3340 


2 


273 


RRSSTQPPRLQCSGTIPAHCNLHPPS 
PSDYPAPASRVAGTTGARYHHAQPI 
SAFSSAETGFHHAGQDGLKLLT\*AI 
HPPRPPKVPGPQA 


3082 


8579 


A 


3341 


135 


494 


IKHRGMGLDFAVLPLQVKWPPDPG 

FLECIHFLQLKGTIPDLKERAPVTSR 

VEPGHAGHC/TSYGQVCHL*GRC/V 

EKRKGIACDCAFSMYDGLFCSNSNS 

RADWSHCTVSGTYQHTENSIMS 
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SEQ ID 
NO: of 
nucleo-tide 


SEQ ID 

NO: of 
peptide 

SCt| 11L11CC 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
iui pepuue 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possible nucleotide deletion; V=possible 
nucleotide insertion) 


3083 


8580 


C 


3342 


71 


217 


MPQPNFFVLLVDRGFHHVDQAGLD 
LLTSSDSPALASQSARITGVSHHA* 


3084 


8581 


A 


3343 


1 


106 




3085 


8582 


A 


3344 


2 


1926 


MAAAAVDSAMEVVPALAEEAAPE 

VAGLSCLVNLPGEVLEYILCCGSLT 

AADIGRVSSTCRRLRELCQSSGKVW 

KEQFRVRWPSLMKHYSPTDYVNW 

LEEYKVRQKAGLEARKIVASFSKRF 

FSEHVPCNGFSDIENLEGPEIFFEDEL 

VCILNMEGRKALTWKYYAKKILYY 

LRQQKILNNLKAFLQQPDDYESYLE 

GAVYIDQYCNPLSDISLKDIQAQIDS 

IVELVCKTLRGINSRHPSLAFKAGES 

SMIMEIELQSQVLDAMNYVLYDQL 

KFKGNRMDYYNALNLYMHQVLIR 

RTGIPISMSLLYLTIARQLGVPLEPV 

NFPSHFLLRWCQGAEGATLADIFDYI 

YIDAFGKGKQLTVKECEYLIGQHVT 

AALYGWVNVKKVLQRMVGNLLSL 

GKREGIDQSYQLLRDSLDLYLA\MY 

PDQVQLLLLQARVYF\HLG\ILPEKS 

FCLVLKVLDILQHIQTIADPGQHGA 

VG\YL\VQHTLEHIL/ERKKEEVGVE 

VKL\RSDEK\HRDV\CY\SFGFIMKA* 

RGMG\Y*LC*FYGW\DPTWHGSGHE 

LDSRNMNV\HSLPHGHHQPFYNVL 

VEDGSCRYA\AQEN\LEYNAEP\QEI 

SH\PDVGRVYSQRFT\RTHYIP\NAEL 

\EIRYPEDLEFV\YETVQ\NIYKCKRK 

ENIE 


3086 


8583 


A 


3345 


59 


339 




3087 


8584 


A 


3346 


1 


342 


FCSCQPQAGVQRRDLSSLQPLPP\GF 

K*FSCLSLPSSWD\YRRPPP/RPGYFL 

YYLVEIGFCHICQAGLKLLRSGDPP 

AWASQSAGITGMSHHAQPHLLLLN 

CLLPFLGIPLHSPL 


3088 


8585 


A 


3347 


1 


294 


ETESHSVTXRLECSGTILAHCNLHLP 
GSSNSPASASQIAGTIGARHHTWLIF 
VFF VEMGFHHVGQTLELPGLK* SAC 
LKPLKVLG * Q AG VQRHNLG SLQPPP 
PRFKQFSCLSLPNS WDHRCTPPHL A 
NFCIFCRDGFPPCWPDSRTPWPQVI 
CLPQASQSAGITGVEPLQPQRSYP 


3089 


8586 


A 


3348 


2 


268 


EAESHSVA\RLECSDAISAHCNLRLP 
GLSNSPASASRVAGIIGACHHDWLI 
FVFLVETGFCHVGQAGL/DNS*PQVI 
HPPRPPKVLGLQA 


3090 


8587 


A 


3349 


3 


444 


FFFEIWSGSVA\RLECGGTIF\AHCNL 

RLL G S SHPPTS A S * V AGTKGTCHH V 

QLIFAFFVDTGFHHVARLVLNS*TQ 

AICPPRPPKVLGSYAS1TAPGPTFFFL 

TIILGVQVDKRFYGNLTRKD1QKLG 

NYVWEGLELLSPQKFMLKP 


3091 


8588 


A 


3350 


1 


318 


FFFFFLRQSFALAQAGM/QWHDLGS 

LQPPPPGFK*FSYLSLPSSWDYRYVP 

PRPASFEFLVEMGFHHVGQAGFELL 

TSSDPPASASQSAGIIGVS*RTQPGT 

NDFL 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first cod on 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /^possible nucleotide deletion; \=possib!e 
nucleotide insertion) ! 


3092 


8589 


A 


3351 


16 


848 


VGSGLVSAQQTGCGPGNPSPPGSVS 

GAMELRVEPAARGQGSLGDPPAWL 

LPGALELPIPGSFFASQSCSPWVML 

QLTFPHF*LLLAPLPPVSPAPTGWDL 

VSQLQPVSSPRGRCPRSGPDLLPLH 

GQPFHSSSFPSSSMQASGEPVQPCPS 

RSSGS/VKGGLQTVEPESGPGALKC 

EALAWLRG*GLLGHSGFAGSVPEV 

TPGSPHVLNP\GRGLPCAGYCLHPA 

AL*GMVFGLPPLPGSSLV*PTIWLLT 

LKSPTS*GIP*HRKPWVFSVMHKVG 

WKV 


3093 


8590 


A 


3352 


1 


293 


VLRQGLSLSTQDRMQWHYDSSLQP 
*TPGLK*SSASQVAATTGTCHHTWL 
TFLFVF/DFWRWSL/NCIAQAGLE/PP 
GFK*/CPKHWDYRHEPGMPGWVFLI 
S 


3094 


8591 


C 


3353 


127 


345 


MFDFELELFXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXLI 
AQGECLYVWKINSQHSVFKLLKKL 
CF* 


3095 


8592 


A 


3354 


2 


215 


AHCNLCLPGSSDSPASASRVTGITG 

VHHRTQLIFVFLEEMGFCHIGQAGL 

ELLT\*VICLPRPPKVLVLRT 


3096 


8593 


A 


3355 


164 


311 


QRSQGI WV WRFIRRF* II 


3097 


8594 


A 


3356 


1 


381 


YINVIIHFVHINCWRECQKVQLT*K\ 
SF * QFLKNLNIHL S YDL A IP VL G I C PR 
EMKA Y VHIKTCK* MLIA A\FIIAQN 
WNQ/P/RCPSTGEWYKQTVIFYTMQ 
HYSAIKNNE*LIHKTTWKNLKEARA 
SGV 


3098 


8595 


A 


3357 


2 


764 


RTLLHLFAGGCGGTVGAIFTCPLEVI 

ETRLQSSRLALRTDYYPHVHLGTIS 

GAGMARPTSATPGLFHGLKSILEKE 

GPKSLFRGSRPNLVGVAPSRAVYFA 

CYSKAKEQFNGIFAPNSNIVHIFSAG 

SA/GVRGSKQMNTLQCARYVYQTE/ 

GIRGFYRGLTASYAGISETIICFAIYE 

SLKKYLKEAPLAS S ANGTEKNSTSF 

FGLMAAA/GSF*GLSSCIAY/PHEVIR 

TRLREEGTSTSFCQTARLVFREESYL 

PL 


3099 


8596 


A 


3358 


155 


875 


DQHPVTPGLFQVLKAVYFACYSKA 

KEQFNGIFVPNSNIGHIFPAGSAAFIP 

NPLMD\PIWMVKTRMQLEQKVRGS 

KQMNTLQCARYVY/HDRKAFGGFY 

RGLTASYAGISETTICFAUYESLKKY 

LKEGPLAFFGKWD*GKIPQVFLDL 

WPAAALSKGLYASCMAYSHTEVH* 

GRRUREKGHPSTKSFCPERRALGVP 

GEEGYPCLFIEGLFAPSFIRQIP\NTA\ 

IVLGYLWRLIVYLLGRP 


3100 


8597 


A 


3359 


1 


281 


FFFAPETESYSVA\RLECSGTILVHCT 
LCLPGSSDSPASASQVAGTTGACHH 
TWLILVILVEIGFHHVGQAGLG/IS*L 
QVIRPPWAPKVLGIIG 


3101 


8598 


A 


3360 


135 


218 


TLQFTSLISYSFCQSWGSKVPLSLPP 
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SEQ ID 

NO: of 

nucleo-tide 

sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
nminn nriri nf 

peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














P*/PANF/*FLVETGFLQVGQVGLKL 
LISSDPPTSASQSAGITDVSHCAGPE 
F 


3102 


8599 


A 


3361 


198 


390 




3103 


8600 


C 


3362 


5 


316 


MPAKLFLMVEFSGVACSSAKXXXX 
XXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXRLI 
YYRLLFSPCHSF* 


3104 


8601 


C 


3363 


186 


323 


MPWLEHTAHFPDKAWITRMALLRN 
GIVPYDSLPWITLGRWPNGGT* 


3105 


8602 


A 


3364 


2 


3096 


TPRLQSNTRALYQYCPIPIINYPQLE 

NELFCNIYYLKQLCDTLRFPDWPIK 

DPVKLLKDTLDAWKKEVEKKPPM 

MSIDDAYEVLNLPQGQGPHDESKIR 

KAYFRLAQKYHPDKNPEGRDMFEK 

VNKAYEFLCTKSAKIVDGPDPENIIL 

ILKTQSILFNRHKEDLQPYKYAGYP 

MLIRTITMETSDDLLFSKESPLLPAA 

TELAFHTVNCSALNAEELRRENGLE 

VLQEAFSRCVAVLTRSSKPSDMSVQ 

VCGYISKCYSVAAQFEECREKITEM 

PSIIKDLCRVLYFGKSIPRVAALGVE 

CVSSFAVDFWLQTHLFQAGILWYL 

LGFLFNYDYTLEESGIQKSEETNQQ 

EVANSLAKLSVHALSRLGGYLAEE 

QATPENPTIRKSLAGMLTPYVARKL 

AVASVTEILKMLNSNTESPYLIWNN 

STRAEGLEFLESQQENMIKKGDCDK 

TYGSEFVYSDHAK*LIVR*IFVRVYN 

EVPTFQLEDPKAFAASLLDYIGSQA 

QYLHTFMAITHAAKVESEQHGDRL 

PRVEMAFEALRNVIKYNPGSESENCI 

GHCRCIFSLLRV\HGAGQVQQV/AL* 

EVVNIVTSNQDCVNNIAESMWLSSL 

LALLHSLPSSRSAWFWETLYALDIR 

VQKLIKEAMAKGALI\HLLDMFCNS 

THPQVRAQTAELFAKMTADKLIGP 

KVRIT\LMKFLPSVFM\DAMRDNPE 

AAVHIF\EGTHENPELIWNDNSRDK 

VSTTVREMMLEHFKNQQDNPEAN 

WKLPEDFAVVFGEAEGELAVGGVF 

LRIFIAQPAWVLRKPREFLIALLEKL 

TELLEKNNPHGETLETLTMATVCLF 

SAQPQLADQVPPLGHLPKVIQAMN 

HRNNAIPKSAIRVIHALSENELCVRA 

MASLETIGPLMNGMKKRADTVGLA 

CEAINRMFQKEQSELVAQALKADL 

VPYLLKLLEGIGLENL\DSPAAT*GS 

ELVKALQGQ*LEVLQYGENRVNEIL 

C/RFLSVWECLSKIQEHDLFIS*/ESH 

TAGYLTGPGVAGYLTAGTSTSVMS 

NLPPPVDHEAGDLGYQT 


3106 


8603 


A 


3365 


1 


358 


NRLNATPIKIPTAFFAEMDKLNPKFL 

KLNS*NLYRNARDST*PKQY**RKR 

TWINKNNAGGLILPYCILLQRNNNQ 

DIG*KNVLKIM**WHRDRH\DQ*NR 

NQSPEINP*IYGKLFSTVL 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possible nucleotide deletion; \=possible 
nucleotide insertion) 


3107 


8604 


A 


3366 


2 


40 


LPRLKQFS\CLSL\PSSWDYKR\RPPC 
PANF/SVFLVETEFYHVGQAGLELFT 
SSDLPTLASQIAGITGVSHCAWPE*S 
AS 


3108 


8605 


A 


3367 


1 


223 


IIVKKWKQPKCPPTDEWINKMWDI 

QAIEYNLAP/DKVVIHATTCMKLEN 

IMLSERSQLQRATYCNDAIYIKNPE 


3109 


8606 


A 


3368 


307 


332 


TTYHFFF*TESHSAAQAGAHWRDLS 

SLRPPPPGFKPFSCLSSWDYRRTPPH 

PAN\FLAFLADTGLHHAGQAGLKLL 

TSNDPPTPASQSAGTTGVSHRAQPF 

FSELPTIFFSL 


3110 


8607 


A 


3369 


3 


411 


QTLPSATVSPEQAGAFPLALHSAQE 

SLGPAQTVPGSTGPPQPAPSGPGPPG 

EPG*ERLCASHKAFISHKQSH*SPQ* 

PFQGRFDAFPGYKQQTRPGHT/GQK 

GLRGPRTQTLSLTSQPTACSENSQG 

SQPSPKRTLS 


3111 


8608 


A 


3370 


3 


166 


EESCSVVQGGVQWCDLS*LQTLPP\ 
GSSNFCASASRVAGITGAHHHAQL 
KKKMLF 


3112 


8609 


A 


3371 


4 


312 


FLR*SFTLIVQAGVQWRYLGSLQPP 
PPGFKRLSCLSLPSSWDYRHVPP/*P 
GYFFVFLVKMGCLHVGQAGPKLLT 
SGDPAASASQSAGITGPSHRTWLRS 
FLI 


3113 


8610 


A 


3372 


3 


282 


FFFETGSNSVAQAGVQWCNHSSLR 
PRPSG\SSDPPNSSSQVAWTTGVHH 
TQLLFKFFCKDEVSLCFPDWSQTV* 
RVEHIRDEYETTQHCLYPSN 


3114 


8611 


A 


3373 


1 


164 


ETEFRSVAQAGVQWRDLGSLQPPPS 
GFK* SSC V/SLPSTWDYRYMPPCPA 
TLLNT 


3115 


8612 


A 


3374 


1 


114 


ARAEMLIVQYILPRLTHCAIFTILF1F 
SLLT*VMLLSS 


3116 


8613 


A 


3375 


363 


1246 


DTEQIYCIQEPEYGGKKYCTKQSRS 

YVSWTTHFSSSFIDQSLLSESMA*KS 

TAPHSSDF*DFLT*KT*NLFFFLRRSL 

ALSPQAGVQWRDLGSLQAPPPGFTP 

FSC\PASPSSW\DYRHLPPCPANFFVF 

FLVETVSIFVFTVLAGMVSIS*PQ/CD 

PPTLASQSAGITRLSHRAR\LCFVF* 

KKRNAREGGRRLLTIKADFLIFFSFF 

FEMESCSVSKAGVEWHGLSSL*ALP 

HRFTPFSCLSLLSSWDYRRPPPQLA 

NF\CIFSRDEVSPC*PGWSGSPDLVIH 

LPWPPKVLGLHA 


3117 


8614 


A 


3376 


3 


324 


DRISLCCPGWSAIV\QSQLTAA\SPLG 
LKQSFYISLPSS*GHRLAPLHPANIF 
GFPL* KWGLPMLPMLYLNS WAQ VI 
LPKCWGLQASATVPGLFINFYDYIM 
DQSSFN 


3118 


8615 


A 


3377 


3 


673 


RWSHSVTQAGVQWRDLSSRQPPPVP 

GSRDSPASAS*VAGTTGTTHHAQFF 

FFFFFLRRS/LSSV/SQDGVQWHDLH 

SLQPVPPGFKQFSCLSLPSSWDYRC 

AAPRPANFFVF**RRVFSTLARLVSI 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQ ID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unknown; *=Stop 
codon; /=possib!e nucleotide deletion; \=possibJe 
nucleotide insertion) 














S*PCDLPTLASQTAGITGVSHCTQLA 
KFCIFS*DGVCHVGQAGAVLILCLF 
LHSKINMFSPLHCTPASTVWSHLPQ 
RPTRXRLYIRWRWERTWPANAEL 


3119 


8616 


A 


3378 


2 


323 


RRSFTLVAQAGVRWHILGSLQPLPP 

GFKRFSCLSLPSGWDYRLMPPCPAN 

F\*FLVEMRFHHVGQAGPERLTSGD 

LPA*ASQSAGITGVTATPSQYKLCSL 

IIMKLN 


3120 


8617 


A 


3379 


1 


311 


DFFF*ETASHSVTQAGVQWCDPSSL 

QPPPPVFKQSSCLSLPSSWDYRHVP 

PCSVDT/CISILLIPFPLRSGE*SPLLLS 

WSSCDLGQGTAPLGFWFPMGKARP 

V 


3121 


8618 


A 


3380 


3 


404 


PCLANFF/VFFVETGTHYAA*CGLRL 

LGSSALPV*TS*SAGIIGMSHCTC/LQ 

ITLLKTESHSWAQAEVQWHDLGSL 

QPLTPRFKRFSCLSLPSRWDYRCAS 

PRLANFCTFKFLYFLVETGVSPCWP 

GWSGTPDLR 


3122 


8619 


A 


3381 


739 


1003 


NLYLNY/CFF*IETGSHSVTQSGMQ 
WHNLASLQRLPLRLKQTSHLSLLSS 
WDCRHMPPNLA/NF/CVLRRDKISPF 
CPGWSQTPGLKQCIEF 


3123 


8620 


A 


3383 


1 


299 


ETESGS\LPRLECSGTISAHCNLRLL 
GSSNSPVSAS*VAGTGACSHAQLIF 
VFSVESGFRHVGQAG\LNF*PQVIHP 
PRPRKVLGLLPVSHHTRPISFFL 


3124 


8621 


A 


3384 


12 


336 


SPVQL*F*LFLVFC*LWSWSAVVYL^ 
GPLGTPSADAHT/AGLSKTPPHWAA 
RARLDDVFSLRTFSSHSLNMELVQD 
LTA S APM YS STSRDPP/CLGLPKC W 
DYKREPPRPAH 


3125 


8622 


A 


3385 


2 


318 


FLSSHLFLTQSL/DSVAQAGVQWHN 

LGSLQAPPPGFTPFSCLSLPSSWDYR 

RPPPRPANFF\VFLVKTGF\TVLARM 

VSLS*PHDPPASASQSAGITGVSHW 

CPANN 


3126 


8623 


A 


3386 


1 


325 


ASTAQAGVQWPIAAQLQTPPPGFTP 
FSCLSLPSSWDYRRPPPSPANFLYF* 
*RRGFTMLARMVSIS*PCDPPASSSQ 
SAGITGLSHRARPVIRILRRAGRNKT 
IGGLD 


3127 


8624 


A 


3387 


3 


530 


RQSL/DSVAQAGVQWRNLGSLQVL 

PPGFMPFSCLSLPSSWDYRRPPPRPA 

/NFFVFLVET\GFTRGSIS*PRDPPAS 

ASQSAGITGVSHRTRPKDCYS*RCS 

YCKVLTRLCFRKLLTGEEAPMP/PF* 

RQS*CLTSVTLSSAWRSICYDRLVDI 

QFKILFMKTKLPLLFFSQNELYFIIL 


3128 


8625 


A 


3388 


3732 


4979 


NFVFLYLRELSSQAKSLTSHPLSNFF 

FKRQGLAMLPRLECS/GLFTGAVIA 

HYSLQLLGSSNPASANQVAGTTGA 

CYHAQSIF*S*NFFIFLSSVS*NLCLN 

QNAGFYLFFYF*Y*MCRYASSTFLT 

NELCGKKK*TLSIEIKSIFFKHHVLY 

WLFGLVFLNFLLLILPVLYNEHRKIL 
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SEQ ID 
NO: of 
nucleotide 
sequence 


SEQID 
NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X—Un known; *=Stop 
codon; /=possible nucleotide deletion; \=possib!e 
nucleotide insertion) 














E*GRKVYQDILPGFGCKF*RMVFLIF 

VHIL*APRYPSQ*GKLIPCI*LLYL*W 

LSPSPSTVSLAFHDKFVNLHFYIDMS 

LFHGQACSIKMIFLKDVNCA*L1GYI 

LFCFFFFFFFFLRCGVS\SVAQAGVQ 

W\RNLGSL\QAPPPRFMPFS\CLSLPS 

S WD YRRLPPRPANFFFFFLDF* *RPL 

VFL/SFTVLARMGL\IS*PRDLPTSAS 

QSAGITGWSHHVQLPYFVLNKFTV 

LGSNSGF 


3129 


8626 


A 


3389 


1 


585 


AFFFFLRQGLALV/THAGVQGQDYS 

SLQPLPPGLKAILLPQPPECWDYRC 

MSPCLA/N/FFVFFVAMGFRMLPTL/ 

VLELLGSSDPPTLAS*SAGITGVSHC 

TWPLFI*VWSFGKV*ELS*HRFCISSF 

IHI*KFWKRWG\SLCSPGWS*TAGL 

KRSS*LGLPKYRDYRHEPPCPAFFTF 

LLECYDLHILLLICSHFYLRL 


3130 


8627 


A 


3390 


3 


459 


QPGVQWHDLSSMQPPPPRFKCFSCL 

SLL/SS*DYRCPAPMPQPNFC1FI*RY 

GFT\MLASLVLDS*L*V1RPPWVSQS 

AG\ITGVSHHTWARDRADF*MGVW 

ASPIARVPRGQQVRSCQPL*GS/WDP 

ET*HNGHFHFWIKQSEPPIFKGRR*N 

P 


3131 


8628 


A 


3391 


1 


258 


FFFKTDSCSVA\RLEYSGAISAHCNL 
RLPGSSDSPALAPQITGTTGMC/RS* 
FFIFLVETGFHHIGQAGLKLLTLWIH 
CPPKMLGLQA 


3132 


8629 


A 


3392 


3 


316 


VAQAGVQWWYLSSLQPPPPGFTSC 

LSPQCSWDYRHAPPCSANF\*FLVET 

GFHHDGQAGLELLTSSDPPALASQS 

AGITGVHPHPAPNSSCLHTDKRVHT 

WHKPS 


3133 


8630 


B 


3393 


49 


279 


SSSDSDDEEKKHEKLKKALNAEEA 
RLLHVKETMQIDERKRPYNSMYET 
REPTEEEMEAYRMKRQRPDDPMAS 
FLGQ* 


3134 


8631 


A 


3394 


2 


357 




3135 


8632 


A 


3395 


1 


1765 


MSATVVDAVNAAPLSGSKEMSLEE 

PKKMTREDWRKKKELEEQRKLGN 

APAEVDEEGKDINPHIPQYISSVPW 

YIDPSKRPTLKHQRPQPEKQKQFSSS 

GEWYKRGVKENSIITKYRKGACEN 

CGAMTHKKKDCFERPRRVGAKFTG 

TNIAPDEHVQPQLMFDYDGKRDRW 

NGYNPEEHMKIVEEYAKVDLAKRT 

LKAQKLQEELASGKLVEQANSPKH 

QWGEEEPNSQTEKDHNSEDEDEDK 

YADDIDMPGQNFDSKRRITVRNLRI 

REDIAKYLRNLDPNSAYYDPKTRA 

MRENPYANAGKNPDEVSYAGDNF 

VRYTGDTISMAQTQLFAWEAYDKG 

SEVHLQADPTKLELLYKSFKVKKE 

DFKEQQKESILEKYGGQEHLDAPPA 

ELLLAQTEDYVEYSRHGTVIKGQER 

AVACSKYEEDVKIHNHTHIWGSYW 

KEGRRGN\KCCHSFSKYSYCTGEAG 
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SEQ ID 
NO: of 
nucleo-tide 
sequence 


SEQ ID 

NO: of 
peptide 
sequence 


Me 
tho 
d 


SEQ ID NO: 
in USSN 
09/770,160 


Nucleotide 
location of 
first codon 
for peptide 
sequence 


Nucleotide 
location of last 
codon for last 
amino acid of 
peptide 
sequence 


Amino acid sequence ( X=Unkno\vn; *=Stop 
codon; /=possib!e nucleotide deletion; V=possibIe 
nucleotide insertion) 














KEIVNSEECIINEITGEESVKKPQTL 

MELHQEKLKEEKKRRKMKKKKHR 

KSSSDSDDEEKKHEKLKKALNA*E 

A\RLLHVKET\MQI\DERKRPYNSMY 

*TSRP\IEEEMEAYRMKRQRPDDPM 

ASFLGQ 


3136 


8633 


C 


3396 


106 


426 


MFLKEPVXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXRLXXXXG* 


3137 


8634 


A 


3397 


25 


435 


TKYWLLLFFLILILPFFFWRRSRSVT 

QAGGQWHDLGSLQPPPPGFKQFSC 

LSLPSSWDYRRAPLHLANFYIFSRD/ 

MDFTMLARLVSNSRSQ/CDPLASAS 

QSAGISGKSQHTRPVLVLLKTYTNS 

H/SF*VKGLGWEFIL 


3138 


8635 


A 


3398 


3 


320 


KTESHSVTQAGAQWQDLSSVQSPP 
PGFKRFSCLSLPSNWDYRRVPLHPA 
NFL*/FLVETGFHHAG*VGLELLTSG 
DPPTLASQNAGITGVSHCARPIVIFL 
YLITSR 


3139 


8636 


B 


3399 


70 


199 


XMQVTGFGRGQNHNVQGSTPTDAS 
PRRRDVCTAQTQDSKLVNS* 


3140 


8637 


A 


3400 


198 


397 


TKNRNTLSRFLLEAPRVFGPPSP/RP 
PKP/ASGP*PPIACPAGTHIPCGPYPC 
CHVGGGWPAQPLAALG 


3141 


8638 


C 


3401 


164 


313 


MTLHFQELKSLKFYLNNXXXXXXX 

XGGRFKGSLGGPKFTRACNVKAFS 

L* 


3142 


8639 


C 


3402 


165 


361 


MVKFCANNQGKTKL1FMFFHKESHI 

IIGRPRAQREKKEKEEGNPNECLLD 

VSLRTGFSGHLPGRV* 


3143 


8640 


C 


3403 


146 


389 


MTPISLKGRCRQLGDGKRCSLEDLA 
LIEGCPHAGRPPPRKSTLEPAFGSPR 
CQDPVSAMCMTRSPPANLDSAERQ 
APGLGR* 


3144 


8641 


C 


3404 


157 


404 


MLSLTSSPLNQKGVVSFVHIAILKY 
QGCKPHFIKKLSRXXXXXXXXXXX 
XXKXXXXXXXXXXXXXXXXXXXP 
PAPSFLWGEG * 


3145 


8642 


C 


3405 


73 


252 


MHTPLLAWPGMAWCYRQPLSTPRL 
ILNYVKPRKMIFRTFAYIRLYLCTYF 
AVFHRRKWP* 


3146 


8643 


A 


3406 


2 


617 


IYIFLKALNFCREVVPISPPPKVRVLF 

KD SQ VTSFP VP AL * KG GQGLG YKT 

APYKEKTNSLQARVNLGPSRGPLK 

RPPS S S S SPNPN A LLFIQTRVKL VNG 

KRPEATCLGRKASYSVRFSAAWDPX 

PAGCAQPPTVSPPDTTKQVSRTKAR 

N*TKNRNTLSRFPS*KLPRVSGPTQV 

PNPPKPRSRGD*QRTPFPPVPDGNPV 

LN 


3147 


8644 


C 


3407 


129 


281 


MSSHARVNLGPSKDPLKRPPXXXX 

XTQRQLFKTFINRCLQFVDFFEKIKL 

* 


3148 


8645 


A 


3408 


1 


303 


QAGVHWRNLG\SLQPPPPPTLRRFS j 
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CLSLPSSWDYRHPPSHPANFFFFFLL 
LVEARFHHVGQGGLELLTSSDPSTS 
ALQIAGITGVSHRAEPAPFFK*CFG 


3149 


8646 


A 


3409 


3 


1039 


QQPFVNPALPPGYSYTGLPYYTGMP 

SAFQYGPTMFVPPASAK*HGVNLST 

PTPPFQQYPVGYGQHGYSTGYDDLT 

QGTAAGDYSKGGYAGSSQGTKQV 

CRFWGLGKGVSVSSSTTGLPDMTG 

SVYNKTQTFDKQGFHAGTPPPFSLP 

SVLGSTGPLASGAGPWLCTPTIPTH 

LASPPAAPLTAAAPPPSAGCTEWLG 

SAQPAQLPAAQVSSLQTCLRQLSIL 

GQLNPGERGGAGAKAYPGQERTTR 

ARIWEPKCPFSKNSPTCVSHALCGE 

SASPDWATVCNVFMYVFVNVIEVW 

GGVGGWRQMLARSAPPHSKPPSPN 

CSKISTPNPHLPFRSFLHSLATAQWA 

H 


3150 


8647 


A 


3410 


2 


344 


LRQSVSLLPRTQAGVQWPNLGSLQ 

PPPPRFQRFSCLSLLSSWDYRHAPPC 

PTKF\VFLVET\GFTMLARLVSIS*PH 

DLPALASQS/AGITGVSHCAQHGVS 

YIRCFRELA\SYSIL*SLQ\WPHV*SL 

AYSIL 


3151 


8648 


A 


3411 


52 


174 




3152 


8649 


A 


3412 


2 


692 


RPP/QADPPRCWPR/PLGLGGCVPW 

GAGRLRRGHGPEPDSPFRRSPPRGP 

ASPQR* PPRPDPWPPRQ ASPRCRPT 

D*SRTPAGRTTDPQEEAVGGQGPSR 

GG*APSNSSEPPLYGSGPLDSAFSLG 

TAFRKTLRIDLTQSQRPPHRSLSLYS 

GKGLAPGELADALNFLIYPTFDFGL 

HCTIGDVATGPWRCNQIKRRKHCQ 

LGKSKLIYFFFPFPPTPSPAKNFFSRY 

RHHS 


3153 


8650 


A 


3413 


3 


367 


MLNYPLDFHPSFFVGFFFFEMESRS\ 
VARLEVPVGVISSHCH\LCLPGS\SDS 
PASASQVAGTT\GVCH*AQLIFVFLV 
ETGFHHFDQDGLDLLTS* S VHLCPS 
KCWDYVIHPPQPPKVLGLQA 


3154 


8651 


A 


3414 


1 


595 


MG1HHVGQASLELLTSGDLPASASQ 

GRGVRLYYIXEGRSSQSASVTALFLS 

SLPTVTSAMAGTRPPSARSHQTLQA 

CRAQKTKTRMSSPGTGAKHQASSP 

GKAPLSTPSPYFWKPSLQTSPCSGSR 

SLWASLPSPLAALFLCFWQDAT*RS 

STTRSSLPSWPSRSTRALRLSTS*PE 

CAPSA*ASSKAGERSTGDRL 


3155 


8652 


A 


3415 


259 


941 


PVSWSLNSCRFFFFF*DQSLPSVV/Q ! 

AGSGQ*RNLDSL\QPLASRFK*FSSS 

RLL\SSW\DYRHMATMARLIFIFLVE 

MGF\TMLARLVLNFLTSSDPPTSAFP 

KWLGLQGVKPNTRAVGFN**LGYY 

SIILYHSNSPGTDLVFILFIYLFTYLFL 

RQEQNSAAQARVQ*WHNLGSLQSP 

PPGV\H*FLCLSLPSSWDYRCAPPHQ 

ANFFIFSRDGVSPCWPGWS*TPDLR 


3156 


8653 


A 


3416 


165 


289 


ISGLSGLYHIDRLLIVCNCKQKPTYS 
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